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Protein:
Peptide Score:
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Saurce: 201 20529 VR _B=u_TripleSILAZ_pWTPrkZPrpl_F132
Scannumber: 401
Protein: B5U40060; gntk
Peptide Score:  57.97
Method: ITHS; CID; 2
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Saurce: 201 20529 VR _B=u_TripleSILAZ_pWTPrkZPrpl_F132
Scannumber: o
Protein: atpF; B5U3E250
Peptide Score: Gr7.E
Method: ITHS; CID; 2
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Saurce: 201 20529 VR _B=u_TripleSILAZ_pWTPrCZPrpl_F15
Scannumber; 7467
Protein: B5U3E720; rodC; tag3; tagF
Peptide Score: 9827
Method: ITWS; CID: 3
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precursor information

Mass: 250713314
Mz Systerm.Collections.
Charge: Systerm.Callections.
Eetentiontirme: Systerm.Collections.
SCore: 98 26882
Mass Error [ppm]:. 0.070053
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Precursor Type: MLLTI
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Saurce: 201 20529 _WER_B=u_TripleSILAZ_pWTPrZPrpl_F17

Scannumber: 4044
Protein: BSUOT130; tuf: tufA
Peptide Score: 109,35
Method: ITHS; CID; 2
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Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2

Scannumber: 10008
Protein: BsUO3490; coml; =rfAZ; srfAB
Peptide Score: 12145
Method: ITHS; CID; 2
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Source:

Scannurmber: 10010
Protein: B5U23330; pgk
Peptide Score: 13663
Method: IThS; CID; 2

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3
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Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

Scannumber: 10244
Protein: BsUZ22440; citF; sdhA
Peptide Score:  120.9
Method: IThS; CID; 2
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Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

Scannumber: 1044915
Protein: BsU322580; thre
Peptide Score:  152.94
Method: ITHS; CID; 2
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Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2

Scannumber: 10820

Protein: BSLIT 3180 mets; metE
Peptide Score: 11635
Method: ITHS; CID; 3
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Annotation: 13 0f 21
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Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2
Scannurmber: 11013
Protein: B5UZ22350; wpdA
Peptide Score:  FE.FI
Method: IThS; CID; 2
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Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2
Scannumber: 11248
Protein: B5SLI03490; coml; srfAZ; srfAB
Peptide Score: 115.38
Method: ITHS; CID; 3
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Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2

Scannumber: 11320

Protein: acel; BSUT4E10; citl; pdhD
Peptide Score:  Bd4.27
Method: IThS; CID; 2
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Charge: System.Caollections, 115.050203514 1 M 16
Retentiontime: Systerm.Collections. ] T e R 2 1) 15 1814.9655606085
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Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

Scannumber; 12335
Protein: BSUQS320; ik
Peptide Score: F1.78
Method: ITWS; CID: 3
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hass: 1932817 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
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Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

Scannumber; 12353
Protein: B5UZ22880; jofl:; wpfD
Peptide Score: 13523
Method: ITWS; CID: 3
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hass: 1913.967 44 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 125 0655 1259 06559 1 ] 16
Retentiontime: System.Collections. 216.08975 2180979 2 5, 15 17596.925 1796 9259
atOte Laraade 273.1193 Z73.1193 | 3 G 14 1709.896 1700.896
Mass Error [ppm]:  0.95169
FEF- 1 0357E-17 3860.2034 3ER.2034 4 | 13 [1852:875 H20.9471 +0.20171128
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general information 1005 465 1005 465 8 E 8 1049572 40186845 1049 572
Annotation: 12 of 17 +0. 135643 555 7783 -0.15002a 11185459 10 I 7 920.5291 520, 5291
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Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2
Scannumber; 13148
Protein: B5UQO340; cys5; spnA
Peptide Score: 14517
Method: ITWS; CID: 3
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hass: 1533.75606 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: System.Caollections, 168.00586 1 = 12
Retentiontirme: Systermn.Collections, +0.227803 281.0897 & | 11T (1375815 bEE. 413 +0.032072
atOte Tl B o 5881112 | 3 G 10 1262.735 +0.017637 631.871 -0.078621
Mass Error [ppm]:.  0.2775
FEF- S B3E7E-19 452. 1541 4 M 8 (1205713 40075111 603 3602 +0.080365
Precursor Type: MULTI SO0 2225 o F g8 10971.a7 +0.0467459 1097 67
B9 2909 a] W 7944 8019 -0.7111155 944 6015
general information 2 BB s o | B 58455335 40193709 845 5335
Annotation: 110f13 910 4454 = W S5 F32.4494 F32.44594
IURBRENS k0% 1047.502 O H 4 33381 -0.000064 633381
Intensity Cowverage: S54%
Protein Localisation: 270 .. 282 1162.529 10 O 3 4963221 +0.05848 496 3227
270513 11 | 2 FB1.2951 400418 381.2595]
+0.05079 1388697 12 | 1 26827111 +0. 175896 268.2111
T4 K [ A B it | e L



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

Scannumber: 18245
Protein: B5UQ2420; srfA; srfAl; srfAR
Peptide Score: 19887
Method: IThS; CID; 2
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hass: 1818.75783 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. F2.04435 F2.04435 1 A 15
Eetentiontirme: System.Collections., 129.0655 129.06559 & o 14 1748.768 1748. 768
St 13,8679 2421499 242.1499 3 | 13 16971.747 +0.143379 1601.747
Mass Error [ppm]:.  0.007&19
i S 3852183 3802183 4 F 12 1578662 1578662
Precursor Type: MULTI S04 2453 +0.031703 504 2453 ) ] 11T 1431.5894 -0.037762 1431.554
+0.471088 309 6477 B8 2882 3] M 10 1316.567 +0.139328 658. 7872 +0.359329886
Foh 3dhen 400715515 705 35606 - F G 1202.5%24 +0.179326 1202.524
G912.425 912 425 = F B 1055458 +0.100715%6 1055 456
general Iormition 1041.468 1041.468 O E 7 9083873 G08.3873
A tation: 13 0f 16
e 1142.515 -0.127362 1142.515 10 T 6 779.3447 +0.19035 300176  +0.162429
Intensity Coverage: 55 % 11859 537 11899 537 11 o 5 BE.2571 0067147 67825971
il s L B Al 1256.558 1256.556 12 G 4 621.2756 621.2756
13583.8617F +0. 126023 1293.617 13 H 3 5842541 +0.107372 564.2541
1568675 1560.615 14 5 2 4271952 +0.111841 427.1952
e TS T 15 | 1 280 1965 260 15969
1H K 0 147 1128 147 1128



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2
Scannumber; 13415
Protein: B5UZ23500; drr; wqkM
Peptide Score:  171.08
Method: ITWS; CID: 3
Vi Wis Wiz ¥Win Yim ¥ ¥ ¥a ¥a W=
[e]] I o I
O TIMITYIG"H{WIE ;| {M§JG | 1% §I I D I (4
b== ba= ba* b bs be*bin biz bis bia bus
25 N
4 -_E
- =
E_ o
=] |:|_- _;
s | S
m
T L w
= - bz _ L.
E 2 925.291 [ B
i =
: Ex
e . 4 B
m v'lll- VB
o ya B59.412 2 2 F i
3 5462013 715"-:EG-=- ".F? 105955.4 1469.724 i
7 L'E i i el be¥ ' yiz bia* bis
1 S 'L vyt E4”.}:‘115?4 105921'1 sl gk 1570.781 15+l;;a+ i | o
- | 545.2906 706.89 98 be* | || 1275.653 iz | | P BT . | 8 -3
| di | i - 5141 [ | { bia™ | - 15—Hz 5
z 346.1067| h?.:g“ he* | e 4 i ki biz¥|  bp2 153;_5,;5 hﬁ“ 1781781 gay jrzz i
i T g n 1054:.3?4: 1znu;:m 1370.587 | 14eajset | 1SALEIT g -l
1 | 4471544 ; 1 ' :‘ | ‘ 1 | | { | | | | 1744711 || [
oo o b dprabl oo § L] ,||,|||IL,| S ,ﬂ, Ll | |,.l|] ,i 1 R VESRE SRS | IV A
400 GO0 200 1000 1200 1400 1600 1800 2000
m/z [amu] )
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hass: 2004.83703 Hodalton mass Aodalton mass A dalton Fnass =1 fodalton mass A dalton mass
iz Systerm.Collections,
g System.Collections. 1168.034 118,034 1 W 15
Retentiontime: Systerm.Collections. +.1131& 297 048 2897 048 2 T 14 1898.83 1898 83
atOte LLdids 444,054 444.084 3 M 13 1717.82 850,412 -0.1044
Mass Error [ppm]:  0.38705
PEF- 6 22CEE-54 B B3] 545131 4 T 12 157078 -0.0127 1570.78
Precursor Type: MULTI B N Sl ol o 11 148973 -0.076 1485.73
739212 739.212 & H 10 141271 +0.09282706. 86 +0.47a
D =0.2428 463,145 -0, 1811 9252971 7 (1] 8 127565 +0.055811275.65
1054 .33 +0.154651054.33 8 E B T089.57 +0.0885%45 2591 +0.47485¢
gEncral mrmation 1167.42 1167.42 9 | 7 960.531 960.53 1
Annotation: 14af 16
Aminokcids Coverag s % 12598 .44 1298.4a 10 Ml 6 B47.447 +0. 1323847 447
Intensity Coverage: 33 % 1355.48 135548 11 o 5 718407 +0.04186716.407
sl S LA 1468.56 +0.146171468.56 12 | 4 659355 650,385
1631.63 +0.03458591631.63 13 Y 3 548,307 +0.08527546.301
174471 +0.037111744.71 14 I 2 383.238 +0.02334L83 238
1859.74 +0.3795 1855.74 15 O T 270} 54 270,154
1A kK SRR B B e F&% 127



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2
Scannumber:  ZREO

Protein: B5UQT 260; rplH
Peptide Score: 1062
Mzthod: ITHS; IO 3
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m/z [amu] e
]
hass: 0 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 148.04267505 1 h 8
Retentiontirme: Systermn.Collections, +0.04182 +0. 1506346 2811 2ar3na8 | & I £ 1103 5650905
St AL +0.2156638 380.18531719 3 Q 6 00048593499 -0.0445339
Mass Error [ppm]:.  -0.14585
PEF- 000069258 517.2438547 4 i 5 B62. 42735748 +0.0355542
g Precursar Type: PEAK +0. 1625479 545 28048779 & E 4 734 30877007 +0. 1404178
iy i §27.30049668 & T 3 60532618687
AminoAcids Coverag 67 %
Intensity Coverage: 29 % +0. 1328772 9E83.40716077 7 E. 2 424 31217799 -0.07185370
Protein Localisation: 1 ... 9 1096 4856717 8 I 1 268.2110665%6
G K 0 TSRS 12700208



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2

Scannurmber: 3303
Protein: B5U41000; gidE; r=mG
Peptide Score: E2.5
Method: IThS; CID; 2
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= 288.2258 | . 1259.528 I
D_ LI L ||| LIBLI |‘ I‘l| I‘ || I‘l I |‘ I‘ rrrrriri I LI |‘I I‘ I‘ I‘I 1 I 1 ‘I I‘I |‘| T 1 I rrrrrrrriri I T I‘ ‘I ] ||I‘ LI |1| 1 ||| ||| LI 1 1 |‘I 1 |‘| LI ! LI ||| LI I 1 I I‘l LI L L L |‘| I LI ||| ‘I ! LI I 1 _D
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i
hass: 13596.62431 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
Charge: Systern.Collections. F2.04435 F2.04435 1 A 12
Eetentiontirme: System.Collections. 143. 0815 143 0815 & A 11 1342 822 1342 622
atOte 2£:5002 310.0799 3100799 3 5 10 1271.585 1271.585
Mass Error [ppm].  0.54254
e S 381.117 381.117 4 2 O 1104.587 +0.171918 552.757  +0.115097
Precursor Type: MULTI 510155865 510.15596 ) E 2 B e -0.2155259 517.2784 -0.290807
6392022 B39 2022 3] E 7804 50689 +0.0839 Q04 5069
general information FoB. 2448 FhoB. 2448 - E b Fro4e43 +0.208047 38H.2358 +0.118%72
Annotation: 9 of 13 881 3268 HE1.3288 = | 5 6464217 +0.367878 646.4217
IUBBRENS sk in % 0553717 0953717 O N 4 5333377 533.3377
Intensity Cowverage: 35%
Protein Localication: 174 . 186 -0 157227 533.708] 1066.409 10 A 3 4192947 +0.035275 419 2947
1123.43 1123.43 11 o 2 | | 3EE ST 348.2578
1259 539 -0.00433F 1259 539 12 k. 1 |29 2362 291.2362
14 kK ] o L e | ELem e e B



Source:
Scannumber:
Protein:
Peptide Score:
Method:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

4378

BSUZ23850; wqil; zwf
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m/z [amu]
hass: 12575525 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 114.05134045 1 | 9
Fetentiontitme: Systern.Collections. +0.000747159 228.1342a789 2 M =5 1193 528022 +0.2398327 1193 5285922
L o todn | 325 18104637 3 i 7 10704850045 +0.1241128 1075 4850546
Mass Error [ppm]:  0.7613
B T 458.22453045 4 E 6 0784383161 -0.0142438 078 438315)
Precursor Type: MLLTI S o f A e 5 E 5 B49. 395723 +0 1708053 425 201495973 -0.2518537
gl:"l:'d.l IR AT IFTIAULET]
et & of 10 FTO0.35719a854 & | 4 FZ20.3531299]7 T20.35371299]7
Arminofcids Coverag 60 % 85045230757 7 F. 3 B0y 20906593 B0y 20908593
IeH I e EalEs S LT 1023 4506664 & 3 2 451 1670540 457, 1679540
Protein Localisation: 257 ... 266
-0 27048172 1152.4932585 G E 1 2e4. 10959008 284. 10959008
110 k [ 155 127002058 155 1T2FRAN208



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

Apsuajuj

X

Scannumber: 44 Bd
Protein: BsU14490; kinG: mskA; ==b
Peptide Score:  129.7
Method: ITHS; CID; 2
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m/z [amu]
hass: 1055.55173 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 102.054595454 1 T 9
Eetentiontitme: Systerm.Collections. 173.08208873 2 A 8 990 51142148 G490 51142148
L 12 i aled 34000042755 3 g 7 02847430768 -0.0207554 464 740709207 +0. 1818764
Mass Error [ppm]: -0.026571
FEF- 0040016 477. 14933541 4 H 6 78l1.4758945888 +0.13183582 381.241al1288 +0.0031984
Precursor Type: =0 54581804532 5 A 5 6824.417030989 +0.0929728 b24. 417036859
gl:lll:[d.l ITINLAT TR
ey 9af 10 ady. 25486711 3] W 4 553 37992321 +0.1225182 nSa. aTee2321
Arminofcids Coverag 90 % + 0. 0953858 Fe0.33893109 7 I 3 454 31150929 454 37150925
IeH I CHeEAlE 405 547 3700505 8 3 2 34122744537 +0.0367750 3471 2274453
Protein Localisation: 353 ... 362
+ 0. 0848575 O04n. 430937342 O W 1 254.195410% +0.0675683 254.1954 1605
110 K ] 155 12700298 +0 020046/ 155 1270072584



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2

Scannumber: 44 85
Protein: B5UQ4040; ywesE
Peptide Score: 9462
Method: ITHS; CID; 2
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m/z [amu] )
£
hass: 1267.58041 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 168.00563528 1 5 9
Eetentiontitme: System.Collections., 267.0740402 2 W 8 1109 8040825 555 305868045 +0 08580683
L 2461010 305 13262671 3 Q 7 10105356486 -0 0788615 505 77146252 00862819
Mass Error [ppm].  -0.4237
FEF- 0. 003E580 551.23373774 4 E. 6 88247707107 852 47707107
Precursor Type: MLLTI BE0. 27033084 5 E 5 V20375590004 728375890004
gl:lll:[d.l ITINLAT TR
ey 2 af 10 00201318 FO5 30327387 6 O 4 5897 3333660594 587 333366594
Arminofcids Coverag 70 % 8894 37168778 7 W 3 452308423971 +0.0864081 452 30642391
IsH I e bt 00 _0.0358080 1000 3986308 & O 2. 1383 2380 383.23801
Protein Localisation: 2 ... 11
-Q.0F835975 1122. 482659458 S I 1 288211066598 -0 09445588 208.21 10060588
110 k [ 155 127002058 155 1T2FRAN208



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

Scannumber: 4520
Protein: B5UT12830; crr; ptsd; ptsk
Peptide Score: 10642
Method: ITHS; CID; 2
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=
hass: 1610.73007 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. F2.04435 F2.04439 1 A 13
Fetentiontitme: Systerm.Callections. 239 0427 239 0427 2 5 12 1548.714 1548.714
L Ll Sl 206 0642 206 0642 3 B 11 1381716 1381.715
Mass Error [ppm]:. -0.038029
i S 383 0062 383 0062 4 g 10 1324.605 1324.605
Precursor Type: MLLTI 452.1647 452. 1647 5 W G |1237 883 by 3 0017514
58958 2076 586 2076 & [ 5 1138.554 1138.594
oy L R A 7 E. £ 11924551 1024.551
al inf at
Seotbhn bbbl 881.3513 -0.000795 881.3513 | & E 6 |868.4502 +0.101082 868 4502
Annotation: 10 of 14
e e 100041 100541 g Q 5 7304076 7304075
Intensity Coverage: <7 % -0.2476R28 569 7289 4006360568 1138.452 10 E 4 &811.345 B11.345
EEREETN: pEdl =aHDRD0S - 50 1253.470 +0.176483 1253.479 17 D 3 482.3064 +0.1107571 482.3064
T1386.563 -0.104602 1366 563 12 I 2 3ary.2785 40050709 367 2785
1465.632 +0.085508 1465 632 13 1 254.185%4 +0.012789 254 1954
14 K M TS 12T TEE-TTT



Source:

Scannumber:

Protein:

201 205 30_WR_Bsu_TripleSILAC_pWTPrkCPrpl_FO3
4718
BSU33340; gap; gapA

Peptide Score:  21.71
Method: ITHS; CID; 2
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Eetentiontitme: System.Collections., 285 10534833 2 I T 1222.851741 B11.82050872 -0.0252485
L B8 ¥ 424 14704243 3 E O 1100567677 +0.0811267 55528747673 +0.1674183
Mass Error [ppm]. -1.4249
FEF- 0.003z4a2 523.21835834 4 W 8 980 52508389 4+0.1453263 490, 78618018 +0.4070988
Precursor Type: MLLTI B10.24838475 5 i 7 881.4506695958 +0.05333498 B581.456060095885
aE1.285495854 6 A 6 794 42464157 -0.0007524 794 42484157
general information
: B10.3280891ae4 7 E 5 V2338752778 004705022 ST R RS
Annotation: 100f 12
ArminoAcids Coverag 83 % 056 . 42920268 8 k. 4 594 34493468 554 344834885
Intensity Coverage: 358 % +0.1011053 1081.4561457 O O 3 438243823685 438.24382366
Protein Localisation: #1 ... 82
1178. 5089085 10 P 2 323 21688062 +0. 1075823 3232108 BAG:
1249 5400233 11 A 1 q@daled¥Ied s S2eleq 1l asT
12 K ] 155 127002498 155 127007284



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

Scannumber: EOGE
Protein: B5UZE/30; gtak; rodDl; tagE
Peptide Score:  122.51
Method: IThS; CID; 2
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Eetentiontirme: Systemn.Collections, 281.089095827 2 I G 1087 5545457 409 30111276 +0.1961407
St l=2alt 418.14861113 3 H § DS54.51088508 402 75908077 +0.1133557
Mass Error [ppm]:.  -0.25832
PEF: 5 213E-07 480 185724582 4 A £ B47 451597322 +0.0180585 847 451897322
Precursor Type: MLLTI SEE.25413883 o W 6 7041485043 -0.0448033 F70.41485043
general information aByL 28616724 6 5 S BF7.34644551 +0.0628562 BF7. 34644551
Annotation: Sofll 804 32870034 7 E 4 3003144171 20032144171
Aminofcids Coverag 82 %
Intensity Coverage: 69 % 891 36075875 B 5 3 461.27182401 +0.2306784 461.27182401
Protein Localisation: 2 ... 12 -0 480576 100540377162 0 M 2 3742397058 -0.1842536 374.2307056
-0.0718664 1118.4877802 10 I 1 260 19686815 260, 19686815
11 K 0 147 112804717 i S e e e o



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2

Scannumber: Lars
Protein: B5U35360; hag
Peptide Score:  94.01
Method: IThS; CID; 2
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Retentiontime: Systerm.Collections. 1959 1447043 2 W 13 |1832.7832392 1832. 7832352
atOte 210052 31417104733 3 D 12 1533.7148253 +0.1053651 15337148253
Mass Error [ppm]. -0.033832
PEF- 00007044 +0. 1279123 443.213684043 4 E 11 1418.0a878823 F09 84757937 -0.2654871
Precursor Type: MULTI 51425075422 5 o, 10 1289 6452852 1289 64528592
+0.05485913 627.3348182 5] I 5 12186081754 +0.0604037 12186081754
-0.3389131 F41.37774504 7 M 8 1105524171114 -Q0.0480372 11055247114
general information +0.00%90504 865 43632315 8 o] 7 991.48118397 551 48118397
Annotation: 11 o0f15 —QOFFO02LT Oa8.50473707 O W 6  B03.42200646 B03 422006046
HEANGR L aeind ) 5 % 1135 5030859 10 g 5 764.35419254 382 6807345 +0.43445099
Intensity Coverage: 31 X%
Praotein Localisation: 220 .. 254 F2&2 551243 11 5 4 |5RT. 35583372 WL e AT T
13 5 5SS FRE | 12 ] 3 51032380531 +0.004808 51032380531
+0.115612 15066948128 13 R LI i A 284 2052278
-0 0384452 1577.73192a8 14 i) 1: (22615411677 226.16411a677
15 K 0 155 12700708 TR5 12700708



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

=

Scannumber: £2ar
Protein: BsUT19360; cith; odhB
Peptide Score: 132,31
Method: ITHS; CID; 2
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Eetentiontirme: Systemn.Collections, 200, 102096777 200 10296777 | 2 i 171 |1528. 7377970
L 33020 328 16154528 +0.1341701 328 16154528 3 Q 10 1400 6792204
Mass Error [ppm]:.  0.59218
PEF- 1 6273E-15 445 71590041 405 155959041 4 5 O (1272.62064208
Precursor Type: MLLTI B2 22831801 +0.4002552 642 22831801 5 F 8 11058222841 +0.0283507
Fo7.25528104 FS7. 25526704 ‘5 B 7 G955 5535870714 +0. 1082392
general information BO3. 30442287 +0.0727719 803 38442287 7 k. B 843 52692711 +0.0236]
Annotation: 10af 13 LGN 41715673 Qo0 417186873 8 F 5 TO7. 41776528 -0.04837585
SIS LS COUERd g7 % 1089, 4856006 10894856006 O y 4 610.365007142
Intensity Cowverage: 51 %
Protein Localisatioh: 179 . 191 1218.5281937 +0.03748017 1218.5281937 10 E 3 511.29858751 +0.2124457
+0.0048817 659307194208 -0.2417493 e = 1 e el B W 2 382.25359447 +0.048882
1445 6551852 +0. 15891752 1445 6551852 12 ] 1 283.1855805% +0.0154083
13 kK [ § L e T B



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

Scannumber: o
Protein: BSUOT 1 20; fus; fushA
Peptide Score: 1162
Method: ITHS; CID; 2
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Charge: System.Caollections, 168.00563528 1 5 g
Eetentiontirme: Systern.Collections. 267.0740402 2 W 7 8945 50500667 473 30114157 +0.0136167
L 11rafl4 33811116200 3 A f B846. 52650276 +0.0188174 423 7A609345] +0. 1477382
Mass Error [ppm]. -0.039527
PEF- 00001474 467 15375600 4 E 5 (77548047807 +0.022545 775 48047807
g Precursor Type: MLLTI 505, 19503491718 &5 E 4 545 446588587 +0.0580735 ada. 44088587
Annotation: gofd 700.28041316 & | 3 517.40429278 517.40429278
AminoAcids Coverag 59 %
Intensity Coverage: <9% B822.30447714 7 I 2 404 3202288 -0, 100138 404 3202288
Protein Localisation: 630 ... 653 +0.27145376 Q58 47363897 8 1 2971.23616481 -0.1302688 2971.2367164851
g ] TE5 12700298 40 0a0447 155 12700205



