51

—= 1

13

"L

g
—

?'E
51

92
w1

XISox9
DrSoxgb
DrSox9a
PmSoxE2
GgSoxg
MmSox9
PmSoxE1
GgSox10
DrSox10
MmSox10
XISox10
MmSox8
GgSoxs
XSox8
PmSoxE3
DrSox8
GgSox18
XISox18
MmSox18
PmSoxF
GgSox7
MmSox7
MmSox17
XiSox17
GgSox17
MmSox6
PmSoxD
DrSoxs
GgSoxs
MmSox5b
MmSox5a
HsSox5

a7

T"—I:
29

MmSoxd
MmSox12
XISoxi11
GgSox11
MmSox11
DrSox11a
MsSox21

29— MmSox21
L Drsox21b
GgSox21
91— GgSox14
L Mmsox14
PmSoxB2
PmSoxB1-A
MmSox2

o
L

MmSox3
DrSox3
DrSox1b
DrSox1a
MmSox1
GgSox1
XlSox1




Figure S1: Maximum Likelihood phylogenetic tree of lamprey Sox genes: Unrooted phylogenetic
tree of Sox genes obtained from analysis performed on MEGA 5.05. The HMG box protein sequences
were used in the construction of the tree. Boxes highlight the families of Sox genes. Abbreviations are

Dr, Danio rerio; Gg, Gallus gallus; Mm, Mus musculus; Pm, Petromyzon marinus; Xl, Xenopus laevis.




