
Fig. S1. Multiple sequence of alignment of SP-A isoforms used in database searching. 

 
SP-A1_6A_       MWLCPLALNLILMAASGAVCEVKDVCVGSPGIPGTPGSHGLPGRDGRDGLKGDPGPPGPM 60 
SP-A1_6A2_      MWLCPLALNLILMAASGAVCEVKDVCVGSPGIPGTPGSHGLPGRDGRDGVKGDPGPPGPM 60 
SP-A1_6A4_      MWLCPLALNLILMAASGAVCEVKDVCVGSPGIPGTPGSHGLPGRDGRDGLKGDPGPPGPM 60 
SP-A2_1A_       MWLCPLALNLILMAASGAACEVKDVCVGSPGIPGTPGSHGLPGRDGRDGVKGDPGPPGPM 60 
SP-A2_1A0_      MWLCPLALNLILMAASGAACEVKDVCVGSPGIPGTPGSHGLPGRDGRDGVKGDPGPPGPM 60 
SP-A2_1A1_      MWLCPLALNLILMAASGAACEVKDVCVGSPGIPGTPGSHGLPGRDGRDGVKGDPGPPGPM 60 
                ******************.******************************:********** 
 
SP-A1_6A_       GPPGEMPCPPGNDGLPGAPGIPGECGEKGEPGERGPPGLPAHLDEELQATLHDFRHQILQ 120 
SP-A1_6A2_      GPPGEMPCPPGNDGLPGAPGIPGECGEKGEPGERGPPGLPAHLDEELQATLHDFRHQILQ 120 
SP-A1_6A4_      GPPGEMPCPPGNDGLPGAPGIPGECGEKGEPGERGPPGLPAHLDEELQATLHDFRHQILQ 120 
SP-A2_1A_       GPPGETPCPPGNNGLPGAPGVPGERGEKGEPGERGPPGLPAHLDEELQATLHDFRHQILQ 120 
SP-A2_1A0_      GPPGETPCPPGNNGLPGAPGVPGERGEKGEAGERGPPGLPAHLDEELQATLHDFRHQILQ 120 
SP-A2_1A1_      GPPGETPCPPGNNGLPGAPGVPGERGEKGEAGERGPPGLPAHLDEELQATLHDFRHQILQ 120 
                ***** ******:*******:*** *****.***************************** 
 
SP-A1_6A_       TRGALSLQGSIMTVGEKVFSSNGQSITFDAIQEACARAGGRIAVPRNPEENEAIASFVKK 180 
SP-A1_6A2_      TRGALSLQGSIMTVGEKVFSSNGQSITFDAIQEACARAGGRIAVPRNPEENEAIASFVKK 180 
SP-A1_6A4_      TRGALSLQGSIMTVGEKVFSSNGQSITFDAIQEACARAGGRIAVPRNPEENEAIASFVKK 180 
SP-A2_1A_       TRGALSLQGSIMTVGEKVFSSNGQSITFDAIQEACARAGGRIAVPRNPEENEAIASFVKK 180 
SP-A2_1A0_      TRGALSLQGSIMTVGEKVFSSNGQSITFDAIQEACARAGGRIAVPRNPEENEAIASFVKK 180 
SP-A2_1A1_      TRGALSLQGSIMTVGEKVFSSNGQSITFDAIQEACARAGGRIAVPRNPEENEAIASFVKK 180 
                ************************************************************ 
 
SP-A1_6A_       YNTYAYVGLTEGPSPGDFRYSDGTPVNYTNWYRGEPAGRGKEQCVEMYTDGQWNDRNCLY 240 
SP-A1_6A2_      YNTYAYVGLTEGPSPGDFRYSDGTPVNYTNWYRGEPAGRGKEQCVEMYTDGQWNDRNCLY 240 
SP-A1_6A4_      YNTYAYVGLTEGPSPGDFRYSDGTPVNYTNWYRGEPAGWGKEQCVEMYTDGQWNDRNCLY 240 
SP-A2_1A_       YNTYAYVGLTEGPSPGDFRYSDGTPVNYTNWYRGEPAGRGKEQCVEMYTDGQWNDRNCLY 240 
SP-A2_1A0_      YNTYAYVGLTEGPSPGDFRYSDGTPVNYTNWYRGEPAGRGKEQCVEMYTDGQWNDRNCLY 240 
SP-A2_1A1_      YNTYAYVGLTEGPSPGDFRYSDGTPVNYTNWYRGEPAGRGKEKCVEMYTDGQWNDRNCLY 240 
                ************************************** ***:***************** 
 
SP-A1_6A_       SRLTICEF 248 
SP-A1_6A2_      SRLTICEF 248 
SP-A1_6A4_      SRLTICEF 248 
SP-A2_1A_       SRLTICEF 248 
SP-A2_1A0_      SRLTICEF 248 
SP-A2_1A1_      SRLTICEF 248 
                ******** 

 