Source:
Scannumber:
Protein:
Peptide Score:
Method:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3
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Charge: System.Caollections, 116.0342155 1 D 12
Eetentiontirme: System.Collections. 22911828348 2 | 11 1505639925 1505 639925
St I 326.17104733 3 P 10 1392.5558651 +0.1747258 1392 5558651
Mass Error [pprn].  -0.46732
ass Errar [ppm]: -0
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Precursor Type: %0 s o R e e (N T 8 1181.4001738 +0.0278634 1181.4a801738
F04. 32498179 6 by £ 10804124953 +0.0784715 1080 47124953
general information +0.0463432 g841.38389365 7 H b B17.34910674 +0.1102445 G17.3459160674
Annotation: 10af 13 +0.0366712 G55 41083668 8 ] 5 FEHOZ29025488 FE0.289025488
i’:;':;i‘{ﬁif:;fg I _0.042516 10714377797 O D 4 66526331185 665263231185
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-0.07F 2985 1466. 5471455 12 E 1 28416959608 +0. 0820622 284 16959608
13 K ] 155 12700205 LT P T B



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2

Scannumber: Cang
Protein: B5U20590; woqgl
Peptide Score:  FE.EZ
Method: ITHS; CID; 2
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L fRaradl 467 160 467 160 3 | 11 1481 686 1481 685
Mass Error [ppm].  0.87184
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B65.3402 865.34072 7 E 7 1090 455 1000 455
al inf at
Seotbhn bbbl 004.3918 00943318 8 E 6 070.4219 485.7146 -0.254520
Annotation: gof 14
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il e Sl GEEE R _0.421871 749.77 1498533 11 y 3 580268 580,268
1585.5a65 1585 565 12 5 2 | FATE3 84 R e
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14 k n 181 13705 151 1375



Source:
Scannumber:
Protein:

Peptide Score:

Method:

201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2
EE3E

B5UQOZED; clp; meck
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iz Systerm.Collections,
Charge: System.Caollections, 130.04586556 E 1
Eetentiontirme: Systermn.Collections, -0.3177641 245 07681259 2 ] 10 1274.62315a68 1274 6231568
Belbe: I P 33210884 ] 3 g 9 1159.5962137 1155 5062137
Mass Error [ppm]:  0.16029
FEF- 0034099 445 192904599 4 I B 1072.5641853 1072.5641853
Precursor Type: MULTI +0.044861% S0, 215984802 & D £ BEL 4E012133 +0.2710368594 4E0 2436985 -0.106675
Baf.e 1201 18¥F &6 F B 844 4531783 -0.0004805 422 TI022738 -0.10891336
general information
. o 34102558 ¥ W 5 74740047445 374 20384540 -0.4005886
Annotation: 9of 12
ArninoAcids Coverag 75 % +0. 2035113 B09. 42508977 B I 4 B48 33200053 B458.33200053
Intensity Coverage: 62 % 52644655340 O G 3 535247035655 535.24703655
Protein Localisation: 176 ... 187
1082. 5476645 10 F. 2 47B. 22647283 478 22647283
12459 5400233 11 5 % RS 1 B S Jde-leaablB
12 K ] i s e ) L T'5% TAENAS98



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

oz
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Scannumber: raEx&
Protein: BSUDE4EO; wexh
Peptide Score:  F3.07
Method: ITHS; CID; 2
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hass: 1238.55056 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 168.00563528 1 5 9
Eetentiontitme: System.Collections., 283.03257832| 2 ] 8 108058138088 -0 286835843 540 8105587858 +0.09055964
L Uahn 435 13368935 3 R 7 GBS S8EG5587 483 25711617 -0.1854218
Mass Error [ppm]: -0.18191
FEF- 0012249 554 1a0832358 4 ] 6 B00 45584484 2S00 45584484
Precursor Type: MLLTI bay. 244696036 5 I 5 6894 458901781 094 458590181
gl:lll:[d.l ITINLAT TR
ey 2 af 10 T2 2F183935%| B O 4 |551.37483783 581.37483783
Arminofcids Coverag 70 % HBE1.3400533 1 7 W 3 480 3478948 +0.0272883 4060, 3478948
IsH Y e bt ol 004, 42471729 8 | 2 367 27948088 367.2 7048088
Protein Localisation: &50... 59
1093 49253172 S 1 254.195418%9 -0.0473974 254.1954 165
110 k [ 155 127002058 155 1T2FRAN208



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FO3

Scannumber: 263K
Protein: BSUT 7390; tht: thkiA
Peptide Score: 17611
Method: ITHS; CID; 2
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hass: 1858291455 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
Targe o P | e e L8.02874075 8028740175 1 o 18
Retentiontime: systern.Collections. 145 0607686 145 0607686 2 5 17 1834 0140817
L ko] 143 232 009275701 232 00275701 3 3 16 1747 8820533
Mass Error [ppm]:.  -0.20367
PER- 1 G579E-47 345 17685000 245 17686000 4 I 15 1660 8500240
Precursor Type: MLLTI 415.213074785 415.21397478 &5 A 14 1547 7668600
503.24600379 503.24600319 @ 5 13 1476.7257471
659.34711422 +0.002373] 650 34711422 7 E. 12 1389.6977187
730.384228 +0. 022022 730.384228 a8 A 11 |1233.5966077
807, 38258682 807 38258882 O 5 10 1162.55594030
2 . -0.282418 402 71004585 084 471461523 10 5 G G655 557113505 /+0 030383905
general information
et 11 0f 19 1047.436070 1047.436070 11 o 8 008. 52070664
AminoAcds Coverag 58 % 11704786721 -0.04971066 1170 4786721 12 E 7 B51.50764262
inten=ly SoherRge, A4 % 1260 547086 +0.2208584 1260 547086 13 W 6 722 46504582 -0.0613633
Protein Localisation: 351 ... 369
1382.6371499 +0.0192407 1382.6311499 14 I 5 623 3956359 +0 0664080
1406 6740774 +0. 12597555 1496 6740774 15 M 4 51031257192 +0 0767713
15553.65554171 1553.6855411 16 o 3 394826964448 +0.1145718
1666 7706051 +0.0518158 1666 7706051 17 I 2 330 24B81B07S5 -0.04407182
+0 4453027 869 47199768 +0.0252001 1737.8167189 18 A 1 [226.16411677
19 k [ 155 2700285



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FO2

Scannumber: 9E&E5
Protein: B5U23340; gap; gapA
Peptide Score:  EE1E
Method: IThS; CID; 2
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m/z [amu] )
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hass: 271513583 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 164, 0706 1a4. 0706 1 by 23
Retentiontime: System.Collections. 2790875 2790975 2 O 220 | st 1] 238111
St s 2N 350.1347 350.1347 3 A 21 2446.083 2445 083
Mass Error [ppm]:. -0.34319
FEF- 00012778 42 T: 1718 421.1718 4 A 20 2375.046 1188.027 -0.456086
Precursor Type: MULTI ado.2 147 F0.231525(535.2147 o M 19 2304.000 2304, 009
-0 3522959 336.6404 BFd 2786 a] H 18 2189.966 2189 966
FE SE0E FEY.Z008 o D 17 2052.907 2052 907
HED. 3859 HEQ.369 =] W 1a 1937 BH 1937 .88
SO0 453 -0.006163 999 453 8 I T3 [1&zg:211 18385811
1086 485 1086 485 10 5 14, NT25. 727 VEL S 2T
FEOO 52 H 1200, 528 11 M 130 [FadE R85 H19.85713 +0.293151
+0. 129082 636, 2862 +0.065266 1271.565 12 A 127 |11524. 652 1524 652
general information +0.08503 670 HQZZ +0.22208 1358.557 13 i Tl 1453 815" [#0:1553 7T 11453.615
Annotation: 15 of 24 1518 628 +0.058741 1518 628 14 i 10 (1366, 583 1366, 583
CINGRUNE DRERg 62 % 1600 642 1600642 | 15 T O 1206553 1206.553
Intensity Cowverage: 27 %
Protein Localisation: 1329 162 1800 68 1800 6589 16 T 8B 1025 535 1025 539
1914 732 19714 732 17 M 7824 49] +0.081126 462 74971 -0 387239
2074 763 2074 7a3 18 i B B10.448 H10.448
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-0, 118845 1129.946 2258 884 20 A 4 |SFL:333F |F0A067 47153 3533
ol e e 2SS Y 21 F 3 4660.2962 +0.016236 466 2962
+0. 182138 1252.006 2 SO0 S 22 F 2289 2434 +0.7154449 369 2434
-0. 1289878 1287.525 2574.043 23 A ¥ [EEE AT e I
24 K n 1TR1 1276 151 1274



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FOG

Scannumber: 10343
Protein: BSU2E0F0; wwrnd
Peptide Score: 134,98
Method: ITHS; CID; 2
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hass: 145466404 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 72.044350254 1 A 1
Eetentiontitme: Systerm.Collections. 185. 12845425 2 I T 1424 6337214 1424 8337214
L Ladones +00B0EOEE 322 1873661 3 H O 1311.54%96575 656 27846606 +0 0884154
Mass Error [ppm]:. 0.32451
FEF- 6 GE98E-06 -0.2403548 423 23504457 4 T 8 1174.4007458 -0.1649399 1174.4907458
Precursor Type: =0 + 0. 0490806 570.30345849 5 F 7 1073.4430671 1073.4430687 1
e ey Y b 3] 5 B 92037465321 G260.37485321
general information
: B52.3287a034 7 O 5 F59.376294309 F50 370294305
Annotation: Qof 1z
ArninoAcids Coverag 75 % +0.20738975 099 39717425 8 F 4 544 34935138 bd4 34935136
Intensity Coverage: 359% +0.1143428  1112.4812382 o | 3 407 28003744 407 280093744
Protein Localisation: 113 ... 124
-0.31782585 12275081813 TR O 2 384 19687348 +0.2140152 384.196873486
1341 5511087 «1 M 1 289 168993043 +0.0402441 209 18993043
12 K ] 155 127002488 155 127007284



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS

Scannumber: 10484

Protein: B5UT73590; tkt; tktA
Peptide Score: 164,93

Method: IThS; CID; 2
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hass: 1786.86623 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
Charge: Systern.Collections. e B s 1 k. 1a
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iﬂ“""f:E e ILE:;-EEEE‘ 343 2642 343 2642 3 P 14 1550710 +0.019302 1550710
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15321.745 1531.749 15 5 2 432.1792 432 1792
-0, 121557 B23.3998 -0.044%2 1645 792 Ta M 1T 285 1808 -005178 265 1808
17 k [ ) it I s | 153 F3rg



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FOG

Scannumber; 11550
Protein: BSUZEB2280; leuh
Peptide Score:  Fr.G1
Method: ITWS; CID: 3
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hass: 2061.54066 & dalton Frass SEQ & dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 116.0342 15455 1 16
Retentiontirme: System.Collections, 2o R S FOEET 2 F. 15 1947 921183955
Belbe: Al 3552193594507 3 | 14 1791.820072931
Mass Error [ppm]:  -0.09195
PEF O00019nss +0.27 1952 4B 207072981 g T 13 |1678. 736008551
Precursor Type: MULTI H57.3041867600 o A 12 1577.088330477
-0.0164856 B0 3EE250745 a] | 11 1506 651216685 +0.0574075
F27. 409714473 o o T | Y395l el f0E
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general information -0.259118 1002, 536705901 8 ] 8 1189477275065
Annotation: 11 af 17 +0. 1719798 1149605719817 10 F F o 106al1. 418697557
AminoAcids Coverag 65 +0.166277 1264632062840 11 B 5§ 014350283641
Intensity Coverage: 33X
Brotein iocalicstan 1555 554 1431 630421667 12 5 S F99 3233406059
1560.673014763 13 E 4 BI2.32498179]
1689 71560786 14 E 3 LO3 2BZ38EE94
1802 79967184 15 | 2 374235795508 +0. 1665154
1976 842599287 16 M T |2 A557S 18
17 kK 0 47 112804171



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS

Scannumber: 12031
Protein: BSUQESZ20; purH; purHJ
Peptide Score: 142.78
Method: ITHS; CID; 3
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hass: 2544.2258 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 150502 T ESAS02 1 i 21
Eetentiontime: System.Callections, 252.100] CETIEEE L N 2 H 20 2439 205 2439 205
euie Tde e s 380 1677 380 1677 3 Q 19 2302 146 2302 146
Mass Error [ppm]:  -0.13215
FEF- 1 #E57E-55 445 15944 455 15848 4 O 18 2174.087 2174 087
Precursor Type: P LILTI 584 2631 -0.094471 594 2631 5 W 17 2058086 2059 086
6953107 605 3107 5] T 16 18955 952 1955 952
-0, 132235 397 0832 7894 37591 o W 15 1858.944 1855.944
+0.7197115 454 2352 +0.123524 907.4632 o] | 14 1759 876 5804475 +0.1084
+0.180981 503, 7694 -0.050663 1006 532 = W 13 Tb46.7592 H3. 8995 -0.140811
1121.55%9 -0.0407471 1121.559 T ] 12 1547.723 +0.141359 774.3653 +0.160242
1238511 T2aiadd 11 F 11 1432.68%0 40024137 716 8518 +0.055485
general information -0 3282868 645 3279 +0.037228 1289.648 12 A 10 1335844 +0.136838 1335 644
Annotation: 17 of 22 1404 675 -0.0070658 1404 675 13 ] G 1z2ed4.a0a8 +0.053346 1264 606
Aminohcids Coverag 77 %
htencity Coverage. |60 % 16847 705 1647.705 14 b 5 1149.58 575.2934 +0.381719865
Protein Localisation:; 138 .. 159 1734.737 -0.1724596 1734 737 15 5 7805 5498 Q0e, 5408
+0.002811 5916 3986 2 e e, T1a F g (B19.5]178 = b R g
18930 858 15930, 858 17 W 5 (F22.485 F22.485
+0.294553 1022 475 2043 842 15 | 4 523 3908 -0.005645 623 3986
+0.2468173 1079 495 2157 985 15 M 3 5103126 +0.03838 5103124
+0.328334 1143.528 27286 044 20 i 2 398 26898 3596 2696
-0.034498 1200 068 23940 128 21 | 1 2682111 +0.083824 268.2111
2 K e I NES2E 15527



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS
Scannumber: 13136
Protein: B5U154320; iles
Peptide Score: 109.72
Mzthod: ITHS; IO 3
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m/z [amu] )
W
hass: 1371.64327 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 1168.0342155 1 D 10
Retentiontime: Systermn.Collections. 263 102e334]. 2 F G |12656380785 1265 6380 7ES
atite Mnels 419.20374444 3 R & 1118 5696645 1118.5696646
Mass Error [ppm]:.  -0.20238
FEF- S 5SO5E-05 SEQ.20210326 4 & 7 962 4085536 +0.0802745 481.73791503 +0.27526086
Precursor Type: MLLTI +0.04371908 7F01.225904829 L D 6 /0547010478 F95.47019478
general information B814.31311027 @& I 5 B80. 44325174 BEQ. 44325174
Annotation: Sof 11 +0.1980037F 02739717425 7 I 4  HR7.35018770 -0, 1655232 S67. 35018776
Aminobfcids Coverag 64 %
teneior Caterage 140 % -0.0483845 1042 42471173 8 O 3 454 27512378 454 27512378
Protein Localisation: 417 .. 427 -0 0205572 11134612371 B i 2 33D 24818075 +0.165991701 330 24818075
-0 26687306 1226.54529571 10 I 1 268.21106696 268.21106696
11 K 0 TS 1270008 155 127002098



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS

Scannumber: 24900
Protein: B5UZ22290; ilws
Peptide Score: 19417
Method: IThS; CID; 2
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o
hass: 1326.52417 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 168 0055 168.0055 1 5 10
Retentiontime: Systermn.Collections. 315074 315074 2 F 8 1168.547 SE4. TV 40115269
St L2t has 416.1217 416.1217 3 T § 1021.479 +0.136433 511.2431 +0.010775
Mass Error [ppm].  0.0044655
FEF- 8 E57AE-39 544 1803 544 1803 g Q 79204312 40083174 9204312
Precursor Type: MLLTI 615.2174 6152174 o b, 6 FOZ2.3726 +0.102064 7oL 3726
general information 743279 743 276 =] Q 5 (F21:33855° [+0. 0161371 [F21.3355
Annotation: Sofll B72.32180 40044500 572 3186 £ E 4 5032760 -0.428221 503.2760
Aminofcids Coverag 82 %
eneiorCateiage oA % BEF. 3455 +0.230334 987 3455 = O 3 464.2343 +0.0871695 464 2343
Protein Localisation: 52 ... 62 1044 367 1044 367 =) o 2 3402074 +0.072346 3452074
+0.4925847 591 2766 +0.109726 1181.426 10 H 1 292 1855 2892 1859
11 K 0 RS 2E TS



Source:

Scannumber:

Protein:

Peptide Score:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FOG

2009
ESU22880; jofD; wpiD
111.94

Method: ITHS; CID; 2
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m/z [amu] )
£
hass: 1553.64551 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 72.044350254 1 A 1
Eetentiontitme: Systerm.Collections. 187.07133329 2 ] T (1531.830427 1531.830427
L 11230 3151200708 3 Q O 14166034830 708 BOS3IBO2] 02172454
Mass Error [ppm]: -0.15891
FEF- Z 106E-07 444 17250389 4 E 8 (1288.5449064 1288 5449064
Precursor Type: MLLTI +0.0473368 5509.19944053 5 O Z 0 1159.5023133 +0.2733214 580.2547948 +0.0946314
+0. 1958354 T22.2a277548 6 W 6 (1044 4753703 +0. 1311971 522 74132339 +0.1156712
general information
: +0. 1948293 Hr8.360388049 7 E. 5 881.41204177 +0. 1029718 447 20965972 +0.0168423
Annotation: gof 1z
ArminoAcids Coverag 67 % +0. 1949066 1006 422464 o] ] 4 F2531093074 72531083074
Intensity Coverage: 34% +0.4428065 1249452123 = ¥ 3 509725235323 +0.1488300 50725235323
Protein Localisation: 350 ... 361
-0.049763 13775107005 | 10 ] 2 354 222659428 354 222894285
+0.05971193 1448.54758142 11 A 1 226168411677 +0.0943515 S2eleq 1l asT
12 K ] 155 127002498 155 127007284



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FOG

Scannumber: 2E02
Protein: B5UZ23340; vtpP
Peptide Score:  23.08
Method: ITHS; CID; 2
ye' ya' ¥y~ ya® ¥+ ¥s ¥z
[ (2] |
I El=s'T @YE I E K
b= b be® be
ﬁ_ -
] yo o
=g L'E 1164 528 -
= ] ;9?.::5;? va* B
E E 953 4 666 yve—MHz sy
| bz | va ' 1147.501 ] =
@ o 379.243] 526.2963 B .
L 00T E | | I‘Jigi B
s ye't ¥7 1146517 R
E - 3.-3..'&[#1-? _agg_.q..;._.:._g_l i =
= | i | - =
a - | b=t l L B
E 2 509,24 08 vy bs | bs-Hz0 -2
@ i g B24.424  op4.3903 | 112B.506 § -5 @'
=R bz-Hz0 = N | i
s . 251.2225 ya* il
E el 0 ... E= 1066.551 i
- 'v‘z —é
_ 2B4.1696 3
ok -—H
| B L L ] Izl:lll:; ] | I L L T I3|:|":; 17T 17 rri Iq-l:lll:; L L L L ] I5|:|":| LI L T ] IEEI":; LI L L T T %lrl:lll:; 1T 17T E|:|":| 17T 1mrriri T Igl:lll:; 1T 1rriri I1I|:I::I|I:II 1 | L I.1I.1 ::"I:II L D L L I1I2::"I:II L L L L LI
msZ [amu |
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hass: 1283.59563 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 137.116a4 137.1164 1 k. G
Fetentiontitme: System.Collections. 2502005 250 2005 2 I 5 1184 528 40051821 1184.528
L B ol 3702431 -0.036707 3792431 3 E 7 1057.443 1051 443
Mass Error [ppm].  -1.8346
FEF- 0005255 545 2415 5465 2415 4 5 B 9224009 40008558 922 4000
Precursor Type: MLLTI B4y 2891 bdy. 25891 5 T 5 7554025 3782049 40 266665
gl:lll:[d.l ITINLAT TR
ey 2 af 10 TT5.34TF Fr5.3477 3] ] 4 654 3548 654 3548
Arminofcids Coverag 70 % Qo4 3903 +0.045183 904 3503 7 E 3 520.2983 +0.046042 526 2963
ISH I e EAlEs e n +0.456903 500 2408 1017 474 & | 2 307.2537 +0.145144 307.2537
Protein Localisation: 3 ... 12
1148.517 -0.10817123 1146.517 = E 1 284 1696 -0.1435 284. 1696
110 k ] %% 127 T5% T



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS
Scannumber: 29148
Protein: BSUDES40; weel
Peptide Score:  FE.BZ
Method: ITHS; CID; 2
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m/z [amu] )
£
hass: 1217.54453 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 118.0342155 1 D 9
Fetentiontitme: Systern.Collections. +0.271594382 18707133329 2 fa 5 1111.538580588 1111.5388988
L £ 8] 44 307.11426073 3 1 7 1040 5075857 520 75443076 -0.0157223
Mass Error [ppm]:  0.29863
FEF- 0011679 402.161935921 4 T 6 926 45885761 G260 45885781
Precursor Type: MLLTI 569, 18029803 5 i 5 B25410574914 825410875974
gl:lll:[d.l ITINLAT TR
ey & of 10 -0.009517 72528140905 8 F. 4 85541262032 +0.14341 B658.41262032
Arminofcids Coverag 50 % +0.0715672 H38.34547303 7 I 3 50231150929 502.371150925
IeH I e EAlEs A07 +0. 1707272 10071 4088016 & v 2 38022744531 400831626 380 2274453
Protein Localisation: 16 ... 25
-0.05483 14 1072.44597154 S A 1 2268164116077 +0.0156623 228 g Taif
110 K ] 155 127002488 155 1270072584



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS
Scannumber: 4276
Protein: asns; BsUz22360
Peptide Score:  93.0E
Method: ITHS; CID; 2
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m/z [amu] )
=
hass: 1221 47322 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 130.0455 130. 0455 1 E G
Fetentiontitme: System.Collections. 27 1088 -0.358981717 2671088 2 H =5 10935 444 1083 444
L Zoliafed 324 1302 524 1302 | 3 B 7 0553852 +0.065527 G56 3852
Mass Error [ppm]:.  -0.18217
FEF- 0010365 437.2143 437.2143 4 | B B850 3538 450 15855 40405854
Precursor Type: =0 g A o 552.2413 5 ] 5 FBR.2797 +0.074924 F80 2797
gl:lll:[d.l ITINLAT TR
ey 2 af 10 7159 2398 719 2398 3] 5 4 a71.2527 -0.041688 a671.2527
Arminofcids Coverag 70 % H534. 266860 B34 2066 7 ] 3 5042544 S04 2544
ISH I e EAlEs a0 O05. 3037 0053037 & A 2 3B0.2274 +0 136263 3892274
Protein Localisation: 373 ... 332
-0.3090595 534 6871 +0.055611 1068.367 = ¥ T 318.1903 4009828 318.1903
1100 K ] %% 12F 15% F



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS

Scannurmber: 46213
Protein: B5UQE440; purk; purE
Peptide Score:  23.87
Method: IThS; CID; 2
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mfz [amu B
[amu] W
hass: 1105.54821 & dalton Frass SEQ & dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 114.051340447 1 ! &
Retentiontime: Systerm.Collections. +0.0808822 1 215 138018892 ] 2 T 71005 4856800643
atOte 3E00n| +0.1758547 382.137377730 3 5 6 0044379221609
Mass Error [ppm]: 0.0162
PEF- 0031184 538.238488768 4 R 5 |£37:438563385 +0. 1003538
g Precursar Type: MULTI -0.0482486 S e 5 I 4 581.338452322
i””_f'tfgif_';i - 29'3;;9 738.354581158 & 5 3 458.254388342 +0.1608338
minoAcids Coverag
Intensity Coverage: 34% 83540734501 7 F 2 |381.2223508932 -0, 1232995
Protein Localisation: 393 .. 407 + 0. 04568063 G4 44993581068 = E 1 284.168555a008
o K 0 185 127002084 =0 115742



