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Figure S10 Correlation between number of allele changes and nucleotide divergence between A and D genomes.

Genome is divided into non-overlap 10Kb bins. For each bins, the number of At to Dt converted alleles and the
nucleotide divergence between the A and D genomes are calculated. (A) The number of At to Dt conversions and

nucleotide divergence between A and D genomes. (B) The number of Dt to At conversions and nucleotide divergence
between A and D genomes. (C) The number of unchanged alleles and nucleotide divergence between A and D
genomes.
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