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Supplemental Figure 2

R &
4*  MPFraction3  S°  MP Fraction 4
Ty: — = + + + - - + +
- - _—
- - TOM20
ARES ES wn SO . - - NDUFSE
-— . Agot
- A2
.- @&
- woas TiM23
DD D D D QD =" w— e— — F5SP60
prot_acs pty_eap_me  pep_tak_mr pep_score  pep_seq
AGO2 MOUSE 1742.7793 1742.7683 130 SEFTASEGOSNPLGGGR
AGOZ_MOUSE 186897 18689567 9353 HIYLPLEVCNIVAGOR
AGO2 _MOUSE 13610038 12609886 92.06 SVSPAPAYYAMLVAFR
AGOZ_MOUSE 16578336 16578271 ®932 SEEQOKPLTOSQR
AGO2Z MOUSE 12596384 12596358 8303 SGNPAGTTVOTK
AGOZ MOUSE 13747254 13747177 7863 TTPQTISNLOK
AGOX MOUSE 1255 5877 12555833 7425 SASENTOPYVA
AGOZ_MOUSE 12596384 12596358 7044 SGNPAGTTVOTX
AGOZ_MOUSE 15068186 15068082 59.64 DYQPGITIVVOK
AGO2 MOUSE 10525927 10525906 51.46 ELLIQFYX
AGO2_MOUSE 1298 7407 17987347 4858 VLQPPSILYGGR
AGO2 MOUSE 16958529 16958803 4738 YPHLPOLONVGQEQX
AGOZ_MOUSE 8794445 §79.445 4484 SFTEQUR
AGOZ_MOUSE 2054584 Q0% 4558 41.09 TPVYAEVK
False dicovery rate (FOR)<1%
Ago2 IP/input in Mitoplasts
miR-1  COX: COX2 COX3  ND1 ND2 ND3
380.6 223 <} <1 478 24,1 <1

Figure S2

Standard Mnaaso MP(Trypsin)

| Ago2
TOM20

c Ago2 5§ T 3 095 TH T T ()
1 ot
R'=099
@ % 12 186 20 Agozing)
D Odyzl%l:l #ﬂ’
Standard U ‘V
Age2 —5— 1o 5

--u--_. Aqo2

Densdometry

o
n

Ri=0,996
{0

COX1/16S

NDs ND4L
<1 411

ND11ES

ND5S
8.2

NOUFB8/16S

COX4V1116S

ND6
<1

eyth
318

= Ago2(ng)

2

z £
2

g 7

GAPDHNMES

ATPE
8

18S/116S

Mitoplasts/Total
change (log,.)
Sdoboneo

ATPE
<1


http://www.editorialmanager.com/cell/download.aspx?id=1112879&guid=49eafbd1-c86d-4266-909c-8a216e949f6e&scheme=1

Supplemental Figure 3
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Supplemental Figure 4

Figure S4
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Figure S5
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