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS

Scannumber; 5134
Protein: BSUQEO20; groEL; grol; moph
Peptide Score:  FE.23
Method: ITWS; CID: 3
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200 300 400 a00 GO0 oo a0 200 1000 1100 1200 ﬂ
m/z [amu] )
5
hass: 1338.66313 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 168.00563528 1 5 1
Retentiontirme: Systern.Collections, 209.05331378 2 T 10 11806887552 SO0 B4803 58 +0.2437F
Belbe: ATEE 35711189127 3 Q 9 1079.6411167 1075 6411167
Mass Error [ppm].  -0.35984
PEF 00n94223 S10.19595525 0 4 I B 951 58253919 +0.1433515 857 58253915
Precursor Type: MULTI SE1.23300504 & pu FB3B 40847521 -0.2316905 H38.4084752 1
FO9 29764655 6 i 6 FE7 45136142 +0.0644564 Fa7 46136142
general information
. g2 3L 1055 =E I o B30 4027839 B39 402783591
Annotation: 10af 12
ArminohAcds Coverag 83 % BY9 39717425 8B o 4 526371871993 +0.02159783 526.318715893
Intensity Coverage: 31 % 10354082853 O R 3 45020725621 460, 20725621
Protein Localisation: 309 ... 3220
+0.417848 1106.53535997 10 A 2 313196145718 /+0.0884618 313.19614518
1193, 5674275 11 5 1 242 15903135 242 15903130
12 K 0 T 55 TR S T5% VAFOO0798
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Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS
Scannumber: L2gz
Protein: B5U22260; hor; tdm
Peptide Score: 115.29
Method: IThS; CID; 2
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m/z [amu]
hass: 1236.62257 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 114.05134045 1 | 10
Retentiontime: systern.Collections. +0. 1528384 +0.0445052 227 17540443 2 I 8 1124 5459638
St Tl 32880 +0.0754402 28419686815 3 7 & 1011.46189598 +0.0900411
Mass Error [ppm]:. -0.14475
PEF 1 5799E-04 -0.0661494 207 28093213 4 I F 954 44043605
Precursor Type: MLILTI 408.318045592 5 Ay b B41.35037207 +0.124829]
general information 506 37662343 & ] 5 [FF0.31925828
Annotation: Sofll +0.1458617 7h2.4777344a 7 F. 4 0642 20068077 +0. 11608827
Aminofcids Coverag 82 %
er o Couctane. 55 % +0.00065936  Ha7 50467749 8 D 3 486.15956074
Protein Localisation: 248 ... 258 -0.1024052 024 52614121 B o 2 Er Lsdedh
+0.0216425 1057.5245 10 5 1 214.71116255
11 K 0 147 11280417



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS
Scannumber: EFFd

Protein: BSUOEF30; thifA; this
Peptide Score: 24248
Method: ITHS; CIC; 3
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200 300 400 =00 GO0 o0 a00 00 1000 1100 1200 1300
mfz [amu] 7.
i
hass: 1410.63575 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz System.Collections,
Charge: Systern.Collections. 137. 1164383 137. 1164383 1 K. 11
Retentiontime: Systerm.Collections. 251.15583a6574 +0.2021736 251.1593a6574 2 Ml 10 1281.5657015 +0.0647917
Belbe: etz dall] 36618630878 +0.0420303 366 18630878 3 D G 1177.522774
Mass Error [ppm]:.  -0.2873
FEF- Toe o 479 27037270 +0. 1471077 47927037276 4 I B 1062 495831 +0.01552716
Precursor Type: MULTI 0460 20E73158 040 20873158 5 5 7 D4bh4117ay +0.0729132
Fr5.31132467 +0.0291905 F7r531132467 6 E B TEHZ 41340818 +0.0743238
general information
. 2460 34843840 -0, 1417734 H460 34843840 7 i o  |B3E7081508
Annotation: 10af 12
ArminoAcids Coverag 83 % 97539103756 -0.0716%981 8753971037156 8B E 4 582 3337013 +0.0917034
Intensity Coverage: 72 % 1046 4281453 1046 4281453 0 A 3 4532017082 -0.0041200
Protein Localisation: 5al1 ... 572
-0.2710344 SEO.2597429 +0.07125705 1159 5122093 10 I 2 3BZ2.25399447 +0. 1347385
1273.55573608 -0, 1685401 12735551368 Tl M 1 289 165993043 +0.0344763
17 K 0 1SS TAFN0298



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS

Scannumber; E131
Protein: BSUT 54 20; divlA; wlrmd
Peptide Score:  F1.88
Method: ITWS; CID: 3
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hass: 1438.68231 & dalton Frass SEQ & dalton Fnass
iz System.Collections,
Charge: System.Caollections, 115.050203514 1 M 11
Retentiontime: System.Collections. =R e 3 BT s 2 A 10 (V325 84e0r 1 £33
atOte 160G 301.114260734 3 D 0 1254608557944
Mass Error [ppm].  0.41004
FEF- 0014525 +0. 1255096 4572153 F 1702 4 F. B (1139582074512
Precursor Type: MULTI +0. 1479095 SF0.200435742 o | F o DEIZ 4800038H3
+0. 2281336 BE3 3583499723 a] I B |BY0. 396839903 -0.09585001
general information
. FOr 42042717 o M T I e 2 T i
Annotation: gofld
ArminoAcids Coverag 67 % -0.0357317 G26. 469020266 =] E 4 643 265958485475
Intensity Coverage: 32 % +0. 1525768 1013, 501048676 e 5 3 514.227255370 +0.2520602
Protein Localisation: 99 ...110
+0.0406795 Tl26:-583) 12650 10 I 2 427 1952265969
12093 583471475 11 = 1 2141111625985
12 kK 0 147 112804171



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FOG
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Scannumber; E378
Protein: B5UQT050; rplL
Peptide Score:  151.54
Method: ITWS; CID: 3
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m/z [amu]
hass: 143771187 & dalton Frass SEQ & dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 72.044350254 1 A 12
Retentiontime: Systerm.Collections. -0 0487547 2153552085 2 4 11 (1383 710186162
atOte Il e +0.0763793 321.237616066 3 | 10 1247.601024331 +0.0651134
Mass Error [ppm]:. 0.16542
PEF- = 7115E-149 +0.0735803 450 280208762 4 E 5 1134.516%a0351
Precursor Type: MULTI +0. 1704228 SFD 322802258 5 E g8 1005474307255
B7E.391216174 5] ) 7 BY0.431774158 -0.4422112
general information -0, 1189787 735412679898 7 o b 777303360242 +0.06871393
Annotation: 11o0f13 800, 449793686 = 1) 5 720.3418946518
IURBRENS k0% 073448152504 5 3 4 549304782731 _0.2051302
Intensity Cowverage: 57 %
Protein Localisation: 111 .. 123 1072.51a560642 10 W 3 482.3064239712 +0.0818622
+0.0978225 12071.5591555146 11 £ 2 3B3.238009996 +0. 1451077
+ 0. 3000385 1300 627573433 12 W 1 254.1595416% +0.0%934472
14 kK 0 RS 127002054



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FOG

Scannumber: B4 20
Protein: BsUz8270; leuB; leud
Peptide Score: 10915
Method: ITHS; CID; 2
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hass: 1577 685 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
Charge: System.Caollections, 187.0868 1 W 11
Fetentiontitme: Systern.Collections. +0. 165013 -0.Q58087 302 1135 2 ] 10 1400 63 1400, 63
L a2 et _0.063834 4301721 3 Q O 1285603 1285 603
Mass Error [ppm]. 0.29446
FEF- 2 4198E-06 +0. 135545 544 215 4 M 8 1157.544 1157.544
Precursor Type: MLLTI bd1.2678 5 F S 1043.501 +0.101898 1043.5017
8082662 3] 5 B 945 4485 401506895 473 7279 -0.217139
general information
: Q37 . 3088 o E 5 F789.450] F79.4501
Annotation: 100f 12
AmmninoAcids Coverag 83 % 1050.393 = I 4 8504075 +0.126706 6504075
Intensity Coverage: 37 % ~0.055085 1206.494 O R 3 |537.3235 |4+0:111282/537 3235
Protein Localisation: #9 ... 90
1303.547 10 P 2 381.2224 +0.048988 381.2224
+0. 104807 1432.5859 11 g 1 284 1696 284. 16968
12 K ] 155 127 e o



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS
Scannumber: EBE3Z

Protein: BSUQO420; wabl
Peptide Score:  21.62
Mzthod: ITHS; IO 3
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200 300 400 S00 GO0 o0 a0 200 1000 1100 1200 1300 ﬂ
m/z [amu] )
s
hass: 1405.63383 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 130.04586556 1 E 10
Retentiontime: Systerm.Collections. 258. 10844707 2 ] 5 128960129264 1285 61259264
St flacn 350.15612555 3 T & 1161.5543489 561.28081260 +0.0424295
Mass Error [ppm]. -0.10847
PEF- 00025745 45521503741 4 H 7 1060, 5066704 1060, 5086704
Precursor Type: MLLTI 02427367492 5 ] 6 923 44775857 823 44775857
general information 723.34202884 6 W 5 79538918108 +0.05637560 79538518106
Annotation: Gofll 87041044275 7 F 4 896 32076715 698 32076715
Aminofcids Coverag 73 %
Intensity Coverage: 143 % 1037 4088016 8 5 3 545 25235323 +0.0132107 545 25235323
Protein Localisation: <48 ... 53 +0.2017134 1151.4517209 5 M 2 3B2.25300447 +0.2165258  382.2539044]
—Q.0022237 1264, 535793 10 I 1 268.211066%96 +0. 1900561 2B8.21106696
11 K 0 TS 1270008 155 127002098



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FOG

Scannumber: f11%
Protein: BSUT 3180; metd; metE
Peptide Score:  131.89
Method: ITHS; CID; 2
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hass: 14476354 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
EtaTaE System.Collections. F2.0443580254 720443580254 ] A 11
Fetentiontitme: Systerm.Callections. 185 12845423 185 128454253 2 I 10 1393 6370212
L Lakoodd 21417104733 +0 0533780 31417104733 3 E O 1280 5520572
Mass Error [ppm]:  -0.04003
PEF 1 9598E-11 35208768112 -0.0837515 F85.20818112 4 il = 1151.510364171 -0.27641588
Precursor Type: MLLTI 548.27 1455968 548.27148%88 5 bl 710804732504 +0. 0848551
-0 40584707 36F¥.ar7a03iasd -0 1077a0a T34 35080261 g Wy g 917.40992 182 +0.05492175
general information
: Br0.45996444 -0, 0441315 570459095444 7 K. 5 |3 33060886
Annotation: Qof 1z
ArminohAcds Coverag 75 % Q27 48142817 +0.294878 927 48742817 8 2 4 (595 22144703 +0 2043953
Intensity Coverage: 41 % 1004 470787 1084 475787 O 5 3 53819998331
Protein Localisation: 23 ... 34
1195 5274855 1185 5274855 10 T 2 371.20168244%9 +0. 1468252
13710.5544085 +0.01587013 1310.5544085 11 ] 1 270.15384802
17 kK ] 155 127007284



Source:

Scannumber:

Protein:

Peptide Score:

Method:
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201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FOG

7203
BsU133900; ptsH
92.29

ITHS; IO 3

¥iF Yia

¥ia Wiz Wiz Wi

alple .E-.IT

¥u ¥a ¥a

L L)

"-.-"II WG

T¢A& 5K
]

I:.ll hl! bl! hl.- hl! bl. hl? hll hz.
[ Ry |— =
ol =
— i L}
o | b B
=k BE1.3502 -
i e 2
1 349.5?,:42 e
3 2- i :
. vi1et| .
- - B2 G._ﬂgn:fsi b14* P E
5 1 Ll L 1570.87 ]
8 AR IRTE 5 5 R
E @ bt o1 0.4 9 ¥z bis (S 3
E 1 ?53_;:_733 biz* .IHE;'?] 1559.5??3 biz—H=z0 i Li'l
@ ] i) o 1259.649 bhz—NHs V14 1879.042 .
a Y14 1z : 1440599 & | s
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m/z [amu] )
s
hass: 2z01.12065 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 10007560038 1 Y 20
Retentiontime: System.Collections. 20012336886 2 T 19 2107.08457158 2107 0845158
St Seie B 272.16048264 3 A 16 2006.0368373 2006 0368373
Mass Error [ppm].  0.062152
PEE- 1 DOE7E-06 38718742568 4 O 17 15934 95957235 15634 5557235
Precursor Type: MLLTI 5541857845 5 5 16 1819.9727805 +0.3820779 91049002847 +0.12260424
B11.20724822 6 o 15 1652.5744216 -0.1116287 B260.99084906 +0. 23594576
724.29713122 ¥ I 14 15855529570 1595 8520570
+0. 238399 B01.35022408 8 H 13 1482 BEEE939 -0 0667699 741.8380852 +0.3323005
D32 3833 TES B o 12 134580599821 +0.288a0507 1345 80585821
1088 4884489 10 . 11 1274.7728683 1274. 7728683
. . TAE5: 5412 VaE 1] P 10 1118.6717573 +0.0411334 1118.6717573
general information
o TASF 3 +0. 0478942 1258 5F8320% 12 o 5 1T021.61895934 1021.6189934
Aminobcids Coverag 67 % e TR 13 T 8 950.58187962 G50, 581879602
ERSICE BT S0 14566944189 14 W 7 B49.534201715 +0.1824737 849.53420715
Protein Localisation: & ... 28
+0.0253501 1569 7784829 15 I B 75048578723 750 46578723
0068784417 1668 846085968 14 W 5. |@FF.ISFF2325(+ 012109389 (@37 3E1FEI25
1796.59054743 17 9] 4 53837330534 -0.0260165 538.31330934
1857 9531528 18 T 3 41025473183 -0. 1784375 410.25473 183
1968 95902686 159 i) 2. 309 20TO5335 309 20705335
20560022295 210 5 1 23810993556 238.1659593954
A K 0 15T 137971115 T5T 137461115



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS
Scannumber: FEET
Protein: BSUZ27320; gref
Peptide Score: 2812
Method: ITHS; CID; 2
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T | | : BE2.8593 1217.445 ¥ |
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c | ‘ ‘ 1277.612 1406, 655 i
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200 300 400 00 E00 Foa a00 g0 1000 1100 1200 1300 1400 1500 1600 1700
msZ [amu |
: ! ]
hass: 206787751 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
Charge: Systern.Collections. 114.08173 114.0%913 1 | 4T
Eetentiontitme: Systerm.Collections. 185. 1285 185 }2E5 2 fay 16 |[196832.516 1963.816
L b T 3471 2206 3412206 3 R 15 1802 779 1802 770
Mass Error [ppm]:  -0.35502
FEF- S 8157E-07 425 281 -0011288 428.2618 4 5 14 |1736.678 V36678
Precursor Type: MLLTI S e TR 5 F 13 1845 646 16459 645
5323515 o L e 3] i T2 (V502 57T yu02 STT
F47. 3784 +0.086715 747.3754 7 ] 11 1445.556 1445.556
+0.237413 430.7349 0074234 500.4625 o] | 10 [1330.529 40236277 6657881 +0.2080086
G47.4945 -0.0802 Q47 4045 = 5 G 1217.445 -0037813 o009 2261 +0.180387
general information +0.121855538.7722 +0.126719 1076.537 10 E 8 1130413 1130.413
Annotation: 11 of 18
Ehoh s Enveraale ] % 1190.58 1190.58 11 M Al B 57 e +0.017704 10071.37
Intensity Coverage: 39% 1277.812 400389188 1277.612 12 5 B BEY.3274 BE7.3274
Protein Localisation: 38 ... 535 1406655 +0.323256 1406 655 13 E 5 8002053 800, 2053
1649 654 16459 654 14 i 4 |6F1.2527 BT SET
-0 053355 882 8553 1764.711 15 ] 3 (428, 2231 42582231
1851.743 1851.743 Ta 5 2 313.19al1 +0.082541 313.19a1
ALY ER R B 192278 T faf 1 226 1841 +0.21511 226. 1641
18 K ] TS5 7F R e



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrCPrpl_FOS

Scannumber: 2oed
Protein: B5U15550; =zat; wInB
Peptide Score:  EF.22
Method: IThS; CID; 2
¥ Yir Yim Yia ¥z ¥ E ¥a ¥Wa ¥a ¥= Wa—
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1 1‘|.F2 THEE i | - b bio* 1122.556 baa® =
o ..EE.'lfg_ | 396.2696 | 1}5 liiE 9155047 i 13935909 | |
| baf b2 | ye | mopno@pe e VR - S, bie-H:0  yie | yis-NHs
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mfz [amu] 7.
]
hass: 2621.24581 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 168, 0056 168 0054 1 5 23
Retentiontime: System.Collections. 281.0897 2E1.0897 2 I 22 2483 272 2483 272
atOte il 352.1268 +0.094867 352.1268 3 A 21 2350.188 2350.1588
Mass Error [ppm]:.  -0.21279
FEF- S G579F-05 445 1796 449 1796 4 F 200 12278151 17140079 -0.054035
Precursor Type: MULTI o] R Sk 2 g e s o H 19 27182.008 2182, 008
+0.07476 3221336 +0.008a7 643 26 a] o 18 2045039 1023 023 +0.152132
FO0.2814 403130608 700 2814 o o 17 19BE.Q1F7 S04 5124 +0.1176098
BO1.3291 BO1.3291 =] T 1 1930.9986 1930.994
S914.41732 891447132 8 I 15 1829.948 +0.044725 18259 048
1013 . 482 1013, 482 10 W 14 1716 864 1716.864
! B FE2E 525 11 M 13 | Fal¥. 7oe 1617.796
1283626 1283 626 12 F. 125 |1503: 753 i B
general information 1382.6094 1382.694 13 W 11 1347.85%2 +0.417169 1347. 652
Annotation: 18 of 24 -0.381212 749 3641 1497 721 14 O 10 1248 583 +0.081897 1248 583
il R BT 1626.764 1626.764 | 15 E O 1133.556 +0.05049 1133.556
Intensity Cowverage: 25%
Protein Localization: 2 . 25 Y715 796 1713.796 16 5 8 1004.574 1004 574
-0 186454 9358 9331 1876 8559 17 Y F 8917 4818 517 4818
19597 5EG 1997 586 18 O B 7544185 T54. 47185
2090 954 2090 954 15 W 5 B39 391a +0.174551 63939176
2177 . 986 2177.988 20 5, 4 (5403231 +0.035506 540 3237
2235 008 R R RS 21 o 3 453.2911 -0.071076 453 29711
2345 052 2345 092 22 | 2 396.269%8 -0.035056 396 2696
247615 247615 23 i ¥ [Z2B3 1B56 283 1856
a4 K I LS o (e B FEEEER



Source:

201 205 230_VWR_Bsu_TripleSI LA _pWTPrkZPrpC_FOG

Scannumber: 4520
Protein: B5U23220; htpd; 55924 v=bE
Peptide Score: B4 37
Method: ITHS; CID; 2
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200 300 400 S00 EO0 oo 200 00 1000 1100 ﬂ
m/z [amu] )
£
hass: 123766543 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 114.05134045 1 | 9
Fetentiontitme: Systern.Collections. +0. 1619855 25020050228 2 k. 5 1141.8199748 11471.61991746
L Citdednd 4171988611 3 g 7 10055107528 +0.1113176 503 25801461 +0.0703521
Mass Error [ppm]:.  0.099407
FEF- 0043481 545241454719 4 E B B35.51239394 +0.324454] 238.512353584
Precursor Type: MLLTI B5HI2A55IETE| 5 I 5 Y09 400980085 F09. 40980085
gl:lll:[d.l ITINLAT TR
ey 2 af 10 7E7.38409568 6 ] 4 595 38573687 5896 38573687
Arminofcids Coverag 70 % 87441012409 7 5 3 48832715935 408 32715935
ISH T e EAlEs e 087 50018807 8 | 2 38129513004 387.20573004
Protein Localisation: 361 ... 370
-0, 25388560 17100, 55842521 = I 1 288.2110606%95 208.21 10060588
110 K ] 155 127002488 155 1270072584




Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FOF
Scannumber: 10768
Protein: BSUZEEF0; wqcF
Peptide Score:  182.89
Method: IThS; CID; 2
Yiz ¥ Yim ¥e© ¥" yaT ya* ya* y=* yaz
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| 282.1197 | 560.21 5 i I : s
D_IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII I||IIIIIII|III!"IIII|III||II||II|IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII rriri IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII_D
200 300 400 00 GO0 o0 a00 00 1000 1100 1200 1300 1400 1500 1600 ﬂ
m/z [amu] )
5
hass: 1583.68656 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 138.06618833 1 H 12
Retentiontime: Systerm.Collections. 195 08765205 2 i 11 14558494377 +0.4315015 145564943171
atOte \egiotoR ~0.0040790  282.11968046 3 3 10 1398.6279674 +0.1023793  1308.6279674
Mass Error [ppm]:.  0.059133
PEF- 1 0181E-55 +0.0595704 397. 140623459 4 O 5 1311.59553%9 1311.595535
Precursor Type: MULTI +0.0705045 Sa 20095203 5 Y 8  1190.56895959 -0.0520281 SO FEE13019 +0.347545
+0. 14435995 673.29401a801 & I 7 1033.50568674 1033 5056674
general information +0.1511907 801.35259352 7 ] B 92042710034 G20.4210034
Annotation: 11o0f13 +0. 1597856 516.37953656 8 O 5 F92.36302589 350 868515118 -0.0514842
IURBREES k00N 400825186 10204636005 O | 4 677.33608286 677 33608286
Intensity Cowverage: 45%
Protein Localisation: 167 .. 179 -0 0038413 1142. 5478645 10 I 3 56425201888 564 25201888
+0. 1715832 F2E), 5e2 e 1 E 2 451.1679545 457. 16759545
1438 5880164 12 5 1 3221253618 +0.2245495 322.1253618
13 K 0 155 12700208 TR5 127007208



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FOF

Scannumber: a4q7F2
Protein: BSLIT 31 80; mets; metE
Peptide Score: 10921
Method: ITHS; CID; 3
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D_I I 1 ] ] II I|I II II 1 I T I| II II ] ] ] I|| 1 II II II I| I| ] 1 ] I I|| ] ] ] 1 1 1 ] l II I II 1 iI II 1 ] 1 I ] ] 1 |I 1 ] ] I|I I 1 ! ] ] ] II ] II 1 I ] iI II II II 1 III ] II 1 ] ] 1 ] ] III ] II I 1 ] 1 I-_D
100 200 300 400 =00 GO0 o0 Soo 00 1000
m/z [amu] )
]
hass: 981.359577 & dalton Frass SEQ & dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 102.054954541 1 T 7
Retentiontime: Systermn.Collections. +0.026007 14 239 1138060803 2 H 5 BB 309508252
St B3l +0.0060729 206.135330527 3 G 5 752.31059639 +0.0880853
Mass Error [ppm].  0.063753
q FEF: 00059415 443 203744443 4 F 4 B95 289132066
o e Zaf B 540, 256508205 5 P I |48 2201875 + 00873257
AminoAdds Coverag 53 X T2 2TOSTEITT B T 2 451. 167554858
Intensity Coverage: 41 X%
Pratein Localisation: 275 282 +0. 371606082 836.297460200 7 D 1 270.153946076
= kK 0 155 12700720954 +0 1a887>



Source:

