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A. Map of CHRNB3 and CHRNA6 on chromosome 8p11.2–8p11.21 (-75 kb)

C. LDs among CHRNB3 and CHRNA6 polymorphisms

Block 1 (65 kb)

B. Haplotype of CHRNB3 and CHRNA6 polymorphisms

rs
13

28
06

04

rs
16

89
15

61

rs
49

54

rs
92

98
62

8

rs
16

89
16

04

rs
10

10
90

40

H
ap

.

rs
13

28
06

04

rs
16

89
15

61

rs
49

54

rs
98

98
62

8

rs
16

89
16

04

rs
10

10
90

40

Fr
eq

.

rs
13

28
06

04

rs
16

89
15

61

rs
49

54

rs
98

98
62

8

rs
16

89
16

04

rs
10

10
90

40

CHRNA6

Ex2Ex3

1 2 3 4 5 6

98

93
86

83

92
98

98
95

97

Ex4, 5 Ex4, 5Ex6 Ex6

ht1 A C A C C C 0.579
ht2 A C A C A C 0.218
ht3 G T G T C G 0.109
ht4 G T A T C G 0.047
ht5 A C A T C G 0.021
ht6 G T A T C C 0.010
ht7 G C A C C C 0.004
ht8 G T A C C C 0.003
ht9 G T G T C C 0.003

ht10 G T G C C C 0.003
ht11 A C A C C G 0.002
ht12 A C G T C G 0.001
ht13 A C A T C C 0.001

Supplementary Figure 1. Physical map of CHRNB3-CHRNA6 gene region. A: Gene map and SNPs in CHRNB3 and CHRNA6 on chro-
mosome 8p11.2-21. Coding exons are marked by black blocks, and 5’ and 3’ UTRs by white blocks. B: Haplotypes of CHRNB3 and CHR-
NA6. Haplotypes with frequency >0.05 are used for further analysis. C: Linkage disequilibrium coefficient among CHRNB3 and CHRNA6S-
NPs. CHRN: cholinergic nicotinic receptor, LD: linkage disequilibrium.




