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SupplementaryFigure 1: Signature chromatographic pattern (XIC) of double transition peaks for
peptide with double and triple charges. Mormally, four transition peaks (two transitions * two precursor
states (2+ and 3+))corresponding to one peptides will be observed for positive peptides, asin the cases

of peak A-E. For false positive peptides, only one or two transitions peaks could be seen, asin the cases
of peak F and G.
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Supplementary Figure 2:

Performance of ELISA/Luminex kits for
SHBG (A), SAA1 (B) and CP (C). Results
suggest that kits for SHBG and SAA1 are
excellent while the ELISA kit for CP has a
very narrow linear range.
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Supplementary Figure 3: Correlation between the two
transitions derivedfromtwo differentpeptides of CP for neat

serum samples from 20 individuals.



Supplementary Table 1: Transitions selected for monitoring SAA1, SHBG and CP.

Frotein Feptide Charge Transition Fragmention CE
SAAT SFFSFLGEAFDGAR™ 2+ F75.0/822 47 yal 43,793
775.9/935 4 yH
GPGGEWNWAAEAISDAR 2+ 728.0/842 57 el 41443
728.9/761 4 &
GPGEWNAAEAISDAR a+ 486 2632 5* ywh 24 395
486 .2/561 .3 o
SHEG TWORPEGYIFYGOTMPK, a+ 613.6/631.3 s 29.899
B13.6/794 4 W
TWOPEGYIFYGOTMPR!* 2+ §918.9/941 4% ya 50 996
§19.9/1054 5 yH
|ALGGLLFPASMLE 2+ 721 .4/804 47 Wl 41.071
7214/917 4 yil
LPLYFPALDGCLR 2+ BE2 4/733 47 B 38.119
GE2 4/804 4 &
CP ALYLOYTDETFR 2+ FE04/931 4% W7 43.019
7B0.4/768 3 B
DIASGLIGFLILCK 2+ 735 .4/300 .57 & 41771
73547454 B
DLY SGLIGPLY CR*™ 2+ 788 .4/814 5% & 44 421
788 .4/927 4 yal
GAYPLSIERPIGYR 2+ BBE 4/870.57 yal 33.319
G2 4/783 .5 &

* Transition that has higher intensity and used to calculate peak area. ** Peptides analyzed for serum samples.
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