201 205 30_VWR_Bsu_TripleSILAZ_pWTPrkZPrpC_FO7

Scannumber: d 2dd
Protein: BSU2E2E0; ym gD
Peptide Score: 111.51
Method: ITHS; CID; 2
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D_I LI T I L L | L | L ] ] T I I|I L L L L II I| T |I|I I|I ! L L I| T T LI | L | L T I 1 ] ] LI ] T I T |I ] ] ] Id|l I T I|I ] Ill T I|I ||I T T 1 I‘I LI I T LI T LI LI I T L L L L ] T LI I T _D
200 300 400 SO0 =1]H] Tan a0 900 1000 1100 1200
m/z [amu] ?
o
hass: 1283.48564 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
g System.Collections. 138.06618833 138 06518855 | = H =]
Eetentiontirme: Systern.Collections. 22500821674 +0.07432085 225060821674 2 5 8 115544585464 +0. 0653606
L 1116065 354 14080534 354 14080084 3 E 7 1068416518 +0. 1064312
Mass Error [ppm]:. -0.26825
PEF- 000011004 517204713837 +0.1148314 517.20413837 4 b 6 930 373024035 +0.0078075
Precursor Type: MLLTI 574.2258021 Al A a8 P 5 i 5 F7Fe 31059539 -0 0042500
gl:"l:lll:l.l ITINLAT TR
e & af 10 A7 28893064 FaT7. 288930684 8 b 4 F19 2889713267 +0.0970368
AminoAcids Coverag 30 % G50, 3158558958 +0.0432268 80, 31858958 7 b 3 5582258041713 +0.0816715
ISH I e EAlEs 00 1037 3400533 +0.0964707 1037 3400533 & 5 2 313.19674518 +0 0728368
Protein Localisation: 222 ... 231
+0.3220882 509.697504172 1138.3877318 © T 1 2568.17488148a
10 I [ 155 1T2FRAN208

=



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FOF

Scannumber: B0 A0
Protein: B5UT132330; vkaol
Peptide Score: GE.Z
Method: ITHS; CID; 2
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i ;"."E.'|I55'1' ! ‘ E ‘ E09.4 B8 E ‘ E ‘ ‘ ‘ ‘ ‘ i
D_ T ] 1 ] ] ] T I T ] ] 1 T |Ii Iil T I T ] 1 ] ] T I| I||I I T 1 I||I|I I[ ] T T ||I ] ] T T Il I| ] II I II ] I|I ] T T T I| I T ] T |I ] II |I|I T I |I ] ] T T II 1 ] II I T T |I T ] 1 T ] T I|I ] 1 ] ] T _D
200 400 400 s00 GO0 Foa 200 q00 1000
msZ [amu |
: ! ]
hass: 11581.60603 & dalton Frass SEQ & dalton Fnass
iz System.Collections,
Charge: System.Caollections, 168.005635285 1 = 9
Eetentiontitme: Systerm.Collections. 282 048582732 2 M 8 1015814821871
L Sh el 305 132626712 3 | 7 001571604423
Mass Error [ppm].  0.27174
FEF- 011663 -0 2542273 5082188908593 4 | B F858.4876830443
Precursor Type: MLLTI +0. 117118975 T RN 5 K. 5 B75403566463
gl:lll:[d.l ITINLAT TR
ey & of 10 FAa-3AIRE2 T2 3] 5 4 547 308803445
Arminofcids Coverag 60 % +0. 06597656 784 380795008 7 A 3 |48l o 5035 -0 28045813
IsH Y S bl ok +0. 2877646 007 464850880 g | 2 3B0.230461247 +0. 0607420
Protein Localisation: 2 ... 11
+ 00852595 1036, 507452985 = I P = B i T +0.2708112
110 k ] 147 112804171



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FOF
Scannumber: E2EE
Protein: BSUOT 390; infA
Peptide Score:  B0O.92
Method: ITHS; CID; 2
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D_ IIIIIIIIIIIIIIIIIIIIllllliII|!|I|!II|I||IIII!|!iIIIIIIIIiIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII IIIII“IIIIIIIIIIIIIIIIIIIIIIIIIII-_D
200 400 400 00 GO0 g 200 a0 1100 1200
m/z [amu] )
=
hass: 1765852 Hodalton mass Aodalton mass A dalton Fnass =1 fodalton mass A dalton mass
iz System.Collections,
Charge: Systern.Collections. 1000786 100.078 1 W 15
Eetentiontitme: System.Collections., -0.0334 229118 +0.0704429 118 2 E 14 1878.8 B39 008 40 2008,
L GH- B 342 202 Eqz 202 | o | 13 154075 775384 +0.2212
Mass Error [ppm]:  0.61402
FEF- 00ln6as 477.245 471.245% 4 E 12 |1436.68 1436.88
Precursor Type: MLLTI e o A £ s 5 M B T T b BC B TR
ad? 309 642 309 B i 10 [(17193.59 587 .3 -0 4575
+0. 05492300, 188 P EiaE | H = SR R S Y35y
B580.418 550410 B T 8 9949 511 500,259 +0.24a85]
general nrgrmaion 070,484 +0.16142070, 484 0 W 7 8098 464 508 464
Annotation: 12of 16
AminoAcids Coverag 75 % 109257 1092 .57 10 I B 799 385 799 3585
Intensity Coverage: 28 % BETE R 1183.61 11 7Ly S0 e 3] BE6.311
Thennrisatioes 34 1300 66 130066 12 H 4 E15.274 G15.274
1399.73 13959.73 13 W 3 478.215% 478.215
3 15a6.73 14 5 2 379147 379147
2 e e b s i 1 212.148 22348
1/ K ] f R e LS e



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FOF

Scannurmber:  BBET

Protein: BSUT1E770; prki; wloP
Peptide Score: 182E.1E

Method: IThS; CID; 2
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D_I I ] IiIIII I| rri Iil III ||! III Iil Iil LI ||| || ||I T || rrrrri ||| 1 I ] rrrriri I rrrrrrriiua I rrrrrrnri rr1rrrrrri I 1 rTri III 1 LI ] rriri I : rri || III 1 I rrirrrrirri I T I ] I LI I| 1 I rriri III rri I-_D
200 300 400 00 GO0 oo oo 00 1000 1100 1200 1300 1400 1500 1600
m/z [amu] )
i
hass: 1613.68522 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz System.Collections,
Targe o P | e e 157. 10838745 15710838749 1 E 11
Eetentiontirme: System.Collections. 304 17680141 +0.0821402 304 17680741 2 F 10 1458 5949527 +0.3021421
atOte len: 2l 405.22447988 +0.0070875 40522447988 3 T o 1311.5265388
Mass Error [ppm].  0.27027
S TR 51830854387 +0.0503420 51830854387 4 | & 12104788603 -0.1505243
Precursor Type: |0 045.36712138 +0.1165212 ©45.36712138 5§ i 7 1097 3947563
Fro40971447 +0.04606454 Fro40ei7144y7 6 E b 969 336218759
general information
: B90.43605751 -0.0209285 890 43885751 7 O 5 8402936257 +0.1278221
Annotation: 10af 12
ArminohAcds Coverag 83 % 10194792508 +0.0335057 1019.4792508 8 E 4 F25 206068266
Intensity Coverage: 64% 1148.5218437 +0.1263407 11485218437 © E 3 506.22408057
Protein Localisation: 280 ... 291
1279 5623283 +0.0775643 1278 3623284 | 10 M 2 4a7.18149647
-0, 44258688 730.79180683 -0.47105857 14a0.5763372 11 T 1 33814101187
17 K 0 1SS 1200298



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FOF
Scannumber: rEaz
Protein: BsUz8290; ilw
Peptide Score:  93.91
Method: ITHS; CID; 2
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D_IIII||IIIIII|IJIIIIIIIII|I‘|IIIiII|!IlllllIIIIIIII!IIII”I IIIIIIIIIII rriri IIII IIIIIII IIIIIIIIIIIIIIIIIIIIIII;III;IIIIIII+IIIIIIIII:IIIIlIIIIIIIIIIIIIIIIIIII:IIIII_
200 300 400 00 GO0 Foa a0 g00 1000 1100 1200 1300 1400
mfz [amu] 7.
=
hass: 2014.55861 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 102055 FR2 RS 1 T 18
Fetentiontitme: System.Collections. 2071.1234 -0.00071% 201.1254 2 i 17 1922 8973 1922 973
L Za30ats 272 1605 +0.044002 272 1605 3 A 16 1823 004 512 4558 +0.000726
Mass Error [ppm]:.  -0.17926
FEF- = 8119E-07 A71.2289 0120825 371.2280 4 W 15 (1 Fs2:BaE VERZ 86T
Precursor Type: MLLTI 454.313 -0 152072 484.313 5 | 14 1853.795 5274031 +0.0187al
541.35344 541.3544 3] i 13 [1540.715 TS +0. 1590085
F04. 3978 F04.3978 7 bl 12 1483.693 1483.6593
7B81.4192 701.4192 o] i 1] [T320:63 132063
G28.4176 G28.4176 = 5 10 1203.605 1203.60%9
A : T056.476 1056.476 10 ] G 10S95.a] +0.011797 548 B087 +0.077334
general information
e 12 of 19 1113.498 +0.211734 1113.4598 11 o 8 S9e8.5516 +0.086915484.77594 +0.357403
AminoAcds Coverag 63 % 1250 557 +0.198035 1250 557 12 H 78911.5301 -0.155049 456 2687 -0.220475
Inten=ly SoberR0E. Ada 0 1321.504 1321.594 13 A 6 7744712 774.4712
Protein Localisation: 19 ... 37
1458.653 1458.653 14 H 5 F03.4341 F03.4341
1525.685 1525 .65 15 fa 4 LHan 3752 o e
1842 .774 1642.774 Ta I 3 485 3381 455 3381
1 ERG - B1F | et o T [ 2 |3B2:254 +0.208713 382 254
+0. 338788 935 454 1865.901 18 | T |deE @11 FloRFRS R
15 K ] TERETRRE 8 [



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FOF

Scannumber; 9544
Protein: B5U3F120; fha; fhal; fhaf; tsr
Peptide Score:  119.38
Method: ITWS; CID: 3
Yim WiF Yia Yia Wiz Wiz Wi e L ¥a ¥=
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= yordibla. || - | ] bs* g
2 7714582 ¥ L1l 1782.975 -
= 2 | [1155.67 [ 1] | :
T - yia-t i i bi=z™ | -
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] 4562453 091.21EB ' e I 1554 .B64 : & 1 |
] | | be Il 5 il !
i *':'*t:':'e :'_‘.;-':::E 55-:-0‘;5343 =i E | 'I.:-F;I:T_IS:'-‘HE 1315;-.-15' s
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m/z [amu] )
]
hass: 2134.14536 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. HE. 03593 HE. 0393 1 5 20
Retentiontime: System.Collections. 1859 087 189.087 2 T 19 2084 145 2084 745
Belbe: L1F3a4] 2461084 2461084 3 B 18 1983.101 1983101
Mass Error [ppm]:  0.17765
FEF- S O579F-17 359, 1925 F55 1925 4 | 17 1826.075 1926.079
Precursor Type: MULTI 456, 2453 -0.0687162 45602453 o F 16 1812.995% 1812.995
5609 3293 5609 3293 a] I 15 1715.843 B58.475 -0.45497 1
008 30978 -0.0716042 06E 30978 o W 14 T802 B5D 1602, 8559
FE1.4818 TE1.4818 =] | 13 15%03.79 FTh2. 3987 +0.022665
S18.5407 +0. 7106791 918 5407 8 H 12 1380708 40090283 1390706
875 5622 = W] A 10 o 11 (1253647 1253 647
) . 1032, 584 1032.584 11 o 10 11598.626 1196, 626
general information
T 1€ af 21 1213.598 1213.598 12 T 8 11359.604 1135 604
Arminobcds Coverag 71 % 12706105 1270.6159 13 o g S58.5503 -000737 47Y9 70988 +0. 17682
R e e B 1383.703 +0.022515 1383.703 14 | 7 901.5688 901.5688
Protein Localisation: 201 ... 221
1480.756 1480, 756 15 F b FEE 4847 +0.097547 TEE 4847
15817.804 1581.804 16 T 5 B891.432 091,432
1652 5841 1652 841 17 £y 4 580 3843 +0.101676 590 3843
-0.297409 B84 4375 +0.0945588 1767 8568 18 O 3 5193472 519.3472
1880, 952 1880, 8952 15 I 2 404 3202 +0.038597 404 3202
2017.061 2017061 20 k. T |291.23682 Fut i Y
21 (2 ol 7 PR



Source:

201 205 30_VWR_Bsu_TripleSILAZ_pWTPrkZPrpZ_FO3

Scannumber: 003
Protein: B5UT13130; prof
Peptide Score:  EB3.0E
Method: ITHS; CID; 2
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hass: 1876.51581 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 102.054595454 1 T L7
Eetentiontirme: System.Collections. 1559 076418686 2 o 1a 17584 88943565 B02 04535805 +0. 2670474
SCore: 63.061353 _Q.0B04057 273.11934811 3 M 15 1727.8679710 BE4 43762470 0. 0482100
Mass Error [ppm].  0.0892Z23
BEP: 0.B0E355E +0.2035255 344.1564500 4 A 14 1613.8250445 807.41616046 +0.3523723
Precursor Type: MLILTI +0. 1476848 443 22487382 5 W 13 15%42.7879307 FE1.89F7a0357 +0.00748688
L42 29328773 ) W 12 1443.71957a68 T22.3833%9661 004706017
55 37735171 7 | 11T 1344.6571 1028 1244. 6511028
211.47846274 8 F. 10 1231.567038%9 1237 . 5620389
2608.40002848 O 2 O J075.4a509278 A8 22680275 +0.04735944
general information 555 53195487 10 5 & 1018 4444641 1018 4444641
atiliis afolih 130719 1122.5303137 11 5 7 9314124357 +0.0355623 ©31.4124357
Aminofcids Coverag 72 %
Intensity Coverage: 37 % 1209 5623421 12 5 o (7ed4 47407688 A2 7loav7ea? +0. 10833599
Protein Localisation: 138 ... 153 12805954555 13 A, 5 B77.38204847 677.38204847
-0 3080785 13593 68351599 14 | 4 a0 344593468 a5, 34493468
1530.74243717 15 H 3 493 2608707 400080771 403 2008707
1817.7744a01  1a 5 2 358 207195884 +0.02155175 A58 2015955854
1731.817387a 17 M 1 289 1993043 269, 769593043
18 K ] 155 12700208 155 12700208



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrZPrpl_FOA3
Scannumber: LEFT
Protein: B5U15290; fiz2
Peptide Score:  Bd4.52
Method: IThS; CID; 2
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hass: 1785.50851 Hodalton mass Aodalton mass A dalton Fnass =1 fodalton mass A dalton mass
iz System.Collections,
Charge: Systern.Collections. 116.024 116.034 1 D 14
Retentiontirme: Systermn.Collections, +0. 71554 215103 +0.074719 715 103 2 W 13 167589 1675 859
St Saldge 316.15 316.15 3 7 12 |1576.82 788.914 +0.2397
Mass Error [ppm].  0.0544Z28
FEF- 0010025 444 245 444 245 4 k. 11 147577 147577
Precursor Type: MULTI 547,208 o41.298 &5 F 10 1347.68 74,343 +0.1214!
Ba9 357 Ba9. 357 6 ] G (125063 B25 BT +0.1244¢
+0.10221413.233 5. 4538 | F F. 85 V25 =i o) | P 2257
general information 022.51 022.51 = F 7 9686. 4606 -0.0380 966 466
Annotation: 11o0f 15 +0.03571505.275 100954 O 5 b B89 413 +0.2073505.413
HIRNGRLG CoeiaE 73 % 1122.63 1122.63 10 | 5 782.38] 782.381
Intensity Coverage: 35X
1364.73 1364.73 12 i 3 [SN5ETE 555.254
T & ool B I 5 2 427195 427.195%
1a44 81 1644 871 14 I 1 260 197 -0.0462 260 197
15 K 0 147 113 147113



Source:

201 205 30_VWR_Bsu_TripleSILAZ_pWTPrkZPrpZ_FO3

Scannumber: Erar
Protein: BSUQE000; wddk
Peptide Score:  G0O.B7F
Method: ITHS; CID; 2
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hass: 1956857531 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
g System.Collections. 1688 0055 168 0058 1 5 15
Eetentiontirme: Systemn.Collections, 2550377 255.0377 2 5 14 1798.8581 1798.851
L SHBedes 2681217 3681217 3 | 13 1711.845 1711.845
Mass Error [ppm].  0.033205
PEF- 0044176 459 1694 4559 1604 4 T 12 |1598.765 1598. 765
Precursor Type: MLLTI a0e 22583 g06 22583 5 H 11 1497.717 749 3622 +0.370738
-0 45358594 377,152 FRI Q5T 5] F 10 |1360.658 G50 8328 +0. 155563
B840, 3288 -0.303367 840 3288 7 5 B T2l s 55 1213.55
Q27 3608 Q27 3808 ] 5 g (1126558 1125 558
general nrgrmaion ~003631 521.6975 1042 388 O D 7 1039.526 5202665 +0.212765
Annotation: 10af 16
Aminokcids Coverag 62 % 1170.445 1170.446 10 ] 6 924 49845 452 7531 +0.16859718
Intensity Coverage: =28 % 1284 485 1284.48%9 11 M 5 798.4403 796 4403
sl e s EER, 1440 55 1440 50 12 R 4 @EB2 3074 GE2.3074
-0 0e2723 FE5. 3201 1565 633 13 E ¥ (5262963 520.25963
1682 TI1F TeE2 . FI7 14 I 2 397 2537 40115803 387 2537
1811.76 1811.76 15 E 1 284 16085 284 16085
16 kK ] ST FEE AR



Source:

201 205 30_VWR_Bsu_TripleSILAZ_pWTPrkZPrpZ_FO3

Scannumber; 9885
Protein: BSUTE100; such
Peptide Score: 127.5
Method: ITWS; CID: 3
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hass: 2123.07742 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
g System.Collections. 1168.0342155 116.03421595 1 O 18
Retentiontime: Systerm.Collections. 217 08189757 217 08189757 2 T DT e Bl e B
atOte Legdada 373.183000 373.183000 3 R 16 1916.0244726
Mass Error [ppm]. -0.094755
PEF- 1 SEE-21 472 25142252 472.25142252 4 W 15 1759.9233815
Precursor Type: MULTI SE5.3354808 -0.0881114 SE5.3354885 5 I 14 1660 8549476
aE4 40390081 -0 0883906 g4 40390081 @ W 13- |[1547. FF08836
812.46247833 +0. 1207022 812 40247833 7 ] 12 1448.70248587
+0. 25841917 435 24500926 +0.2595272 B89 48394205 8 5 11 1320.64385922 +0.0824262
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. : +0. 1724062 542 31148048 1083 6156845 10 T G 1150 5383645 +0.0%97868
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T 14 0f 19 11406371482 11406371482 11 o 8 10494906860 +0.1224732
AminoAcids Coverag 74 % I30F B3 55T 1307 635507 12 5 7992 4692223
Lt BT ek 1408 6831855 1408 6831855 12 T 6 82547086348
Protein Localisation: & ... 26
1479 72029593 1479, 720259593 14 A 5 F24.423185 -0 1206337
+0.45815507 TS 905581988 -0.0438652 1592 8043633 15 I 4 /53 38807122
+0. 18592871 87044002684 +0. 1488252 TF3SBT2ZrI7re| Ta F 3 54030200724 +0.02856254
-0 0908207 G38.96948277 1876.931a68591 17 H 2 393 23355332 +0.1426884
1977 9793675 1977 9793675 18 T 1 256817468146 -0.0794571
14 4 155 12700208




Saurce: 201 20530_VE_Bzu_TripleSILAC_pWTPrkCPrpZ_F11

Scannumber: C2ET
Protein: BsUO3430; srff; srfAl; srfAA
Peptide Score: 92.8
Method: ITHS; CID; 2
Yia ¥z Yim ¥u ¥ ¥a ¥a ¥s ¥z
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hass: 17447851 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 157.1084 157. 1084 1 E. 15
Eetentiontirme: System.Collections. 2711513 -0.320504 271.1513 2 M 14 |15597.71 e AT
L 22 600+4 342 1884 -0.03108 342 1884 3 A 13 1483 6467 742 337  +0.200360
Mass Error [ppm].  -0.15486
i e 500, 1868 5001868 4 g 12 1412.63 1412 .63
Precursor Type: MLLTI oL TR H80.22359 5 A Fl ([T24583%] B23.3193 40335904
03vr.2454 03v7.2454 0 o 10 [1174.594 1174 554
B9d 2668 094 2068 7 i (=T I e 550,25 -0, 17585995
7T81.2989 TB1.2989 8 5 B [1T0a0. 551 T106a0 5517
general nrgrmaion _0.276642 447 6051 +0.035353 804 3829 9 | 7 0735193 +0.003406 973 5193
Annotation: 13 aof 16
e 1009.41 100041 10 D 6 ©604352 -0.076991 4307212 -0.145863
Intensity Coverage: <3 % T080.447 1080.447 11 A 5 7454083 -0.028441 373.2078 +0.120947
Themhr ity 220 1200409 -0.245520 1200 40 12 E 4 E74.3711 +0.132879 674.371]
B e 1365.59] 13 E. 3 |345:34886 545 3286
1512 .65% 1512 659 14 F 2 3B9. 2274 40432589 38902274
15599 691 1595 6917 15 5 1 242.15%9 -0 222085 242 1559
16 kK ] AL R [ FEE



Saurce: 201 20530_VE_Bzu_TripleSILAC_pWTPrkCPrpZ_F11

Scannumber: Foan
Protein: B5U22110; yurns
Peptide Score:  F2.93
Method: ITHS; CID; 2
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T
hass: 1805858212 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
g System.Collections. 720443590254 720443590254 ] A 14
Eetentiontirme: Systemn.Collections, 228.14550128 228.14550128| 2 E. 13 1743 8669003
L adal o 32721357152 g27 2138152 | = W 12 1587 7657582
Mass Error [ppm]:. -0.23566
PEF- 0 00094055 455272409271 +0.08928245 455 27249271 4 i 11 1488.6973843
Precursor Type: MLLTI S el e e e aman | =5 F 10 13a0. 53880685
Ba5 40932054 -0 024738 865 40032054 & I G 1263 588043
+0.07200174 4071.73775444 -0, 1781323 B02. 4882324 7 H 8 1150.507197% +0. 1630601
general information -0 023422 445 253768684 +0 05000932 B59 50028051 ] 5 7 1013.4430671 +0.336718
Annotation: 9 of 15 1070.5142697 1070.57142657 6 T B G926 41103872
S INGRLNEIeeERg 60 % 11575462081 1157 5462981 10 5 5 74530702083
Intensity Coverage: 34X
Praotein Localisation: 318 . 3537 1270.6303621 12706303527 | 1l I 4 aB55 355007142
1417 698776 1417.698776 12 F 3 545 280593744
+0. 4680338 Fr3. 87432278 1545.74136581 13 E Ml 5 T
1660 75425965 1660, 75842965 14 M 1 269 169593043 +0.073968658]
15 I ] 155 127007284



Source:

2071 205 230_WR_Bsu_TripleSILAZ_pWTPrkZPrpC_F11

Scannumber: 282492
Protein: B5UZ23760; wixl
Peptide Score: 122.23
Method: ITHS; CID; 2
Yiz ¥Yim ¥yr ¥Wu ¥r Ya® Ya— Ya ¥=
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hass: 2133.55342 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 187.0866 187 08606 1 ') 4T
Fetentiontitme: System.Collections. 3241455 +0.088202 324.1455 2 H T1a 1968 8581 1965 851
L ey 50515095 5051595 3 T 15 18371.822 1831.822
Mass Error [ppm]:  0.12468
FEF- 5 AG9BE-07 582.1915 582 1915 4 5 14 |[1a850.808 1650 808
Precursor Type: =0 i sl b 729 2505 5 H F3e [P aa3 00 1563.776
o B o e Ba 2825 3] 5 12 (1426. 717 1426.717
G44 34171 G444 3471 7 ] 11 1339 685 -0.043741 1339.685
+0. 147815 529 27162 -0.3455897 1057.425 o] | Tk (¥ 2T 1211827
1158.473 +0.29661 1158.473 = T G T098.543 40058251 10895, 543
general information -0.095748 644 2613 +0.1368952 1287.515 10 E 8 987 45949 40 108188 997 4945
Slae b, Lo arls 1358.553 4022570 |1358.555 | 11 A 7 868.4523 -004563 8634523
Aminofcids Coverag 67 %
Intensity Coverage: 58 % 14259 5% 14259 55 12 A B 787 4152 40079984 797 4152
Protein Localisation: 91 .. 108 +0.314366 771.8405 1542674 13 | 5 726.3781 3536927 -0.131826
+0.13180593 836.3618 b S 14 E 4 B13.2594 B813.2594
+0.22423 900 38971 1799 775 15 i 3 484 2514 -0.0869172 484 2514
+0. 243785 968 9205 15936.834 Ta H 2  350.15928 +0.090968 356 1928
2040 918 20489 G718 T | I 121831839 219.1339
18 ‘*'~. ] 106 N4ag 106 D400




