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Figure S1 Timing of inter-genomic conversion. The star marks AD allopolyploidization occurring ~1-2 million years
ago. (A) The numbers (proportion) of At, Dt neutral mutations (in intergenic region) and At to Dt conversions in both
HC and LC are shown in each evolutionary time scale. (B) The numbers (proportion) of At, Dt neutral mutations (in
intergenic region) and At to Dt conversions in HC are shown in each evolutionary time scale.
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