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iICLIP of TIA1/TIAR against ACTB mRNA 3’-UTR (Full-picture, I)
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ICLIP of TIA1/TIAR against ACTB mRNA 3’-UTR (Full-picture, Il
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iCLIP of TIA1/TIAR against ACTB mRNA 3’-UTR (Full-picture, Ill)
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iCLIP of TIA1/TIAR against ACTB mRNA 3’-UTR (Full-picture, IV
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