Saurce: 201 20530_VE_Bzu_TripleSILAC_pWTPrkCPrpZ_F11

Scannumber; 23492
Protein: B5UT0030; hit; whaE
Peptide Score:  GE.OE
Method: ITWS; CID: 3
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m/z [amu] )
i
hass: 2311.03536 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 102055 TO2 55 1 T 15
Eetentiontirme: System.Collections. 23591139 40007013 239.1139 & H 18 |22 2227 05
atOte 2baded 310,157 310,157 3 A 17 2089.066 1045, 487 +0.475754
Mass Error [ppm]: -0.67569
FEF- nn1ar 425 1779 +0.326227 4251779 4 O 1a 2018.925 2018.929
Precursor Type: MULTI 5402049 40051355 540 2040 o D 15 1903.902 G52 4540 -0.245818
T3 2682 FO3: 2582 a] by 14 17BE.ETS H94 9471 +0.142897
H3D. 3774 H30D 3774 o 4 Tds | VhdsiEt 2 e 5 1
836.4301 B36.4301 =] F 12 1489.703 +0.3364171 14859.703
1065 473 10685 473 8 E 11 138265 R e
TIgE5 TABLE-3 10 O 10 (1263 /07T 1263 607
general information 12593, 584 1293 584 11 | 9 1148.58 +0. 215059 1148 58
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Protein Localisation: 121 ... 140 +0 20558594 524 5883 1a48. 769 14 I B 793 3947 793 3947
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2102.916 2102.976 18 | 2339 2482 +0.136249 339 2482
2ra . a53 a1 7Ta853 15 A 1 226.1841 2261641
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Saurce: 201 20530_VE_Bzu_TripleSILAC_pWTPrkCPrpZ_F11

Scannumber: 8424
Protein: BsUQE470; wThE
Peptide Score:  BOUT
Mzthod: ITHS; IO 3
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L Hel e 325 1568 3201568 3 R 13 1747 880 1747 880
Mass Error [ppm]: -0.17091
e Gamiei 4422400 4422400 4 | 12 1591.788 1501.788
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Source:

2071 205 230_WR_Bsu_TripleSILAZ_pWTPrkZPrpC_F11

Scannumber: 22851
Protein: BsU322390; wutF
Peptide Score:  E3.69
Method: ITHS; CID; 2
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Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrkZPrp_F139

Scannumber:  T0E7S
Protein: B5U23340; gap; gapA
Peptide Score: 23215
Method: IThS; CID; 2
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Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrkZPrp_F139

Scannurmber:  TOEEF

Protein: B5UZ20420; worD
Peptide Score: 103288

Method: IThS; CID; 2
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Annotation: Qof 1z
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Intensity Coverage: 60 % 1076455 1076455  © E 3 5252063 526.2053
Protein Localisation: 54 ... 65
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-0, 3724868 659 78943 4038002 1318.581 11 g 1 284 1696 284. 16968
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Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrkZPrp_F139
Scannumber: 124104
Protein: B5UZ22880; jofl:; wpfD
Peptide Score: 157.38
Method: ITHS; CID; 2
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Mass Error [ppm]:. 0.22521
S F gt 527.13845005 52713840005 4 3 12 13587041705 +0.3219526
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Annotation: 13 aof 16
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Source:

201 205 30_VWR_Bsu_TripleSILAZ_pWTPrkZPrpC_F113

Scannumber: 12811
Protein: B5U205E0; pckh; ppc
Peptide Score:  95.92
Method: ITHS; CID; 2
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Source:

201 205 30_VWR_Bsu_TripleSILAZ_pWTPrkZPrpC_F113

Protein Localisation: &7 ... 66

P e Ons S 2

1091, 4081325

S oSl s

Scannumber: E330
Protein: B5UZ21450; yalF
Peptide Score:  EE.2G
Method: ITHS; CID; 2
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Source:
Scannumber:
Protein:

201 205 30_VWR_Bsu_TripleSILAZ_pWTPrkZPrpC_F113
21

BSL04400; gs=ib

Peptide Score:  129.85
Method: ITHS; CID; 2
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AminoAcids Coverag 78 %
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Protein Localisation: 107 ... 115 -0 3870368 517.a6587 1034 387 ] 5 1 3221254 3221254
(B kK ] ¢ s Tl L ] SRl



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrkZPrp_F139

Scannurmber: 8136
Protein: BsUZ22230; tig; vzzH
Peptide Score: 9262
Method: IThS; CID; 2
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200 400 o000 GO0 oo oo 00 1000 1100 1200 1300 1400 1500 1600 1700
m/z [amu] )
i
hass: 1800.73085 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
g System.Collections. 118.0342 116.0342 1 G 14
Eetentiontime: Systerm.Callections. 23] a2 R T 2 O 13 18580.7386 1690.736
Belbe: ELHTATS,, 412.0752 4120752 3 T 12 1575.709 1575 709
Mass Error [ppm]:.  0.35205
PEF- 5 A4S9E-16 g S 2as 53] 228 4 T 11T 1354 895 +0.080765 697 851 + 0. 208808
Precursor Type: MULTI Bl12.1913 B812.1913 5 W 10 1253 .647 1293.647
-0.07106883 357.1231 F¥5 2389 5] T 8 1194.579 -0.0259328 597.793 -0.387382
H528.26859 H28. 28559 o O 8 1093.531 +0.1179a 1093 531
general information G57.3085 G57.3085 o] E 7 978.504  -0.077815 975.504
Annotation: 11 o0f 15 | fl r s i | 6 e =] O b 54946014 549 4014
HIING RIS COVERaa; 3 % 1171.404 -0.023464 1171404 10 W 5 7344345 734 4345
Intensity Coverage: 44X
Pratein Localication: 129 . 1435 12595 462 12958 462 11 i 4 ©83i5%doal +0.13118 6353641
1413.505 1413.505 12 M 3 |SOF:30T75 SUET. FOFES
-0.3a317a 771.7770 -0.024862 1542 548 13 E 2 393.2646 393 2046
1655632 [F0.170127{1655 632 14 I 1 264222 264222
15 k 0 151 1579 53



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrkZPrp_F139
Scannumber: 8424

Protein: B5U3FE00; speE; wahF
Peptide Score:  135.79
Mzthod: ITHS; IO 3
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D_ ] ] 1 ] II T T I IIII III |I ||| I| ||| T 1 ] ] ] ] II T T I T I.|| T II T 1 ] T I T 1 ] ] T T 1 ] T III T T ] ] T ] 1 I T ] ll T T ] ] 1 I I T T II ] ] IIII 1 I T ] T 1 .I ] Iill i I T II T ] ] ] ] ] T I II II T ] ] 1 T ] _D
200 200 400 S00 00 Foo a0 a0 1000 1100 ﬂ
m/z [amu] )
4
hass: 113446277 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 168.00563528 1 5 7
Retentiontime: Systern.Collections. 207 04822838 2 E 5 |076.48657312 |+0.0868522 |076.48657312
Score: 135.7503 +0.0773048 410.13229236 3 | 5 B47.443098003 -0.0556133 424 22562825 +0. 1477848
Mass Error [ppm]. -0.59924
o PEP TR ~0.0568812 |596.21160532| 4 W 4 734.35991605 +0.1133506 734.35991605
o il ~0.3743601 750.27403385 & v 3 548.28060300 +0.0038476 548 28060300
Aminofcids Coverag 75 % 860.32261233 6 T 2 38521727455 -0.011403 385.21727455
EERBIe ROErage o +0.1817306 ©0B80.36520543 7 E 1 284 16050608 —0.3014931 284160509608
Protein Localisation: 2 ... 9
A kK ] 155 127002495 155 12700208



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrkZPrp_F139

Scannumber: 3360
Protein: B5UT32300; pt=H
Peptide Score: 19412
Mzthod: ITHS; IO 3
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200 300 400 S00 GO0 o0 aaa 00 1000 1100 1200 1300 1400 ﬂ
m/z [amu] )
s
hass: 135757376 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
Charge: Systern.Collections. 168 0056 168.0055 1 5 11
Retentiontirme: Systern.Collections, 281.0857 2E1.0897 2 | B o T 01625945 +0.23295]
St L3 2k 4281251 -0.049203 428.1251 3 M O 1118.490 +0.078848 559.7529 +0.038532
Mass Error [ppm]. 0.049499
FEF- g ?336E-45 485 1466 485 1466 g o B 971.4631 40013234 971.4631
Precursor Type: MLLTI S84.215 SH4.215 o o) S 9144417 +0.248199 0174 4417
F31.2504 -0.045602 F31.2504 =] il o |B15:3733 BF5 3733
general information
. -0.336685 440 628 HOB. 2487 £ S 5 BBB. 3379 baE. 3370
Annotation: 10of 12
AmmninoAcids Coverag 83 % 1011.333 -0.030247 1011.333 = I 4 5071.3395 +0.715996 501 3395
Intensity Coverage: 7634 1068.354 1068.354 D " 3 |388.2554 |+0.027086388.2554
Protein Localisation: 46 ... 57
11871.438 +0.031767 1181.438 10 I 2 331.234 -0.025181 331.234
1252.475 400678095 1252.475 11 b, 1 218.14592 400713412 218.1450
12 kK 0 147 1128 147 1128



Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrkZPrp_F139

Scannurmber: 9375
Protein: B5SUOEF20; thiA; thic
Peptide Score:  101.219
Method: IThS; CID; 2
Yim ¥u© ¥Wr ¥as ¥z
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200 300 400 S00 GO0 oo a0a 00 1000 1100 1200 1300 1400
m/z [amu] ,ﬂ
=
hass: 1351.53343 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 13004586556 1 E 10
Retentiontime: systern.Collections. +0. OF80OFTT 2r 1828248 | 2 F O 12234080105 -0.2B06033
St WLeans ~0.2008576  376.1866574 3 Y 8 1076.4295966
Mass Error [ppm].  0.092978
PEF 00094527 4071.212640432 4 D £ 9FF 2a118268 401300853
Precursor Type: %0 +0.05712017 502 2613180 o i b  HBDZ 33423065 -0.0044325
general information +0. 1188287 649 28278262 6 o S FE1.28656117 +0.097 1669
Annotation: Gofll H810.28114144 7 S 4 F04.265089745
Aminofcids Coverag 73 %
rer oo Couctane. 56 % +0.0079199 S930.324068859 &8 M 3 |[93F. 26673863
Protein Localisation: 580 ... 590 -0.0831E817 1043.40813258 D I 2 gdF3aZzIgllle
-0.0843764 1206.4714614 10 4 1 2101357472 -0.0176155
11 0 0 14707041800/




Source:

201 205 30_VWR_Bsu_TripleSILAZ_pWTPrkZPrpC_F113

Scannumber: 734
Protein: BSU21770; ilwA
Peptide Score: 1E67.32
Method: ITHS; CID; 2
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200 300 400 SO0 GO0 Fan a0 aa0 1000 1100 1200 1300 1400 ﬂ
m/z [amu]
£
hass: 1518.74457 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 168.00563528 1 5 13
Eetentiontirme: System.Collections. 2B2 045856273 2 M 12 1352.75324086 1352.7532408
L e Sedo 33007002648 3 & 11 12387103132 +0.26030 610 85870482 +0.034943
Mass Error [ppm]:  0.15996
B SRR 43612279031 4 P 10 1181.6888404 +0.0548020 5071.34806206 -0.077454 ]
Precursor Type: MLLTI 507.15989041 5 A G Tos4. 683608580 -0.09582438 1084 6360856
0202439605808 ) | B 1013.5989718 -0.000278 1073, 5989718
F19.31238199 7 W F 800 571490783 +0.045578 GO0 51490783
al inf at
Seotbhn bbbl 776.33384572 8 G 6 80144649391 +0.0232037 801.44640930]
Annotation: 11 af 14
e 280.4179097 O | S 74442503019 37271615333 -0.3160670
Intensity Coverage: £S5 +0. 07135573 1018 4605028 10 E 4 B31.34090627 +0.02902589 a3l1.3408a62 1
it b S G SRR 1121.5445668 11 | 3 502.20837311 4+0.1136742  502.20837317
+0. 3002595817 1259 6031443 12 ] 2 389 27430973 +0.0544897 389 2143059173
laf3 ad4e0f s 13 M 1 261.15573 162 +0.09335209 F B e BT A
14 K M 147 1128M417 1d47 -1 18407




Saurce: 201 205230_WER_B=u_TripleSILAZ_pWTPrkZPrp_F139

Scannumber: q4rr
Protein: acps; BSUO4E20; wdcB
Peptide Score:  184.76
Method: ITHS; CID; 2
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m/z [amu] )
=
hass: 161476474 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
Charge: Systern.Collections. 1300498659585 130.045985659558 1 E 13
Eetentiontirme: System.Collections. 2093 711319581 203 11315981 2 hd 12 |1486. 7301357
L 184045 36415031180 364 15031180 3 A 11 1323 66GE07Z
Mass Error [ppm]:. -0.4396
B e 435 18742 568 435 18742568 4 A 10 1252 6296034 +0 0930845
Precursor Type: =0 L0R.22453048 -0 0527865 H0R.224535948 5 fuy G 1181.59257898 +0 2743638
034 28311698 034 28311898 B 0] g [1110.5554658
£aa 35155088 Foa - fakasndy | F W 7 BE2. 498883 -0.0281953
al inf at
Seotbhn bbbl 832.41004481 -0.0460434 832 41004481 8 W 6 B83.42847438 +0.0537034
Annotation: 11 af 14
T e T 045 50400870 +0.0688062 04550400870 O | 5 78436006047 +0.4047 1
Intensity Coverage: 64 1074 5400079 +0 0770a57 1074 5400019 10 E 4 @/a71.27599549 -0 0377763
ittt alteune s G L AIIE Y +0.0272416 615.82740460 -0.0004072  1230.6477129 11 R 3 542.23340330 -0.1383106
1343 7317789 -0.07144 13437317769 12 | 2 [3B6. 13229238
L L R b e L T e Rl 5 1 273.04822838 -0.0036422
14 . n 1A NAQEARGEA



Saurce: 201 20601 _WE_Bzu_TripleSILAZ_pWTPrCPrpl_FOE
Scannumber: 10764
Protein: B5U3FEED; ipa-88d; pta; yafl
Peptide Score:  87.88
Method: IThS; CID; 2
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m/z [amu] )
]
hass: 2645.37785 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 58.02874 SH.02874 1 o 25
Retentiontime: System.Collections. AL T2 FELTFEE 2 I 24 2582 364 2592 364
atOte BLEA 242.1499 242.1499 3 A 23 2479.28 1240.143  +0.239385
Mass Error [ppm].  0.024362
FEF- 6 ?465FE-15 3571760 - 3l B e 4 O 22 2408 242 2408 242
Precursor Type: |0 414, 15983 414, 1983 o o 21 2283216 2203216
S27.2824 400067124 527 2824 a] I 20 2236.194 2236194
020, 3508 40035611 626.3508 o W 8 il 8 e 1062 059 +0.2026054
133828 TY3.3828 =] 5 18 2024 042 1072.524 +0.38516
Fr0.4043 FA0. 4043 8 o 17 1937.01 a0 0084 +0. 2887060
H541.4414 H547.4474 10 A 16 1879 988 1875 988
G12.4785 G12.4785 11 puf 15 1808.95%] 1808.951
1048 537 1045 537 12 H 14 1737.974 +0.104451 1737.814
1136. 565 1136.5659 13 i 13 1800 55 +0.080355 1000 855
general information 1317.583 +0.201563 1317.583 14 T T2 11518.823 ¥513.823
Annotation: 18 of 76 1388.621 1388.621 15 A 11 1332 809 40079639 666 9081 -0.051587
HTIAOAGH: S OVENS0160. % +0.200369 752.3274 +0.045221 1503.648 16 D 10 [1261.772 1261.772
Intensity Coverage: 32 %
T o S g ST 1604 695 1604 6595 17 T 8 1146.745 +0.105877 573 8761 -0.061307
1703.764 +0.346487 1703.764 18 W 8 1045 857 523.3522 -0.030937
1858 865 1855 865 15 F. 7 9460 6288 473 818 +0. 226588
1956 917 1956.917 20 F B 7905277 -0.270509 3957675 +0.44793
P AT e 2027.955 21 A 5 B93.4745 693 4745
2147.035 2147.039 22 | 4 822 4378 022 4378
+0. 100813 1135.052 2209 087 23 i 3 509 3537 -0.007883 509 3537
23u2TE] 2382 181 24 | 2 |3E1.2951 -0.117885 381.295]
2495 265 2495 265 25 I 1 2682111 +0.068a65%7 2682111
s K 1 GO e 7l g i ] e



Source:

2071 20601 _WR_Bsu_TripleS LA _pWTPrkZPrpC_FOR

Scannumber: 2EEE
Protein: BsUT17210; pksM
Peptide Score:  E9.7E
Method: ITHS; CID; 2
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m/z [amu] )
=
hass: 1960.85583 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Targe o P | e e 102,055 102 055 1 T 17
Fetentiontitme: System.Collections. 1559 0764 159 0764 2 Z 1a 1860 818 +0. 155717 1880. 818
iﬂ“""f:E e ggéffjf‘ 258 1448 258 1448 3 y 15 1803 797 1803 757
ass Errar [ppm]: ;
S AT 4052132 4052132 4 F 14 1704.728 1704.728
Precursor Type: =0 L18.2073 518.2973 5 | 13 |1557.66 1557.66
575.3188 575, 3188 & o 12 1444 576 1444 576
675.3665 675.3665 7 E 11 1387.554 604 2807 +0.231337
F33.3875 T33.3879 o o 10: |1286.507F 12 S ST
847.4308 -0.140439 847.4308 = M O |1229.485 1225, 485
general information 1028.445 +0.204805 1028.445 10 T 8 1115442 1115 442
i:}n"lﬁﬁ'g;s S i;;m 1085 466 1085.466 11 5 7 0344281 934 4281
Intensity Coverage: 31 % 1248.53 1248 53 12 b o BrY7.4087 B7F. 4067
rAE T S 1335.562 Faaanes |13 5 5 7143433 714.3433
1502.56 1502 56 14 5 4 627.3113 -0.078287 627.3113
-Q0.00574 BO5 3257 40079202 1615 644 15 I 3 40313 450,313
1728.728 +0.1762589/1728.728 16 I 2 (347 2289 +0.03444 347 2289
1815.76 +0.182827 1815.76 17 1 234.1448 234 1448
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Saurce: 201 20601 _WE_Bzu_TripleSILAZ_pWTPrCPrpl_FO2

Scannumber: 422
Protein: BSUOT 1 20; fus; fushA
Peptide Score:  96.33
Method: ITHS; CID; 2
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m/z [amu]
hass: 105847385 & dalton Frass SEQ & dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 72.0443502 54 1 A 7
Fetentiontitme: Systerm.Callections. +0.087714 228145501283 2 E o 995 484136975
L ShiilED +0. 1096561 357 188054370 3 E 5 84036302589
Mass Error [ppm]:.  0.0221895
q FEF: 0033034 +0. 2238384 504 256508205 4 F 4 F11.320432785
E'Hr{f:u'feftfﬁ;r; ?DfE B71.254867113 5 5 3 584.252018879
Aminofcids Coverag 55 % 784.338931004 5 | 2 |39F 25366006 +0.08248505
EEneInrLaRragel Josoe +0.0083074 513.38152419 7 E 1 28416950608 _0.0436806
Protein Localisation: 2 ... 9
- K ] 155 127002054 +0 NQ59452



Source:

2071 20601 _WR_Bsu_TripleS LA _pWTPrkZPrpC_FOS

Scannumber: a4 74
Protein: B5UT1 240; wicF
Peptide Score: 5504
Method: ITHS; CID; 2
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hass: 1351.67334 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz System.Collections,
e e e 168.00563 528 16800563528 1 : 12
Fetentiontitme: Systerm.Coallections. 305 08454715 305 068454715 2 H 11T 12332.8975857
L o DAl 46116565818 461 16565818 3 3 10 1006 638A730 -0.1145030
Mass Error [ppm]:.  -0.80357
e e 548, 19768650 548, 15768650 4 3 O 040 53756284
Precursor Type: MLLTI B19.23480037 019 23480037 5 fuy 8 HB53.50555443
-0, 4338333 F3B.83177028 +0.2130352 Bya. 25626491 g G ¥ TBZ2. 48842064
general information FEL.32467801 +0.2134079 Fih. 32467801 7 W b 72544885687 4007157403
Annotation: Fof13 B32.34674174 532348714174 B8 2 5 |626.378543 +0. 0021943
SIS LS COUERd G5 % 580.36760546 980.36760546 O & 4 56035707927
Intensity Cowverage: 29%
Protein Localication: 76 . 88 -0.4300345 507.72947295 1002 4576694 10 | 3 1512335681555 |+0. 130571
0 T e L dsnsaanra s | ] | 2[RRI 5515
-0, 1000358 B23.79174725 +0. 3227078 1246 576218 12 1 2868.16748755
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Source:

2071 20602_WR_Bsu_TripleSILAZ_pWTPrkZPrpZ_F10

Scannumber: g2a0
Protein: B5UT2010; vkgE
Peptide Score:  FE.23
Method: IThS; CID; 2
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hass: 25588.21105 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 10007560038 1 Y 23
Retentiontirme: System.Collections, 2313460225 2 H 22 2508 1646074 2508 1646074
St FElELG +0.0040419  336.20301616 3 y 21 2371.1056956 1186.056486 -0.1222819
Mass Error [ppm]: -0.19085
e e +0.060235  483.27143008 4 F 20 2272.0372817 1136.5222791 +0.4340158
Precursor Type: MULTI SE0.3247193593 & F 19 2124.90886077 10682 GEEOFZT +0.3119767
BF9 39260785 6 W 18 202797161035 10714 467165902 -0.0992024
8207 . 45118530 7 ] 17 1928 847650 1928.847659
+0. 1326864 G336 49377845 8 E 16 1800 7891125 1800789171125
T E2aE2] 5 B D 15 1671.7465194 +0. 1453263 1a71. 74051594
1108, 5421852 10 o 14 1556 7195763 -0.0685195 FrE. 8034264 +0. 4263075
11055742 1236 | ~11 5 13 1499 6981126 14959 65981126
+0.06F3083 EBoEH582 76| 12 | 12 1412 6660842 1412 6660842
general information 14367168551 13 ] 11T 1299 5820202 1295 5820202
Annotation: 15 o0f 24 1603, 7152 139 14 5 10 1171.5234427 1171.5234427
CINGRUNE DR ERg )62 % 1700 7679778 15 P 5 1004 5250830 -0.0219711 502 76618018 +0.2630557
Intensity Cowverage: 43 %
e 1705 8363517 16 W & 00747232004 907 47232004
1886 868420171 17 5 7 B0OE 40390613 BOE. 403506173
2015297110132 18 E b (F21.37187772 +0.3570652 L1 8F VBT rad
20860 948127 15 A 5 502 320928462 +0.050232 502 32928462
2157 9852408 20 A 4. (521292 FAOss 22 129217083
22895 0447526 21 H 3 45025505704 +0 0357755 450 25505704
2306 0978311 22 T 2 313.19814518 |+0.1785490 313, 79614518
2453.1132948 23 o 1 212.14846671 212.1484667 1
2d K " TEE 127NN 5R TEE 127FNMN20GR



Source:

