A.

68.8% identity in 141 nt overlap
A. cinerea tRNAP°-ND6
A. cinerea NC1 (26-157)

A. cinerea tRNAP°-ND6
A. cinerea NC1 (26-157)

85.7% identity in 42 nt overlap
A. cinerea ND6
A. cinerea NC1 (176-217)

72.3% identity in 148 nt overlap
A. cinerea Cytb-tRNA™
A. cinerea NC2 (13-154)

A. cinerea Cytb-tRNA™
A. cinerea NC2 (13-154)

B.

63.0% identity in 208 nt overlap
A. purpurea ND6
A. purpurea NC1 (25-218)

A. purpurea ND6
A. purpurea NC1 (25-218)

A. purpurea ND6
A. purpurea NC1 (25-218)

68.0% identity in 153 nt overlap
A. purpurea Cytb-tRNA™
A. purpurea NC2 (12-152)

A. purpurea Cytb-tRNA™
A. purpurea NC2 (12-152)

C.

76.3% identity in 76 nt overlap
A. modesta tRNAP™
A. modesta NC1 (39-114)

68.5% identity in 143 nt overlap
A. modesta Cytb-tRNA™
A. modesta NC2 (14-145)

A. modesta Cytb-tRNA™
A. modesta NC2 (14-145)

D.
63.6% identity in 231 nt overlap

A. intermedia tRNAP"-ND6
A.intermedia NC1 (18-243)

A. intermedia tRNAP"-ND6
A.intermedia NC1 (18-243)

A. intermedia tRNAP™-ND6
A.intermedia NC1 (18-243)

63.6% identity in 129 nt overlap
A.intermedia Cytb-tRNA™
A.intermedia NC2 (16-137)

A.intermedia Cytb-tRNA™
A.intermedia NC2 (16-137)

E.

60.5% identity in 162 nt overlap
A. ibis ND6 (324-482)
A. ibis NC1 (2-156)

A. ibis ND6 (324-482)
A. ibis NC1 (2-156)

62.6% identity in 131 nt overlap
A. ibis Cytb-tRNA™
A. ibis NC2 (33-146)

A. ibis Cytb-tRNAT"
A. ibis NC2 (33-146)
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