Table S1. Oligonucleotides used in this study

# Name Sequence (5°-3°)

1 MLV-IN Ct E GATCTGGCGGACCCAGCAGTAGACTGACATGGCGGGTGCAGCGGAGCC
— AGAACCCCCTGAAGATCCGGCTGACCAGAGAGGCCCCCTAAA

2 MLV-IN Ct R TCGATTTAGGGGGCCTCTCTGGTCAGCCGGATCTTCAGGGGGTTCTGGCT
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MLV-IN Ct W390A/R391A/R394A _F
MLV-IN Ct W390A/R391A/R39%4A _R
MLV-IN Ct K400A/R402A/R405A _F
MLV-IN Ct K400A/R402A/R405A R
MLV-IN Ct W390A_F

MLV-IN Ct W390A_R

MLV-IN Ct R391A F

MLV-IN Ct R391A_R

MLV-IN Ct R394A_F

MLV-IN Ct R394A_R

MLV-IN Ct K400A_F

MLV-IN Ct K400A_R

MLV-IN Ct R402A_F

MLV-IN Ct R402A_R

MLV-IN-Ct R405A_F

MLV-IN-Ct R405A_R

PET_MLV-IN W390A F
PET_MLV-IN W390A_R
PET_MLV-IN 1-380_F

pET_MLV-IN 1-380_R

MLV IN Core Mut F1

MLV IN Core Mut R1

MLV IN Core E266A F2

MLV IN Core E266A R2

CCGCTGCACCCGCCATGTCAGTCTACTGCTGGGTCCGCCA

GATCTGGCGGACCCAGCAGTAGACTGACCGCGGCGGTGCAGGCGAGCC
AGAACCCCCTGAAGATCCGGCTGACCAGAGAGGCCCCCTAAA

TCGATTTAGGGGGCCTCTCTGGTCAGCCGGATCTTCAGGGGGTTCTGGCT
CGCCTGCACCGCCGCGGTCAGTCTACTGCTGGGTCCGCCA

GATCTGGCGGACCCAGCAGTAGACTGACATGGCGGGTGCAGCGGAGCC
AGAACCCCCTGGCGATCGCGCTGACCGCGGAGGCCCCCTAAA

TCGATTTAGGGGGCCTCCGCGGTCAGCGCGATCGCCAGGGGGTTCTGGC
TCCGCTGCACCCGCCATGTCAGTCTACTGCTGGGTCCGCCA

GATCTGGCGGACCCAGCAGTCGACTGACAGCGCGGGTGCAGCGGAGCC
AGAACCCCCTGAAGATCCGGCTGACCAGAGAGGCCCCCTAAA

TCGATTTAGGGGGCCTCTCTGGTCAGCCGGATCTTCAGGGGGTTCTGGCT
CCGCTGCACCCGCGCTGTCAGTCGACTGCTGGGTCCGCCA

GATCTGGCGGACCCAGCAGTCGACTGACATGGGCGGTGCAGCGGAGCC
AGAACCCCCTGAAGATCCGGCTGACCAGAGAGGCCCCCTAAA

TCGATTTAGGGGGCCTCTCTGGTCAGCCGGATCTTCAGGGGGTTCTGGCT
CCGCTGCACCGCCCATGTCAGTCGACTGCTGGGTCCGCCA

GATCTGGCGGACCCAGCAGTCGACTGACATGGCGGGTGCAGGCGAGCC
AGAACCCCCTGAAGATCCGGCTGACCAGAGAGGCCCCCTAATAAA

TCGATTTAGGGGGCCTCTCTGGTCAGCCGGATCTTCAGGGGGTTCTGGCT
CGCCTGCACCCGCCATGTCAGTCGACTGCTGGGTCCGCCA

GATCTGGCGGACCCAGCAGTAGACTGACATGGCGGGTGCAGCGGAGCC
AGAACCCCCTGGCGATCCGGCTGACCCGAGAGGCCCCCTAAA

TCGATTTAGGGGGCCTCTCGGGTCAGCCGGATCGCCAGGGGGTTCTGGC
TCCGCTGCACCCGCCATGTCAGTCTACTGCTGGGTCCGCCA

GATCTGGCGGACCCAGCAGTAGACTGACATGGCGGGTGCAGCGGAGCC
AGAACCCCCTGAAGATCGCGCTGACCCGAGAGGCCCCCTAAA

TCGATTTAGGGGGCCTCTCGGGTCAGCGCGATCTTCAGGGGGTTCTGGC
TCCGCTGCACCCGCCATGTCAGTCTACTGCTGGGTCCGCCA

GATCTGGCGGACCCAGCAGTAGACTGACATGGCGGGTGCAGCGGAGCC
AGAACCCCCTGAAGATCCGGCTGACCGCGGAGGCCCCCTAAA

TCGATTTAGGGGGCCTCCGCGGTCAGCCGGATCTTCAGGGGGTTCTGGC
TCCGCTGCACCCGCCATGTCAGTCTACTGCTGGGTCCGCCA

CCGGGGGTGGACCATCCTCTAGACTGACAGCGCGCGTTCAACGCTCTCA
AAACCCCTTAAAAATAAGATTAACCCGCGAGGCCCCCG

TCGACGGGGGCCTCGCGGGTTAATCTTATTTTTAAGGGGTTTTGAGAGC
GTTGAACGCGCGCTGTCAGTCTAGAGGATGGTCCACCC

CCGGGGCAGCAGCAGCGG

TCGACCGCTGCTGCTGCC

CACCCCCGCCCCTTGTAA

TATGGGGTGAGGCCATGG

TGCGATCTTATATGGGGCACCCCCGCCCCTTGTAA

CCCCATATAAGATCGCATATGGGGTGAGGCCATGG
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MLV IN Core L268A F2
MLV IN Core L268A R2
MLV IN Core Y269A F2
MLV IN Core Y269A R2
Gagpol FIl Nhel

Gagpol R Eco

MLV IN W391AF I
MLV IN W391AF 11
MLV IN W391AR |
MLV IN W391AR I
MLV INdCF I

MLV INdC F 1l

MLV INdCRI

MLV INdCRIII
eGFP-RTL_F
eGFP-RT1_R

eGFP-RT

CGAGATCGCATATGGGGCACCCCCGCCCCTTGTAA

CCCCATATGCGATCTCGTATGGGGTGAGGCCATGG

CGAGATCTTAGCTGGGGCACCCCCGCCCCTTGTAA

CCCCAGCTAAGATCTCGTATGGGGTGAGGCCATGG

TTTTGCTAGCATGGGCCAGACTGTTACCAC

ATTAGAATTCGATACTGACCCCTCTG

TTCAACGCTCTCAAAACCCC

CTCAAGACTGACAGCGCGCG TTCAACGCTCTCAAAACCCC

GATGGTCCACCCCCGG

CGCGCGCTGTCAGTCTTGAGGATGGTCCACCCCCGG

TAATCCCCTTAATTCTTCTGATGCTC

CCCGGGCTTAATTAATCCCCTTAATTCTTCTGATGCTC

ATTAAGCCCGGGGTCGGCAGCCTTCACG

GTCGGCAGCCTTCACG

GGAGCGCACCATCTTCTTCA

AGGGGTGTCGCCCTCGAA

GCTACAAGACCCGCGCCGAGG