2071 20602 _VWR_Bsu_TripleSILAl_pWTPrkZPrpC_F1E

Scannumber; 2LE7
Protein: BSUZE020; =odfA; wqgl
Peptide Score: 1EG.ER
Method: ITWS; CID: 3
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200 300 400 00 GO0 Fo0 200 ann 1000 1100 1200 1300
mfz [amu] 7.
i
hass: 1413.625375 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 138. 0662 138. 0662 1 H 10
Retentiontirme: Systern.Collections, 2F 3. R [H0.220e6 01275 125] & H G 12597.5592 1291, 592
atOte B fate 380,168 380,168 3 N 8 1154.533 +0.098191 1154.533
Mass Error [ppm]:  0.10778
FEF- o PETRE-77 ST T 570,182 4 T 71040 45 +0. 380742 520 7488 -0.333531
Precursor Type: MULTI F33.2454 F33.2454 o Y 6 EB39.4783 +0.0203 HaD 4763
general information +0.12945 4716 6605 +0.0942471 532 3138 a] W 5 696.413 696 413
Annotation: Sofll B35 83615 L33 3015 o T 4 547 3448 S07. 3446
Aminofcids Coverag 82 %
eneirCatsiage 57 % 1047 404 1047 404 =] M 3 496.2969 +0. 184096 496 2965
Protein Localisation: 31 ... 41 -0.3907197 580, 7470 40330788 11600 488 8 I 2 (282254 +0.13254171 382.254
1274 531 -0.055058 1274.531 10 M 1 269 1699 +0. 146995 269 16959
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Saurce: 201 20602_WER_Bzu_TripleSILAZ_pWTPrZPrpl_F20
Scannumber: 11214
Protein: ahpc; BSU40030
Peptide Score:  20.54
Method: IThS; CID; 2
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m/z [amu] )
]
hass: 1505.87033 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
EtaTaE System.Collections. 187. 0866 187 0866 1 1] 16
Retentiontirme: Systern.Collections, 3161252 +0. 178435 316, 1252 2 E 15 1724.795 1724 7959
St B o] 4451718 4451718 3 E 14 |1595.756 1595.756
Mass Error [ppm]:. -0.36322
PEF & 8224E-05 S02. 1932 Bl 1832 g o 13 [1486.714 +0. 171681 1466.714
Precursor Type: MULTI 250927147 4019551714 559 2147 o o 12 1409692 +0,145415 1405 652
BEE. 2573 BEE. 2573 a] E 11 (RFS2.871 135267
+0.346713 3951561 +0, 165301 FED 305 o T 10 1223.828 +0.087871 1223 0628
G2 385 Q2 389 =] | G 1122.581 +0.2230803 1122.581
general information 1003437 -0.045787 1003. 437 8 T 8 10094597 +0,122098 5052519 0217491
Annotation: 10af 17 1100 4585 1100, 4859 10 F F o B0E 4489 Qe 4485
ArmMinoAcids Coverag 59 % 1267.488 1267.488 11 5 5 811.3951 311.3961
Intensity Coverage: 34X
Protein Localisation: 170 . 186 1380572 1380 5F 2 12 | 5 644 3978 b44 3978
14595 550 1495 590 13 D = M | 3 i = 5 51
1608 683 1608 683 14 | 3 4168 2867 +0.24072 416 2867
VP07 25Y O EB405 ) | VEOF: T 5] 15 W RN 1 e v 303 2027
1764 773 1764 773 16 o 1 204 1343 204 1343
17 kK 0 147 1128 147 1128




Saurce: 201 20602_WER_Bzu_TripleSILAZ_pWTPrZPrpl_F20

Scannumber: 11511
Protein: ahpF; B5U407100; ndh
Peptide Score:  171.29
Method: IThS; CID; 2
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T"I:Il:l a00 ann 1000 11 EIEI 1 El:ll:l 1 3|:I|:I 1 4|:I|:I 1 EEIEI 1 El:ll:l 1700
mfz [amu] 7.
]
hass: 172073057 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Farge System.Collections. 116.0342 116.0342 1 O 14
Retentiontimme: Systerm.Collections. 203 08985 283.0895 2 i 13 1814.725 1614.725
atOte L lens 376.1537 +0.07169 376.1537 3 | 12 1467.680 +0.230734 1467689
Mass Error [ppm]: 0.53109
PEE- 1 B2E7E-35 447 1908 +0.005432 447 1908 4 i 11 1354.605 +0.240702 1354.605
Precursor Type: MULTI 5027459 +0.054058 5a0.2745 5 I 10 1283.508 +0.0059319 6042 2876 +0.27085
859 3433 -0.0073595 659 3433 5] i 5 1170.484 +0.135195 1170.454
7743702 +0.3871a8 774.3702 7 O 5 1071.410 -0.022554 1071.416
general information G03.4128 G03.4128 5 E 7 B56.38880 +0.109885 956.3886
Annotation: 120f 15 10168.457 -0.042712 1016.457 =) I b B27.340 B27.348
HEANGR s EBRORg IR0 % 1087.534 -0.011405 1087.534 10 A 5 714.2619 +0.229270 714.2619
Intensity Coverage: 62X
Protein Localisation: (36 . 50 1174. 500 -0.008044 1174.5606 11 5 4 B843.2248 +0.120885043.2248
1321.801 +0.064%988 1321.607 12 el 3 556.1928 556.19285
1408.033 +0.447 1408.633 13 5 2 409 1574 405, 1574
+0.396952 7858.3195 1575632 14 5 1 322.1254 322.1254
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Saurce: 201 20602_WER_Bzu_TripleSILAZ_pWTPrZPrpl_F20

Scannumber: 121819
Protein: B5UQF F10; [taS2; wfiE
Peptide Score:  Fr.E9
Method: IThS; CID; 2
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hass: 2789.1570%9 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 182213 1820233 1 T 23
Eetentiontirme: System.Collections., 2890533 209 0533 & 5 22 2608 15 2a09.15
St o 384.0803 +0.094243 384.0803 3 D 21 |2522.158 2522.158
Mass Error [ppm]:.  0.19417
i e 4551174 4551174 4 2 20 2407.131 2407.131
Precursor Type: MULTI sE8d. 16 sE4. 16 o E 19 233268.004 2336.0094
73122584 F31.2289 3] F 18 |2207.051 1104 029 +0. 165861
BB 2038 B8 2038 o M 17 20559 983 1030455 40319453
1025 295 1025 299 = M 16 1912.947 956 9773 +0.357965
1154.342 1154, 342 8 E T30 |1 £e3:812 1765912
12683835 268385 10 M 14 1636 85659 1636 869
1255417 -0.461403 1355417 11 = 3 iRl B T Fadd adn
T4a8 501 +0.0871486 1468.501 12 | 12 1435.794 1435.7594
general information 163171.5%64 4010788 1631.564 13 Y | sl bl 8588 +0.020328
Annotation: 16 of 24 IT 2887 F 1F2EEIT 14 F 10 1159.6847 +0.101306 580 3271 +0.2733594
CINGRUNE DR Rg 6 % 18471.701 18471701 | 15 | o0 1062594 1062 504
Intensity Cowverage: 46 %
Lo St slmaat e e 1912.738 1912738 | 16 2 & 9405102 -0.016199 945 5102
2040 797 2040 797 17 ]} £ BFYB.473 BYE.473
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2184 85 2184 85 15 S 5 ©B93.393 8693 393
+0.325054 1142 463 2283.979 20 W 4 |606.38] a0a. 361
2430 987 2430 987 21 F 3 507.25926 40068463 507 2926
-0.24458 1265531 e i B 22 W 2 |3a0.2241 2602241
2644 098 2044 098 23 M 1 [281A55F [F05139)i267 . 557
a4 K I 147 1128R 147 1128




Saurce: 201 20602_WER_Bzu_TripleSILAZ_pWTPrZPrpl_F20

Scannumber: 12834
Protein: B5UQF 260; [tas]; winl
Peptide Score: 10857
Method: IThS; CID; 2
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m/z [amu] )
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hass: 2633.16545 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 182213 1820233 1 T 23
Retentiontirme: Systern.Collections, 289 0533 +0. 144593 269 0533 2 5 22 2453 163 2453 163
St s 3840803 384.0803 3 D 21 2366.131 2366.131
Mass Error [ppm]: -0.17175
FEF- S 1111E-0& 455 1174 455 1174 4 A 200 | 2251104 2257.104
Precursor Type: |0 sE8d. 16 sE4. 16 o E 19 27180.067 2180, 067
B9y 244 697 244 a] I 18- |2051.025 10260718 +0.311251
FOB. 20917 +0.207315 7O 2917 o T 17 1937.94 a0 4739 -0 203358
845 3271 545 3271 =] M 16 1836.893 518.95 +0. 191582
1000.354 -0.45748 1060354 8 D 15 T1eB9.EL7 1089 857
1174.397 1174.397 10 M 14 1574 83 1574 .83
1261.425 1261.4259 11 = 13 1400.788 1460, 788
1374.513 +0.1683323 1374.513 12 | 125 |[V3IFFETSTS [+ 0:107252 113 T3 F 55
general information 1521.381 +0.331482 1521.58]1 13 F 11T 1280671 +0.009372 @30 83593 +0.02473
Annotation: 15 of 24 +0. 043827 789 8051 -0.4095831 1578 603 14 o 10 1113.603 +0.03676 1113.603
CINGRUNE DRERGI62 % 1681 687 -0.047117 |1691.687 | 15 | O 1055582 5287044 -0 189487
Intensity Cowverage: 45%
Protein Localisation: 297 . 220 1788.74 1788.74 16 F B 943 4975 +0.059657 472 2524 +0.154425
Yot r T B2 1917.782 17 E 7 B4a. 4447 H546. 4447
1974 804 1974 504 18 o B F17.4021 +0.2271664 717 4021
2061 836 20871 836 15 & 5 B6a0.3807 aa0 3807
Zhad B L i f T 20 A 4 |573 3486 573.3488
+0.3926172 1140.474 22758 941 21 F & [T o AEEE i
-0 108683 1190.00% 237901 22 W 2 |3a5:243] o 4]
2480 087 2480 057 23 ik ¥ (2551747 256, 1747
a4 K I LS o (e B FEEEER



Source:

2071 20602_VWR_Bsu_TripleSILAZ_pWTPrkZPrpC_F20

Scannumber: 122493
Protein: B5U23330; pgk
Peptide Score: 111.EE
Method: ITHS; CID; 2
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iz Systerm.Collections,
Charge: System.Caollections, 114.05134045 1 | 18
Fetentiontitme: Systerm.Callections. 213.15975438 2 W 17 19584 99505 1984 905848
L 1116aEs 310.21251822 3 P 16 18850285641 +0.4035873 18850785661
Mass Error [ppm]:  0.13155
e S 423.2065822 4 | 15 1788.8758022 804.04153034 -0.3513204
Precursor Type: MLLTI £10.32861061 5 5 14 1675.7917382 |+0.39553097 1675.7017382
B39 3712037 & E 13 1588.7597098 1588. 7597095
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et 12 of 19 1244 6173974 11 I 8 967 55408704 -0 3748113 G57.55408704
AminoAcids Coverag 63 % 1373 85995905 72 E 7 B54.47092306 H554 470892306
Inten=ly SoberRgE, (o0 % 1444 6071042 13 A 6 72542832006 +0.1164608 72542832006
Protein Localisation: 280 ... 298
-0.0235985 1557.7811a82 14 I 5 654 397121617 -0. 1133841 G54 39121617
+ 00503204 1672 80811132 15 O 4 541.30715215 +0. 1886974 5471 307152159
178585621752 | 16 I 3 426280200746 -0.038754]7 42628020016
1842 913635 17 Z 2 313.189681714518 313.19614518
1945 95613174 18 T 1 |256.17468146 256. 17468146
19 K [ 155 12700208 155 2700288



Saurce: 201 20602_WER_Bzu_TripleSILAZ_pWTPrZPrpl_F20

Scannumber: 123626
Protein: BSUD4E20; rebb; yoxs
Peptide Score:  100.519
Method: ITHS; CID; 2
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iz System.Collections,
Charge: Systern.Collections. 114.08173 114.0%913 1 | 24
Fetentiontitme: System.Collections. 2FF1547F  -0.03742 2771547 2 " 23 Z2and 245 2aaz 245
L WAcae 406 1973 4061573 3 E 22 2405 182 1250004 +0. 137148
Mass Error [ppm]:  -0.20215
e R S07.2440 507.2445 4 T 21 2370.130 1185.573  +0.268064
Precursor Type: MLLTI He4d. 26604 Had4. 26604 5 o 20 228589091 22059 091
0353035 -0.140881 635 3035 & fa 15 |12212.0F 2 2 AT
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+0.03712741311.108 2621.209 24 A 1 228.1a41 220 1641
25 E ] g e T | B o e



Source:

2071 20602_VWR_Bsu_TripleSILAZ_pWTPrkZPrpC_F20

Scannumber: 12652
Protein: B5UZFEERD; yrzr
Peptide Score: 9072
Method: ITHS; CID; 2
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hass: 2z240.00042 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 182.02128535 1 T 18
Eetentiontirme: Systemn.Collections, 269.0533137g| 2 5 17 2059 09305065 2059 9030804
L S 383.00624121 3 1 16 1072 0610671 085 OB41688 -0.1335820
Mass Error [ppm]:. 0.26549
PEF- 0022506 560, 17555418 4 ) 15 |1858.9181337 G20 08270508 -0.0081152
Precursor Type: =0 B52.258961814 & I 14 1672.8388207 16872 8388207
730 28108188 & o 13 1559 7547568 +0.222254 1559 7547568
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T 14 0f 19 -0.3178152 1269 4783377 11 i 8  1100.5945147 1100.5545147
AminoAcds Coverag 74 % 1395 5209308 12 E £ (ST 2 5360372 BT 2. 5360372
inten=ly SoherRge. 190 7 1460 5580446 13 A 6 ©43.4034441 -0.3253533 843.403444]
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1582 64271088 14 I 5 F72.45833031 -0.2458811 T7TZ2.4583303]
+0.33409517 1711.6847017 15 E 4 B850 37226633 650 37226633
15840 7272548 186 E 3 53032967324 +0.2582174 530.32067324
+0.1514008 1953. 8113587 17 I 2 407128708014 +0.037871 4071 28708014
2086 8954227 18 I P - R e T 288 20307814
19 F [ ) ST oL e 175 11R8G5218



Saurce: 201 20602_WER_Bzu_TripleSILAZ_pWTPrZPrpl_F20
Scannumber: BOF2
Protein: BSUT 2360; whwC
Peptide Score: 139419
Method: ITHS; CID; 3
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hass: 178279117 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
g System.Collections. 114.0913 114.09173 1 | 15
Eetentiontirme: Systermn.Coallections. 185.1285 185. 1285 2 A 14 (1870715 i g b
euie lazda 255 1656 256 1656 3 A 13 1590678 B0 3425 +0.104681
Mass Error [ppm]. -0.28247
PEF- 2 GEGGE-25 384.2241 384 2241 4 o] 12 |1528.a841 1528.a641
Precursor Type: %0 447 24565 447.2456 5 i 11 1400.582 +0.190607 1400, 552
570 2882 +0.04555959 570 258582 5] E 10 [1343.58a1 1343 56
B98 3308 099 3308 oF E G 1214.518 1214.518
BB BFET [FUIF225TIRTZ.3727 o] M 8 1085475 +0.065464 1085 475
deneral prormidyan 900, 4058 000 4058 O 5 7 971.4325 +0.056023 971.4325
Annotation: 13 0f 16
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Intensity Coverage: <9 % 1058.475 +0.0539715 1058.475 11 T 5 |82F 379 B27.379
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-0 1065873 733.8116 1d466.a616 14 I 2 431.2744 +0.012897 431.2744
1829670 -0.070087 1620 670 15 b 1T 3181903 407100305 318, 1903
16 K ] 552 F FES AT



Source:

2071 20602_VWR_Bsu_TripleSILAZ_pWTPrkZPrpC_F20

Scannumber; FEO0
Protein: B5UT 2620; mitnl; vkrd
Peptide Score:  102.5
Method: ITWS; CID: 3
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hass: 1452.6455 & dalton Frass SEQ & dalton Fnass
iz System.Collections,
Charge: System.Caollections, 72.044350254 1 A 12
Retentiontimme: System.Collections. 200 102987786 2 o] 11 1390634115374
atOte ks k, +0.0538661 315129510798 3 D 10 1262.575537862 +0.1875237
Mass Error [ppm].  0.0295874
PEE- 5 25E87E-05 008229859 414.198324714 4 i 5 1147.54859483 +0. 2252372
Precursor Type: MULTI +0. 151022 27 2823880594 5 I 5 1045.480180914 +0.06862058
614.314417104 5] 5 7 835.3946118933 +0. 159793582
general information F27. 398481085 o | b 548 304088524
Annotation: 9of 13 514.4305094595 5 5 5 T35.280024543 +0.085578
IURBRENS sk D% 020 457452527 5 D 4 648247006133 +0.1436665
Intensity Cowverage: dd%
Protein Localisatioh: 76 ... 85 1086.455811345 10 5 3. |15FF 2210531461 +0 0704508
+0. 3877358 1210498738752 11 M 2 SBB.222094283 +0. 10915359
1307.551502a644 12 P 1 252.17597868356 -0, 048995
14 kK 0 RS 127002054



Saurce: 201 20602_WER_Bzu_TripleSILAZ_pWTPrZPrpl_F20

Scannurmber: #1065

Protein: BSUZE020; =odfA; wqgl
Peptide Score:  202.34

Method: IThS; CID; 2
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hass: 1854.85534 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 114.0813 174.059173 1 | 16
Eetentiontitme: Systerm.Collections. 243. 1335 243.1339 & E 15 |17590.794 17590, 754
Belbe: £ledslh 356.218 -0.199473 356.218 3 | 14 1661.75] 1661.751
Mass Error [ppm]:  -0.41016
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17 K ] ik i s e




Source:

2071 20602_VWR_Bsu_TripleSILAZ_pWTPrkZPrpC_F20

Scannumber: aran
Protein: BsU28090; wals
Peptide Score: 1572
Method: ITHS; CID; 2
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hass: 155466322 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. Tas. 00548 168 00545 1 5 13
Fetentiontitme: System.Collections. ZET.QBQF 40022727 281.0897 2 I 12 13%96.a87 13898 6587
iﬂ“""f:E e 13?35']33”]3 338.1112 38E 1112 | 3 B 11 1283 603 G427 305  +0.1019712
ass Errar [ppm]; -0.
i T 452.1541 452.1541 4 M 10 1226.581 +0.071554 613.75943 -0.043362
Precursor Type: MLLTI 09 1756 +0.022505 509 17568 5 o G 1112.538 -0.041036 1112.538
a0s. 244 +0.11375%9 605,244 & i 5 1055517 400806047 1055 517
F23.2708 il a1 7 ] 7 850.4485 -0.045585 956 4485
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T e T G57.3501 6673501 O M 5 7443688 7443688
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1284 538 -0.3071679 1294 538 12 I 2 |FEF23E 00528259 383 238
+0. 147864 705 2864 14059 565 13 1 2701539 +0.042953 270.1539
14 k n 1559597 5% -TEF



Saurce: 201 2060 2_WE_Bzu_TripleSILAC_pWTPrkCPrpZ_F21

Scannumber: 143931
Protein: B5UO4710; rsby
Peptide Score: 23595
Method: IThS; CID; 2
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hass: 201787275 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
Farge System.Collections. 116.0342 116.0342 1 O 17
Retentiontimme: System.Collections. 21 5. T2 2715 P26 2 L 16 1911.8659 15911.8659
atOte 2303 302.1347 502.1347 3 5 15 1812.801 1812.801
Mass Error [ppm]:.  -0.79917
PEE- 5 0SE7E-106 405 198 485 198 4 b 14 1725 78% +0.004515 803 38759 +0.085772
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-0.371898 936, 8917 +0.091761 1872.7768 1% F 1 302.195%4 +0.083708 302.1954
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Source:
Scannumber:
Protein:

2071 20602 _WR_Bsu_TripleSILAZ_pWTPrkZPrpC_F21

LE7rd

B51371 20; fba; fbal; fbak; tsr

Peptide Score: 20868
Method: ITHS; CID; 2
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hass: 1459668673 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 114.05134045 1 | 12
Fetentiontitme: Systern.Collections. +0.0681075] 228.1342a785 2 [+ 11 1392 682457133 13592 6246133
L g 08 _0.03678E3  327.20268181 3 W 10 1278.581685% +0.1045506 1278 5816850
Mass Error [ppm]:  -0.31069
PEF- 1 S5416E-55 +0.0680504 447 245600928 4 ¥ G 1179.513272 +0.01260859 500 26027421 -0.0678914
Precursor Type: MLLTI -0 4508264 B22.258961814 & T 8 10854703445 +0. 135825881 10654703445
751.302271124 B E 7 B84 45833563 +0.1110472 854 45633563
general information 805 34513888 7 M 6 75541374253 -0.0321507 75541374253
Annotation: 11afl13 +0.020G054 S593 403716719 8 ] 5 6471.37081508 641.37081508
SIINBA LS LOUERdY 05 % +0.1008420 1106 4877802 O | 4 513.31223757 +0.0760836 51331223757
Intensity Cowverage: 66 %
Protein Localisation: 230 . 242 +0. 05874572 1193. 51958088 10 5 3 400 22817359 +0.1440798 400 22817355
1280 551837 11 5 2 313.19614518 -0.0690395 3213.19814518
+0.05156175 13575889508 | 12 fuy 1 226168411677 -0.0027295 226.16411677
13 K [ 155 12700208 § L e T B
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Source:

2071 20602 _VWR_Bsu_TripleSILAl_pWTPrkZPrpl_F22

Scannumber; 100596
Protein: B5UT BEO0O; tsf
Peptide Score: 10505
Method: ITWS; CID: 3
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hass: 192381743 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
Charge: Systern.Collections. 148. 04267565 148. 042675659 ] Ml 16
Eetentiontime: System.Collections., 27708520875 FILUES2REFE | 2 E 15 1785 8033655 +0. 1381628
Belbe: LUk, 3591.12819624 359112819624 3 I 14 16567607725 -0.3251035
Mass Error [ppm]:. 0.10277
FEF- 7 0915E-0& 445. 145965596 +0. 1422712 445 145655998 4 ia 13 15%42.717845% +0.0872087
Precursor Type: MULTI 53 Soa ERe T SanralaeRsr | 5 5 12 1485 6563813
B30 22930685 B3n. 22930685 6 T 11 1398.6643525%9 +0.05342086
-0.0338593 2 = ) B R faa. 2R 8UFa | W 10 12897 .6la6744
B0d.34037386 Hod. 34037380 8 E 5 1158 5482605 -0. 45856354
general information GO3 3829060595 GG3 38290095 O E 8 1089 5058674
Annotation: 14 of 17 1156.44625955 1156.44625855 10 g 7 84046307425 -0.0665285
AminoAcids Coverag 82 X 12655303505 +0.0784052 1269.5303505 11 | 5 7F7.30074575 -0.0364035
Intensity Coverage: 33X
Protein Localication: 115 . 151 1370. 5780375 1370.5780379 12 T 5 686431568177 +0. 107475
e T T Eawadhaaasg | k3 5 4 Hp3 Z2eB00325 +0 23272091
+0.4218453 B04 B1039351 1608.6135108 14 A 3 396.260590444F
1707.6819245 +0.2032074 1707.6819245 15 W 2 2523253069
1778. 7190383 +0. 1863573 1778. 7190383 16 A 1 226810411677
17 4 0 155 12700205



Source:

201 20602_VR_Bsu_Trip

S LA _pWTPrkCPrpC_F22

Scannumber: FO2E
Protein: argl; BSU11 200
Peptide Score: 1363
Method: ITHS; CID; 2
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hass: 1535.6605 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
Charge: Systern.Collections. 1150502 TSR0 1 M 12
Fetentiontitme: System.Collections. 22900371 40048227 229083517 2 M 11 1434 639 1434 639
L Tdhiadas 358 1357 -0.046308 358 1357 3 E 10 13205596 1320, 505
Mass Error [ppm].  -0.098316
FEF- 6 S3E2E-14 455 15885 455 1885 4 P G 1191.554 400927194 508 2505 +0.15574
Precursor Type: MLLTI 5832471 +0.103093 583.2471 5 ] 8 1094 501 +0.342345 10894 5017
+0.471995 340 6536 BE0. 29958 3] P 7 985.4423 40032098 906 4423
general information He 7. 282 +0.087811 827.3682 o F B B659. 35045 H09. 358968
Annatation: 10o0f13 G714 4003 G714 4003 o] 5 R I s i P
SIS LS COUERd g7 % 1043443 1043443 O E 4 6352891 6352891
Intensity Cowverage: 6d%
Protein Localisation: 353 .. 365 1210.441 1210.441 10 5 3 50652465 40068632 506 2485
A R F323 525 11 | 2 339.2482 339.2482
13594 562 -0.0275856 1394 582 12 A 1T 226 1641 +0.168296 226.1641
13 kK ] b e e TSRS



Source:

2071 20602 _VWR_Bsu_TripleSILAl_pWTPrkZPrpl_F22

Scannumber: 23931
Protein: BsU3z2260; hom; tdm
Peptide Score: 194 .48
Method: ITHS; CID; 2
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hass: 161871271 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. H8.02874 58.02874 1 i 13
Fetentiontitme: Systerm.Callections. 171.1128 171.1128 2 I e Kl -l e B
iﬂ“""f:E e 133’:?22; 258 1448 +0.083866 258 1448 3 3 11 1457629 -0 145008 729318 +0.074043
ass Error [ppm]: -0.
i T 386.2034 +0.065023 386.2034 4 a 10 1370.507 1370.507
Precursor Type: MLLTI 4590 25875 +0.0175159 499 2875 5 | G 1242.538 +0.288448 1242.538
B0 3352 B0 3352 & T 85 1129.454 -0.012131 1129.454
Flacdha] P e T 7 ] Fo 1028406 +0.231836 10285.4086
al inf at
Seotbhn bbbl 844.4047 -0 101167 844.4047 | & E 6 913.3794 913.3794
Annotation: 11 af 14
T e T G50.4316 -0.073783 G50.4316 O D 5 784.3368 -0.013935 784.3363
Intensity Coverage: 63 % 1072516 -0.005442 1072.518 10 I 4 5689 3089 BEes 3095
A3 e Sl A G _0.32164 6202607 1239.574 11 3 % |556.2258 |£0. 1033245562258
1386.582 1388 582 12 F 2 3892274 40185702 389 2274
1473.614 -0.151972 1473.614 13 5 1 242.159 242,155
14 k n 1559597 5% -TEF



Source:

2071 20602 _VWR_Bsu_TripleSILAl_pWTPrkZPrpl_F22

Scannumber: a3ar
Protein: B5UQOF30; cysk
Peptide Score:  F4.05
Method: IThS; CID; 2
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hass: 2332.138584 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
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Retentiontime: Systerm.Collections. 125 0655 129 0655 2 i 22 2290.124 22590124
St Ll 2431088 +0.0605 2431088 3 M 21 [2233.103 2233.103
Mass Error [ppm]: -0.33302
PEF- 000012517 344.1565% +0.073643 344.15a5 g T 20 2119.08 21158.06
Precursor Type: MLLTI 457.2405 40001725 457 2405 5 I 8. 207180102 2018.072
570.3248 -0.086348 570 3246 5 I 18 1904 928 552.9676 -0.0486887
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123553 235548 12 M 12 1240.881 1240 681
general information IEEE S E 3G e 13 T 11 1126.638 1120638
Annotation: 14 of 24 1393.a +0. 102745 1393 .8 14 i 10 (1025.59 1025 55
SN GRS DREREISE % 1506 684 1506.684 | 15 | 0 068 5680 068, 5589
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+0. 282045 B35 8982 1676.785 T I 7 T9E. 4833 798 4633
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Saurce: 201 20602_WE_Bzu_TripleSILAZ_pWTPrkCZPrpl_F23

Scannumber: 10277
Protein: B5U23340; gap; gapA
Peptide Score: 7243
Method: ITHS; CID; 3
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o
hass: 114762511 ; Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections, 29 04430 29 04430 . i 5
Charge: Systerm.Callections. ; :
Eetentiontime: System.Callections, 1711128 TEL T 28 2 W 5 108581 543 3085 -0.0089%94
euie fedu95 338.1112 3881112 | 3 3 7 0865413 +0.410336 0986 5413
Mass Error [ppm]:. -0.22882
FEF- 0012379 4571.1852 4571.1852 4 | g 519 543 =519 543
Precursor Type: P LILTI 550,263 +0.026215 550 2636 5 W 5 JF08.4588 40170127 706 45859
gl:lll:[d.l ITINLAT TR
ey & of 10 aa3.3477 603 . 3477 5] | 4 807 3905 +0. 164627 a07.3905
Arminofcids Coverag 50 % Fal. 4005 Fa0 4005 o P 3 494 3064 +0.05765] 494 3064
M A e L B R ~0.252513 4452252 580 4431 @ E 7 |397.2537 307 2537
Protein Localisation: 215 ... 224
B2 57 L = | 1 (26827111 Ho022E28des8211]1
1100 K ] %% 12F 15% F



Saurce: 201 20602_WE_Bzu_TripleSILAZ_pWTPrkCZPrpl_F23
Scannumber: 10E0E
Protein: B5UT12140; ahrA; wklA
Peptide Score:  119.32
Method: ITHS; CID; 2
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m/z [amu] )
£
hass: 1467 686 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, oB.02874015 1 G 13
Eetentiontirme: Systerm.Collections. 187.07133326 2 E 12 1419 68581686 710.34654653 +0 4455536
L 11791 30 +0.2120880 24400279707 3 & 11 12006432235 -0.1521346 1200 6432235
Mass Error [ppm]:  0.12209
PEE- 5 013E-10 -00.3054530 243.18727063 | 4 W 10 [1233.62175068 |-0.2815408 1233.6217508
Precursor Type: MLLTI +0. 1052226 430 193235934 & 5 G 1134.5533459 -0, 10839594 1134 5533455
507123035312 6 A 2 1047 5213174 -0.040581% 1047 5213174
aes.22871194 7 5 7 978 48420368 -0 00715987 O7e 48420366
al inf at
Seotbhn bbbl 797.27130504 8 E 6 80048584484 +0.0470076 B00 48584484
Annotation: 12of 14
Arninofcids Coverag 56 % Q10 35538502 O I 5 B30.44325174 680, 44325174
Intensity Coverage: <7 % 1039 389705827 10 E 4 567 359158778 +0.0050245 SB7 25818776
3t el sl U 1110.4350759 11 A 3 438.31650467 +0.0337471 438.31650467
1223.57197309 12 I 2 367 279458088 +0.0632315 367 27094808858
e S e et o (R e 1 254.195416%9 -0.0409058 254 1954765
14 K n TERE 127FNN2as TEE 127FNMN2?As



Saurce: 201 20602_WE_Bzu_TripleSILAZ_pWTPrkCZPrpl_F23

Scannumber: 10788
Protein: B5SLUT1 BROD; nusA
Peptide Score:  E2.38
Method: ITHS; CID; 3
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o
hass: 186796583 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 204435 F2. 044359 1 A 16
Eetentiontime: System.Callections, 173.0921 173.0821 2 T 15 1805954 1805 954
euie 037840 274 1397 274 1397 3 T 14 1704906 1704506
Mass Error [ppm]: 0.11591
FEF- 0007915 ITI 2052 373 2082 4 W 13 |1603.859 1803 859
Precursor Type: P LILTI 4860, 25822 4860.25822 5 | 12 1504.75 +0. 2827760 752 8887 00718195
5853608 -0 10777 5853606 5] W 11T 1391.706 40791913 1391.706
BEZ2.4124 682 4134 o P 10 12592 838 40013257 640 8225 -0.394288
F87 4403 797 4403 o] ] G 1185 585 ™ ™
general information -0.028934 480 7555 Qa0 5037 = Y 8 1080.558 -0.200005 1080 558
Annotation: 9 af 17 1088.562 +0.295536 1088. 562 T ] 7 917.4947 917 45947
AminoAcids Coverag 53 % 1201.645 1201.6468 11 | 5 780.438] 7ED. 43567
Intensity Coverage: 36X
Protein Localication: 305 . 514 13658 645 1365.645 12 5 5 |G67¥6:3521 67a.3521
1481.725 1481.729 13 | 4 508 3537 509 3537
1552768 EEE2 TEG 14 A 3 396.2698 396 2698
1aa5 85 +0.194761 1665 85 15 | 2 (3Z5.2325 ) |=:0B0034 1325 2325
! e | Tre2a8d] T1a i T 212.1485 212.1485
17 K ] ik i s e



Saurce: 201 20602_WE_Bzu_TripleSILAZ_pWTPrkCZPrpl_F23

Scannumber: 11885
Protein: BSLI23130; cits; icd
Peptide Score:  1E2.E]
Method: ITHS; CID; 3
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i
hass: 1610.80657 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz System.Collections,
Charge: Systern.Collections. 114.0%13 114.0%73 1 | 12
Eetentiontirme: System.Collections. N 2271754 & | 11T 1458.73 1498.73
atOte LREab S 304,1738 5041738 3 5 10 1385646 -0.005569 1385646
Mass Error [ppm].  0.027936
B e 541.2422 541.2422 4 F G 1218648 -0.038048 1218 648
Precursor Type: MULTI Bhd. 320 bhd. 32602 ) | g8 1071.57%9 4005171594 1071.575
FEZ . 3H4E FB2. 3548 3] ] 7 8958.4952 40010441 9558 4952
general information HOa. 4277 BoOn 4277 - M b B30 4367 -0.0]11365 415722 -0 257485
Annotation: 10af 13 102547 102547 o] E 5 (71683937 -0.025383 716.3937
it S ) _0.246172 560,7808 1128.554 o | 4 587.3511 -0.009767 587.3511
Intensity Cowverage: 49%
Protein Localication: 166 .. 178 V2525 50E | st 10 M 3 4742671 -0.0071631 474.2671
1251.0060 -0.024957 1351.066 11 W 2 3a0.2241 +0081885 300.2241
1465 709 +0.0635911 1465 709 12 M 1T 261.155%F -0.016114 261.1557
14 kK ] Tdsrs il 147 1128



Saurce: 201 20602_WE_Bzu_TripleSILAZ_pWTPrkCZPrpl_F23

Scannurmber: 4081

Protein: B5UZ23290; oxaf2
Peptide Score: E2.3

Method: IThS; CID; 2
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200 300 400 S00 00 Faa aa0 900
m/z [amu]
hass: 995.465858 & dalton Frass SEQ & dalton Fnass
iz System.Collections,
Charge: System.Caollections, 102.0545954541 1 T &
Fetentiontitme: Systern.Collections. +0.07192595 173. 002088728 2 fa Y805 442353585845 +0. 16595388
L Dealles 400485213 244 120182516 3 A & 835405225057 +0.0541036
Mass Error [ppm]:.  0.040724
PEF- 012106 357.2132464097 4 | 5 |764.3681112609 +0.0742705
g Precursor Type: MLLTI it L T A 5 T 4 B551.284047280 +0. 0735577
Annotation: 6 of 9 667.2698458475 5 E 3 470270038406
AminoAcids Coverag 67 %
Intensity Coverage: 43 % 754, 301876885 7 5 2 341.22744531
Protein Localisation: 267 ... 275 -0.03459026 B53. 370290802 ] W 1 25415954165
(B kK ] 155 12700246584



Saurce: 201 20602_WE_Bzu_TripleSILAZ_pWTPrkCZPrpl_F23
Scannumber:  FRET

Protein: B5UTE290; flgE; flga
Peptide Score: GE.F2
Method: ITWS; CID: 3
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m/z [amu] ,ﬂ
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hass: 1633.66504 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz System.Collections,
g System.Collections. 148.04267 565 148.04267585 1 M 12
Retentiontime: Systerm.Collections. 261 12653968 2al1.12a673%9a8 2 I 11 1495 a507072 +0.1377449
atOte 2380 417.2278507 417.2278507 3 10 1382.5666432
Mass Error [ppm]:. 0.246592
PEF- 010597 504 259875911 504 25987511 4 & 1220.4855322
Precursor Type: MULTI 017.34394309 B17.34394308 & 8 1135.4335038
Ba0.373a0204 B0 37300204 @ 7 1026.3454398
general information 1027 37196059 1027 3719805 7 b FB3.31978B087
Annotation: Fof 13 1084.3934246 1084 3934248 & 5 |816.32142205
SIS ] 1107 4774886 11074774886 O 4 55020005833
Intensity Cowverage: 17 %
Praotein Localisation: 1 ... 13 -0, 434235 a4z FRE3I9672 1284 509517 10 5 3 4465.21585435 +0.341967
13471.5309807 -0, 1556145 1341.5309807 11 o 2 359, 1838605594
+0.0185307 744 FEEEZEZ -0.1277813 1488. 566375958 12 1 1 30276240221 +0.1847a658
13 K 0 IS5 T27/00208



Saurce: 201 20602_WE_Bzu_TripleSILAZ_pWTPrkCZPrpl_F23

Scannumber: 2E45
Protein: bdhA; BSUQE240; wdjL
Peptide Score:  Fd4.42
Method: IThS; CID; 2
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m/z [amu] )
]
hass: 1420.65454 & dalton Frass SEQ & dalton Fnass
iz System.Collections,
Charge: System.Caollections, 72.0443502 54 1 A 12
Retentiontirme: Systermn.Collections, +0.1455301 20T.08698335] 2 E 11 1358 669438247
atOte 447 5e] 330.120576447 3 5 10 1229.626845151
Mass Error [ppm].  -0.097729
FEF- 00079301 +0. 1786936 443 213640427 4 | g (1100584252055 +0. 2586435
Precursor Type: MULTI S00.235704151 o o 8 DLDEF.SO0IEE074 +0. 1654003
ST V2TZ2TT539 a] A 7930478724357
general information bE4. 350281010 o | b EB39.4410l10563 +0. 1 78B2EY
Annotation: 9of13 797 440345899 =] | 5 746357546583 -0.021364%
IURBRENS sk D% +0.1448046 206 508759816 5 v 4 633273482602 +0.1632239
Intensity Cowverage: 41 %
Praotein Localisation: 209 .. 221 1017.535702848 10 O 3 534 2050686860 +0.71193542
+0.3515963 1108. 5884067 11 F 2 419 178125654 +0.0040033
127 5586825518 12 5 1 |322. 1258617802
T4 K 0 185 127002084



Saurce: 201 20602_WE_Bzu_TripleSILAZ_pWTPrkCZPrpl_F23

Scannurmber: 3810

Protein: B5UZ23450; tp=; ywigl
Peptide Score: 13529

Method: IThS; CID; 2
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m/z [amu] )
]
hass: 2041.52372 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. TRE ST TR A EST 1 W 4T
Fetentiontitme: Systerm.Callections. 1570972 157.0972 2 Z Ta 1951.878 1857 878
L l3niades 272 1241 7721247 | 3 O 15 1804 856 1804 855
Mass Error [ppm]: -0.39603
i S 4001827 -0.028134 4001827 4 a 14 1779.820 2004182 +0.117779
Precursor Type: MLLTI 471.21898 -0.085481 471.21598 5 A 13 1851.771 -0.082499 1a651.771
a8 2726 SE8.2726 & F 12 1580.733 +0.0917 1580 733
BE3.2905 B83.2995 7 ] 11 1483.681 +0.192804 1453.65]1
B30, 3875 B30, 3679 o F 10 1368.6854 -0.454447 1368.654
G31.4156 +0.052674 931.4158 = T G |1221:585 4013689 1a1ldd |.585
general information 1030.484 +0.060066 1030.484 10 W 8 1120.538 -0.133155 1120.538
Annotation: T4 of 18
Rihok o Coveraaa 1143.568 +0.134571 1143.568 11 | 7 1021.4a5 1021.40%9
Intensity Coverage: 51 % -D.2072071 622.8115 =-0372092 1244.676 12 T B 908 3852 454 6962 -0.355305%
Protein Localisation: 20 ... 37 1358650 1358.650 13 I 5 BOF.337S 807.3375
1525657 1525 657 14 5 4 593 2948 683 2946
1638.741 1638.741 15 I 3 526289583 -0 1057071 526 29583
1767.7584 1767.7584 Ta E P | B B S e 413 2122
18898 826 +0. 377577 1896 826 17 E 1 2584 1858 284 1695
18 kK ] T 5527 TS5



Saurce: 201 20602_WE_Bzu_TripleSILAZ_pWTPrkCZPrpl_F23
Scannumber: 3411
Protein: BSUTEE10; pyrH; smbA
Peptide Score: 285
Method: IThS; CID; 2
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mfz [amu] 7.
=
hass: 244620573 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 114.0913 114.0013 1 I 23
Retentiontime: Systermn.Collections. 281.0897 281.08597 2 5, 22 2342 148 2342 148
St sl 338.1112 558.1112 | 3 G 21 [2175.15 2175.15
Mass Error [ppm]:. -0.28186
FEF- 4. SE9E-07 467 1538 467 1538 g E 20 [2118.128 2 1 18128
Precursor Type: MLLTI S38.1200 000084 538.1000 o b, 12 198D 085 1980 085
651.2745 651.2749 =] I 18 1918.048 S50 5278 +0.046215
R PN T £ b, 17 1804 964 D02 DEZE +0. 1903227
i R e = o 16 1733.927 1733927
Q. 370l QOB 3761 =) E 15 1676206 1676.906
1036.435 1036.435 10 ] 14 1547 Ba3 |54 7. 863
10093 .456 1093 456 11 o 132 1419.805 1419, 805
1207.49%9 +0. 153026 1207.495 12 M 127 |1362.783 362 T84
general information 1264.321 -0.076567 1264.52] 13 o 11 1248.74 124874
Annotation: 16 of 24 +0.057971 689 3059 40 103529 1377 605 14 I 10 11191.715 1191.71%9
SN GRUNE DR ERg 60 % 1457 648 +0.05169 1491 648 15 I 5 1078635 +0.340052 530827 +0.073515
Intensity Cowverage: 58 %
Protein Localization: 12 . 26 T5EE: 7 1588.7 16 F 8 9645917 +0.00479 4582 7995 +0.042671
1689 748 1689 748 17 T 7 BBY. 5389 +0027341 867.5389
-0 428859 B94 5118 TraE Bl h 18 W 6 F00.4913 F0a 49713
1907.9 1501.9 15 I 5 B67.42258 40 143128 667 42259
2029 5505 2029 0559 20 o] 4 554 3388 +0.080897 554 3388
2116.991 2116.991] 21 5 3 4282802 40334476 426.2802
2230075 L2Z S 22 I 2 3392482 +0.196582 339.2482
Zan2 2 0E] 23 1} 1 (2261641 226.1641]
24 kK I TR T FEELENE



Saurce: 201301 21 _VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate?_FO3

Scannumber: 108458
Protein: BSUZ23260; wqjl
Peptide Score:  135.019
Method: ITHS; CID; 2
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hass: 154495561 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
g System.Collections. 72 04435 72 04435 1 A T
Fetentiontitme: System.Collections. 1259 05855 129 056559 2 Z Ta 1874.8926 37 9888 -0 169487
L EamnBa s 3100700 +0.014803 3100795 3 T 15 1817.004 1817.5904
Mass Error [ppm]. -0.085325
PEF- 4. 7O03E-20 381.117 381.117 4 fa 14 1635 .85 E818.9489 4+0.227052
Precursor Type: MLLTI 4582 . 1647 452 . 1647 5 T Lax | shea53 783 4303 40295264
587, 19176 5597.159178 5] O 12 1464 85086 73209065 400455844
Bas 2287 gao8 2287 7 A 11 13489.77% 13459, 779
789 2764 7E9 2764 ] T 10 |1278. 742 1278.742
E82 3805 I R A = | Q 1177.894 1177.6594
general information 1010.415 1010.419 10 Q 8 106461 40278069 1064.6]
Slae b, lars 1097.451 -0.085004 1097.451 11 S 7 09365513 -0.010217 468.7793 +0.058606
Aminofcids Coverag 78 %
Intensity Coverage: 48 % 1210535 T2A0 535 12 | B 545 57193 40072044 545 57153
Protein Localisation: 76 ... 93 +0.03186 £62.3132 1323619 13 | 5 736.4352 +0.137187 736.4352
1420672 +0.048230 1420 672 14 F 4 523 3511 -0.024%904 523.3511
1557.731] TS5F T 15 H 3 5256, 2984 526.2084
16708 a0 ETS T1a | 2 389 2385 40042887 389 2395
1799 B58 1790 858 17 1 276.1554 276.1554
18 kK ] i e o ord = a7 T 12AE



Source:

2071301 21 _WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate2_FO3

Scannumber: E230
Protein: B5U3L5E20; ggab
Peptide Score: G402
Method: ITHS; CID; 2
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hass: 1525.70026 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
g System.Collections. 1259 0655 129 0655 1 i 13
Eetentiontirme: Systemn.Collections, 243 1088 243 1088 2 M 12 11410.662 1410 662
L “llaalln 200.1302 3001302 3 B 11 1206610 1206610
Mass Error [ppm]: 097119
PEF- 0035445 357. 1517 3571517 4 G 10 1239587 +0:418715620.3023 +0.192002
Precursor Type: MLLTI 456.2201 4560.220] 5 W G (1182578 #0056 1451 182 576
65232185 232 T85 5] 5 8 (1083.507 1083, 507
Fo 2 5S o g e 7 5 7 918.50%9 G165, 500
al inf ab
Seotbhn bbbl 781.2876 781.2876 8 A 6 |820.477 820.477
Annotation: Qof 14
Arinofcids Coverag 64 % Q37 3887 Q37 3887 = E. 5 F58.439%5 A79.7238 00095320
Intensity Coverage: 293 1057.432 1057.432 10 M 4 502 3388 &02- 3388
A3t HEC L Sl A Gl A 1214.495 1214.495 11 y 3 488.2950 488.2059
1271.516 -0.097995 1271.514 12 o il s e AT 02325
-0, 1265259 892 85039 -0.015983 1384.60] 13 | 1 288.2111 +0.106346 268.2111
14 k n 1559597 5% -TEF



Source:

2071301 21 _WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate2_FO3

Scannumber: E247
Protein: args; BSU3F 330
Peptide Score:  91.31
Method: ITHS; CID; 2
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hass: 155586503 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. G5 08004 G5 0a004 1 F 1a
Eetentiontitme: System.Collections., 2450854 +0. 7142033 24505854 2 M 15 |1858.5825 9304159 40 147646
L =106 342 1482 +0.042050 342 1482 3 P 14 1712 780 556 8082 -0.004637
Mass Error [ppm]: -0.49271
FEF- S SE42E-06 471.1908 471.1908 4 E 13 (1815738 W|lE-ris
Precursor Type: MLLTI Y L S A T 5 ] 12 1486.694 743 8505 40408703
Bd3. 2392 643 2392 3] i 1 (¥ EEY BET B860.337 +0. 165835
HE0. 26859 HE0. 2088 7 bl 10 1314.645 1314.645
-0.321743 521 6886 1042 537 o] F. G Toryl.ala M. 816
general information 10959 341 +0.074505 1099 3917 = i g4 89155146 8155146
Annotation: 12 of 17 1228.434 1228.434 10 E 7 B58.4931 -0.355108 855.45931
ArminoAdds Coverag 71 % 1343461 +0.041702 1343.4681 17 B 5 7209.4505 720 4505
Intensity Coverage: 36X
Protein Localication: 196 . 212 1456.545 1456.545 12 | 5 B8l14.4236 Bl14.4236
+0.012927 7853182 -0.120434 1569 629 13 | 4 5071.33485 501.33585
+ 0. 2858082 820 83867 1640 666 14 A 3 388.2554 +0.118089 388.2554
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T80 L2  §= 8 L e Ta i 1T 2041343 -0.015249 204 1343
17 K ] g [ 147 1128



Source:

2071301 21 _WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate2_FO3

Scannumber: 98r7
Protein: B5U13200; r=bRE; vkobB
Peptide Score: 237 .4
Method: IThS; CID; 2
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m/z [amu]

s
hass: 187794545 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,

Charge: System.Caollections, 88.039304876 1 5 16
Retentiontime: System.Collections. 189. 08698335 2 T 15 1791.9252067 1797.9252067
atOte 234804 26012409714 3 A 14 16590.8775282 1600.8775282
Mass Error [ppm]: -0.27071
FEF- 9 5593E-1053 +0.173156 3F3.2081=112| 4 I 13 1619.8404744 -0.0312103 1615 84041744
Precursor Type: MULTI +0.0420034 480 2922251 o I 12 1508, 7563505 -0.27066050 Fo3 BE1ETId4n +0.257835
5H3. 344985895 6 F 11 1393 6722865 +0. 1057897 697 33978147 +0.1528943
0095 42005203 7 I 10 129606195226 +0. 1900477 648 E1339055 +0.37403594
+0.069%76 795 459746685 H W 8 1183.5354586 +0.1156644 1183.5354586
general information +0.049784F B2 518923057 DO o 8 10B4.4670447 +0.0057922 1084, 4070447
Annotation: 13 af 17 +0. 371380668 967 5458736 10 O 71027 4455871 +0. 182837 1027.445581
AminoAdds Coverag 76 % +0.2500218 10806200376 11 | 5 012418637098 +0.1927512 012.41863708
Intensity Coverage: 67 %
Protein Localication: 174 . 190 + 0. 0604045 1195 6568808 12 O 5 799 334574 799 334574
-0.0379545 1379 6708809% | 13 T 4  BE4. 30703097 +0,0000805 eE4. 307030587
15057134820 14 E 3 503 29362208 +0.0897397 503.29362208
+0. 0987385 1661.8145%93a 15 E 2 374257102899 +0.2017298 37425102855
+0. 1856487 17328517074 18 A 1 218149591796 218. 149917594
17 K 0 147 112804717 T4 11280417




Source:

201301 21 _WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate2_FO4

Scannumber: 2E3E
Protein: B5U35200; gerBA
Peptide Score:  EBE.Z7
Method: ITHS; CID; 2
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200 300 400 s00 E00 g a0a g00 1000 1100 1200 1300 1400
m/z [amu]
T
hass: 1563.65605 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz System.Collections,
Charge: Systern.Collections. 148. 042675659 148 042675658 ] i 11
Eetentiontitme: Systerm.Collections. 281.126739a68 261.1267350a88 2 I 10 1427 65826593
L Ch G000 332 16385346 337 16385348 3 A 5 13714 5585053
Mass Error [ppm]:.  -0.32142
FEF- 0036805 450 22243007 460 22243097 4 i 8 [1243.5614815%
Precursor Type: MLLTI F03. 252085952 F03. 25208952 5 bl 7 11155025804
B2 32050384 802 32050384 8 W B B72.47324504 -0.0483183
general information
: 091540458752 915 4045a782 7 I 5 F73.40485113
Annotation: Sof 1z
ArninoAcids Coverag 42 % 1082 402592668 +0. 458471583 1082 40289268 8 5 4 |Bga0. 3207ar15s
Intensity Coverage: 21 % 11794556005 +0.0306376  1179.4556505 O P 3 409332240833 -0.06830085
Protein Localisation: 51 ... 62
-0.33192a1 0da. 77351547 +0. 1854853 1292 5397545 10 I 2 3968.26984445 +0.1129235
1420.598332 +0.1517901 1420, 598332 11 ] 1 283.1855805 +0.08596405
17 kK ] 155 127007284

X



Saurce: 201301 21 _VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate2_FO4

Scannumber: aal s
Protein: BSLIDO3430; srif; srfAl; srfAfA
Peptide Score:  53.028
Method: ITHS; CID; 3
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m/z [amu] )
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hass: 1454.7036: Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 125 0655 125 0655 1 i 11
Fetentiontitme: System.Collections. 2781343 -0.220818 276.1343 2 F 100 | F328 855 1320555
iﬂ“""f:E e ES?ESE 405 1760 405 1769 3 E O 1180.586 -0 106483 1180 586
ass Error [ppm]: -0,
FEF- 0070012 452 20809 492 2089 4 5 8 1a571.544 1051.544
Precursor Type: MLLTI L2 B P 4™ P AT R 5 W J 8e4.5115 452.7594 -0.37100948
BE5.3301 B588.3301 3] P B B654431 8505 4431
general information
e SR e o T Nt 7 E 5 F688.358903 F08.3903
ArminoAcids Coverag 67 % Q30,4567 G930 4567 o] | 4 B39 3477 -0.108982 639 3477
Intensity Coverage: 9% ~0.254704 5152662 +0.097665 1025525  C W 3 5252636 526.2636
Protein Localisation: 202 ... 213
1186523 TAeE 523 10 5 2 427.18952 -0.185767 427.1952
1309 608 +0.116926 1309 608 11 | 1 260 1965 200, 1969
12 K ] 147 1178 147 1128



Saurce: 201301 21 _VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate2_FOS
Scannumber: 2540

Protein: B5UQEA40; phoflll; phob

Peptide Score: 2715

Mzthod: ITHS; IO 3
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hass: 1260.527 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. F2.04435 F2.04439 1 A G
Fetentiontitme: System.Collections. 1259 05855 129 056559 2 Z 511904897 40027887 1190.487
L b7:14830 202 1202 -0.063326 202 1292 3 ¥ 7 1133.475 +0.072055 1133 475
Mass Error [ppm]: 0.21448
FEF- 0 054985 2759.1812 40145308 379.1612 4 5 B 9704121 +0.182117 9704121
Precursor Type: =0 B22.1909 +0.3712121 022.1909 5 bl 5 HBE3.3801 +0.0457608 442 1937 -0.13536560
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ey & of 10 +0. 0045842 361. 1333 +0.298822 721.2593 3] W 4 840 3504 +0. 136647 640 3504
Arminofcids Coverag 60 % 8502002 H3h 2862 o ] T L 3 T 541.282
IeH I e EAlEs e 051.3132 551.3132 & D 2 4262557 426,255
Protein Localisation: 211 ... 220
T1107.4714 -0.010472 1107.414 = E. 1 |31 12281 |#0033301 131 2281
1100 K ] %% 12F 15% F



Source:

201301 21 _WR_Bsu_TripleSILaZ_pWTPrkCPrpZReplicate2_FOG

Scannumber; £azr
Protein: BSUT 2000; citk
Peptide Score:  142.95
Method: ITWS; CID: 3
¥ii Yim ¥~ ¥ ¥a- YWa ¥Wsx ¥z
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hass: 1522.55203 Hodalton mass Aodalton mass A dalton Fnass =1 fodalton mass A dalton mass
iz Systerm.Collections,
g System.Collections. 1168.034 118,034 1 W 12
Retentiontime: Systerm.Collections. -0.13 279 098 279 058 2 Y 11 1412.8 1412.8
atOte Tt 336,119 +0.1620636.119 3 G 10 124953 62527 +0.3171;
Mass Error [ppm]:.  0.54787
PEF 2 5387E-19 4a87.159 457.155 4 M G 1192.51 1192.51
Precursor Type: MULTI 524,181 524,181 5 o g8 1081.47 +0.038160l061.47
B91.175 B91.179 &G 5 71004 45 1004 45
general information C=0.2533 385.605 s 7 5 b 837.452 -0.0097 B37.452
Annotation: 11o0f13 G934.312 +0.1342634.312 8 k. 5. [F50.42 7T50.42
IURBRENS k0% 104034 +0.157421040.34 O D 4 594318 504318
Intensity Cowverage: dd%
Protein Localisation: 787 .. 799 1235.42 123542 10 1] 3 479297 +0.0663H4759 29]
1306.46 1306.4a 11 o, 2 293.272 +0.1059253 212
1377.49 -0.27101 1377.459 12 i) 1 222.175 -0.0942 222.175
13 kK o 151 138  EELSE B



Source:

201301 21 _WR_Bsu_TripleSILaZ_pWTPrkCPrpZReplicate2_FOG

Scannumber: Ea02
Protein: aroh; BsU2a750
Peptide Score: 113261
Method: ITHS; CID; 3
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o
hass: 1405.65154 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 168.00563528 1 5 10
Eetentiontime: System.Collections., 282.04858273 2 M G  1243.7004768 +0.1934441 B22 35387882 -0.0414987
SEoie T1g.0lA +0.1173818  383.09624121 3 i 8 11256575453 56533241280 -0.0137483
Mass Error [ppm]. -0.011434
FEF- 1 8075E-06 512.1388343 4 E F 10288008708 +0.11598a855 1028 60858708
Precursor Type: P LILTI B25 222889828 & I b B899 56727775 -0.0524462 898 Le7L7ETS
general information 75426549138 8 E 5 FBE. 48321377 +0.0294815 TB6 48321377
Annotation: Sof 1l He7. 2495553 7 I 4 ai7. 44062067 657 440602067
Aminofcids Coverag 82 %
teneior Catsrage 195 % O050.43361934 8 I 3 544 35655669 -0.1630142 544 3565568659
Protein Localisation: 2 ... 12 +0.0747081 1138.5347304 &© E. 2 4371.272459271 +0.1254585 431.27249271
+0.0618435 1264. 5933079 10 ] 1 27517138168 -0.0934398 2T 1T 28 Va8
11 K ] 147 11280417 i o i B e 1 e




Source:

201301 21 _WR_Bsu_TripleSILaZ_pWTPrkCPrpZReplicate2_FOG

Scannumber: 8247
Protein: BSUTT1E90; thidg; wibT
Peptide Score:  F9.87
Method: ITHS; CID; 2
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iz Systerm.Collections,
Charge: System.Caollections, 88.039304870 1 = 11
Fetentiontitme: Systerm.Callections. 2A5. 107718793 2 F 10 1299 882063307
L £3.84465 263, 166206304 3 Q O 1152613649301
Mass Error [ppm]:  -0.43088
PEF 000s351a 30184655122 4 5 =5 1024 55507188
Precursor Type: MLLTI bER. 2657660151 5 E. £ |Eaf55h T a08]
+ 0. 0088593 TO9 3495830131 & I B F01.455602033
general information
: +0. 10956259 012.4338941711 7 | 5 |88 A0 TE3E053
Annotation: gof 1z
ArminolAcds Coverag 67 % +0. 1087505 1025 517958002 o I 4 475287474072 -0 1408066
Intensity Coverage: 32% +0.2763747 1082 530421815 = G 3 362.2034100092 +0. 0008736
Protein Localisation: 10 ... 21
+0. 1859511 1183. 587100285 10 T 2 305 1815946368
+0.4178811 1240 608564013 11 o 1 204 1342678594 -0, 14559561
12 K ] 147 1172804171



Source:

201301 21 _WR_Bsu_TripleSI L _pWTPrkCPrplReplicate2_FOE

Scannurmber: 1083
Protein: BSUQEZED; quad
Peptide Score:  B1.6G
Method: IThS; CID; 2
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iz Systerm.Collections,
EtaTaE System.Collections. 100,076 100078 1 W 10
Retentiontime: systern.Collections. +0. 09953 229 118 +0 12825259118 2 E O 2 Eas2 09 Fal +0.1452°
St elpdes 300,155 300,155 3 A 8§ 1089.47 54524  +0.0946¢
Mass Error [ppm]:. -0.25015
PEF 0032963 FFE1FG3 271.1592 4 A £ 1018.44 1078.44
Precursor Type: MLLTI 538,191 238,191 o 5 6 D47 308 +0.0223@047 308
general information an6. 249 Ba6. 249 & ] 5 FBO0.4 +0 08297780 4
Annotation: Sof 11 o +0.31123411.679 g2a g5 £ E. 4 852.34] 052.34]
Aminobfcids Coverag 64 %
ter oior CoueTane. 149% 0517.393 951.303 B E 3 49624 +0. 0525406 24
Protein Localisation: 99 ... 109 1114.46 1114.496 DO Y 2 367198 +0.02137367 108
1171.48 1171.48 10 G 1 204124 204 134
11 K o 47 1713 T47 113



Saurce: 201301 24 _VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate2_FO9
Scannumber; aonv
Protein: B5UT4000; path; uat
Peptide Score: 115.33
Method: ITWS; CID: 3
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hass: 14476732 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz System.Collections,
Charge: Systern.Collections. 137. 1164383 137. 1164383 1 K. 11
Retentiontime: Systerm.Collections. 293 217545933 -0.0078325 293 21754933 2 F. 10 1312.5715266 +0. 14716082
atOte 1133206 422.26074242 +0.3356828  422.260714242 3 E O 1156.4704156 +0.2360053
Mass Error [ppm]: -0.14651
FEF- S 0267E-05 493 2972562 1 493 29725621 4 A B 1027 4278225 -0.0531887
Precursor Type: |0 024 33774082 024 33774082 5 Ml 0 BLhe 30070887 -0.03599308
Fh2. 39631833 -0.0741137 75239631833 | B ] B B25 35022406
general information
. LG33. 41032721 O3 4l0a2 2y | ¥ T o BLhY 20164855
Annotation: S9of 12
ArninoAcids Coverag 75 % -0 1232704 523. 75083383 +0 2510922 1046 459435912 8 I 4 (51827763767
Intensity Coverage: 33 % 1160.5373186 1160.5373186 O M 3 403.19357360 -0 0084547
Protein Localisation: 382 ... 393
1274 5802461 1274 5802461 10 M 2 Z2B9.15064624
13317.6017098 13231.e017098 11 o T ST TESD
17 W 0 118 0RAR25507




Saurce: 201301 24 _VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate2_FO9
Scannurmber: 4726
Protein: B5UQF140; yetF
Peptide Score: BE.F2
Method: IThS; CID; 2
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hass: 1355.61434 Hodalton mass Aodalton mass A dalton Fnass =1 fodalton mass A dalton mass
iz System.Collections,
Charge: System.Caollections, 98.06 98.06 1 P 10
Retentiontime: systern.Collections. -0.0413 279074 —Q.0Q08F 279074 2 T 9 1319.6 12159.6
St s ZN 393.117 393.117 | 3 M 8 1138.58 +0.07263569.796 +0.0900"
Mass Error [ppm]:.  -0.43629
PEF 005755 L20. 226 n2922a 0 4 k £ 1024 54 1024, 54
Precursor Type: MLLTI 644 253 644 253 o D b  HBES. 432 +0.07203588. 432
general information +0.11471 379172 +0.0855ZF57 337 6 I 5. [FF3.4035 FF3.405
Annotation: Gofll +0.000092443 201 885,306 F o] 4 6060321 aba0.321
Aminofcids Coverag 73 %
rer s Couetane. 5% LGOS 48 L0848 (=] I = O . [ u o
Protein Localisation: 155 ... 165 1095 53 -0.3980 109553 O F 2 419178 419,178
-0 1895 631.7609 4005906126252 10 5 1 BEZ2. 325 222 125
11 K 1 R £ e R L



Source:

201301 24 _WR_Bsu_TripleSILAZ_pWTPrkCPrpZReplicate2_FO3

Scannumber: E217
Protein: B5UT2410; yioA
Peptide Score:  F1.74
Method: ITHS; CID; 2
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hass: 2279.964534 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
g System.Collections. 1168.0342155 1160342195 1 ] 15
Eetentiontirme: Systern.Collections. 253.09313136 +0. 10035086 253.063137136| 2 H 17 21859480781
L Al fdats 416 1564590 +0 1004371 4161564500 3 ¥ 16 2028 8871662
Mass Error [ppm]. -0.35424
PEF- 00017765 503.185848831 +0.1547124 503. 18848831 4 5 15 (1865 8238377
Precursor Type: MLLTI o, 25181685 +0. 120858505 5652571818585 5 Y 14 1778.7918093
+0. 45608585 397 67702817 794 34677957 B k. 13 16815 7284807
B5971.39054372 8091.39554372 7 F 12 1487833517 F
052 43668575 G952 43808575 ] fay 11 1390 58075359 +0.25876543
1097.4792 5085 1097.4792508 6 E 10 1319 54536401
SRRl e 11592.5269291 1192.5269281 10 T 9 1190507047
T 13 0f 19 1279 5580575 +0.1a5774 T2 7B 5589575 1l 5 8 1089 4533685
AminoAcids Coverag 65 % 1426 59453567 1426.559435a67 12 M 7 1002.4213401
Inten=ly SOMeIRE, 15e 15035027155 1593.5927155 13 3 6 B55.38504087
Protein Localisation: £a ... 46
1664 6295293 1664 62952593 14 fay 5 B85 38758205 +0 10820865
1793 6724224 1793.6724224 15 E 4 B(17.350468286
@22, 7150155 18227150155 | 1a E 3 488 30757578 +0.0939153
2035 7900705 2035 7000705 17 I 2 35926528207
2134 Be745934 2134 86745934 18 W 1 24818121805
19 k [ 147 11280417



Saurce: 201301 24 _VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate2_F20
Scannurmber; 1500
Protein: BSUZE020; =odfA; wqgl
Peptide Score:  140.78
Method: IThS; CID; 2
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hass: 1166.5335 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
EtaTaE System.Collections. F2.04430 F2.04430 1 b 10
Retentiontirme: Systern.Collections, 1711128 +0.077183 1711128 2 W G 1104.518 1104 518
St i L 300.1554 3001554 3 E § 1005449 +0.064701 503.2282 +0.146327
Mass Error [ppm]:  0.19973
PEF 2 8176E-11 G g F&7: 1 Fel 4 o F o876 40868 -0.105201 876.4066
Precursor Type: MLLTI 471.21098 471.2158 o M 6 H19.3852 -0.03768L B19.3852
general information 652 2838 G52 2308 a] T S 7053422 -0.143378 FOL.3422
Annotation: Sofll F23.2700 F23.2700 £ b, 4 524 3282 a24. 3282
Aminofcids Coverag 82 %
er oo Couctane. 6 A% -0.332676 4186811 +0.315679 836,355 =] | 3 453.29171 40001861 453.2911
Protein Localisation: 42 .. 52 +0.236002 454 1007 D07 3021 =) b, 2 340207 -0.0609837 340207
=0.307938 5711.2211 +0.2320711 1021.425 10 M 1 26916599 -0.05255 265 1609
11 K 0 RS 2E TS



Source:

201301 24 _WR_Bsu_TripleSI LA _pWTPrkCPrplReplicate2_F20

Scannumber: 2911
Protein: BSUT 5430; iles
Peptide Score:  E2.3E
Method: ITHS; CID; 2
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hass: 1062.54773 & dalton Frass SEQ & dalton Fnass
iz System.Collections,
Charge: System.Caollections, 168.005635285 1 = 9
Eetentiontitme: Systerm.Collections. 281.089699265 & | 8 BO5. 55637871
L CldoAs 238111162085 3 B 7 78347231473 +0.1205520
Mass Error [ppm]:. 0.25291
PEF- 0015225 +0.160728%9 452.154080436 4 M 6 726450851006 +0. 15954417
Precursor Type: MLLTI Siey i SR 5 W 5 B8l12.407923550
gl:lll:[d.l ITINLAT TR
e & af 10 -0 0757893 G50 2909718268 5] W 4 513 3395058543
AminoAcids Coverag 30 % 749 359332185 7 W 3 414.271095727
IeH I e EAlEs 120 ~0.023363 T S46. 412006037 g P 2 315.20268181 +0.0482048
Protein Localisation: 598 ... 607
O17.449200524 = A T 218.149817958
110 k ] 147 112804171



Source:

201301 24 _WR_Bsu_TripleSI LA _pWTPrkCPrplReplicate2_F20

Scannumber:; 4882
Protein: azoR2; BSU33540; ywab
Peptide Score: 22045
Method: ITWS; CID: 3
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hass: 1715372455 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz Systerm.Collections,
g System.Collections. 114.09134045 11409734045 1 I 14
Retentiontime: Systerm.Collections. 242, 149971798 -0.01765853 242 145917598 2 i 13 (1807 86472535
atOte el 320,18194637 32018194637 3 3 12 1479.588676 +0.1406941
Mass Error [ppm].  0.54634
PEF- 5 BFSEE-R0 3EE.2034700% 380.20347008 4 iS5 11 1392.55a664d47a +0.2752614
Precursor Type: MULTI 487. 25108857 487 25108857 & T T 11385 5351839
544 27255229 544 272552259 @ 5 G 12344875054 -0.050982
+0. 1547056 346.17412134 +0.1844855 £91.34096821 7 F 8 1177.4080417 +0.0302777
general information B20. 3835593 B20. 3835593 B E 710303978278 -0.0322713
Annotation: 130f15 049 4207524 +0.210735917 949 4201524 =) E B 9071.35503467 +0.0900452
HINING AL COVERaEn . % 1062.5102164 -0.0883414  1062.5102164 10 | 5 772.31244157 +0.0966771
Intensity Coverage: 58X
Pratein Localisation: 63 . 77 1149 5422448 +0.3044345 1149, 5422448 11 5 4 @59 22837759 40, 185958574
1278 5848379 1278.5848379 12 E 3 572.19634918
1445 5831967 1445 5831967 13 5 2 44315375809 +0.0837732
1574 62578598 +0.047a721 1574.6257858 14 E 1 276 155359727 +0.1309492
15 4 n 147 11280417



Source:

Scannurmber:  E4E13

Protein: B5U23240; oxdC; ywrK
Peptide Score:  109.71

Method: IThS; CID; 2

¥r— ¥a® ¥a© ¥a ys©

201301 24 _WR_Bsu_TripleSI LA _pWTPrkCPrplReplicate2_F20
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Source:

2071301 24 _VWR_Bsu_TripleSILAZ_pWTPrkzPrpCReplicate2_F21

Scannumber: acas
Protein: B5UZ22290; ilws
Peptide Score: 10243
Method: IThS; CID; 2
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G K 0 TSRS 12700208



Saurce: 201301 24 _VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate? _F21

Scannumber; LO74
Protein: BSUZ2F320; gref
Peptide Score: 14245
Method: ITWS; CID: 3
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Saurce: 201 30210_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 FO3

Scannumber: ga0g

Protein: B5U2F120; fba; fhal; fhakf; tsr
Peptide Score: E9.73

Method: IThS; CID; 2
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Saurce: 201 30210_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 FOS
Scannumber: 2117
Protein: BSUT BOA0; suct
Peptide Score: 14529
Method: ITHS; CID; 2
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Fetentiontitme: System.Collections. 2258.13428789 +0.0541464 228.1342a7859 2 M 10 1435 6365687
L Teha.2940 37520268181 +0 0274818 37520268181 3 F O 1321 5536422
Mass Error [ppm].  -0.076532
PEF 3 B379E-17 400 220624584 -0.1181136 490 2209624584 4 O = 11745252283 4+0. 1046545
Precursor Type: MLLTI B5y. 2278983668 Bt ead agann | =5 5 7105594982853 -0.0212345
FE1.2709T111 FTE1.270971111 g M g 592 499972648 -0 1979555
general information
: B2, 3080245 2542 3080245 7 A 5 F78.45080002 -0.078458
Annotation: 100f 12
ArminohAcds Coverag 83 % G55 39208888 G55 39208888 8 I 4 |FO7. 4719858523
Intensity Coverage: 40 % 11184554174 +0.1415064  1118.4554174 G ¥ 3 50433582125 +0.1071109
Protein Localisation: 216 ... 227
+0. 1850775 B37. 78190245 +0.0214745 1274 5565284 10 E 2 431.27249271 -0.08310086
1402815108 -0.122186 1402, 615106 11 ] T RS A TEdS] a8
17 kK ] 147 11280417



Saurce: 201 30210_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 _FOT

Scannumber; 13360
Protein: B5UZ3070; =arh
Peptide Score: 46.51
Method: ITWS; CID: 3
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Annotation: 15 0f 22 1457 618 +0.386954 1457 618 13 D 5 [T1el.6l2 e RS
Aminohcids Coverag 65 %
IntensiwCDveragE'QSD% ¥528.655 LSEEHYS 14 A B 1046 585 -0.038046 523 7961 -0.013018
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1754 523 1754 8523 16 | b BaZ. 4037 HaZ 4837
1853 892 1853 852 17 W 5 749 3797 3751935 -0.097485
+0.2711593 1005 5 2009 993 18 F. 4 |eEd.S113 SR AR
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Source:

201 30210_WR_Bsu_TripleSI LA _pWTPrkCPrplReplicate3_FO7

Scannumber; a1ar
Protein: bioYE; BSU32030; yuiG
Peptide Score: 11557
Method: ITWS; CID: 3
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Eetentiontime: System.Collections, 173.09206873 173.09208873 2 T 10 1313.5634047
Belbe: L1207 98 230.11353245 23011353245 3 G O 12125157263 -0.2436315
Mass Error [ppm]. -0.45497
FEF- 1 1879E-05 37718194637 -0.08758395 37718194637 4 F B 115545842625
Precursor Type: %0 4417 22487382 4017, 22487382 5 Ml £ 1008. 42584868 -0.320624
ad7. 32595484 047 32598484 & F. B B94 385292117
general information
: FR1.36E91229 +0.0839075 Fol.3a89122%9 7 Ml N B B = O o e
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Intensity Coverage: 42 % +0.1416628 5062585823 -0.17645831 1011.5118881 O | 3 48717007084
Protein Localisation: 189 ... 200
+ 0. 1380995 549 77559651 -0.3210162 1088 543571465 10 5 2 374095906886 +0.0918373
1265 5422754 12655422754 11 5 1 287 06387845
17 T 0 120 0a55%19/5



Source:

201 30210_WR_Bsu_TripleSI LA _pWTPrkCPrplReplicate3_FO7

Scannumber: arzn
Protein: BsU29140; citAZ; citd
Peptide Score: 108,35
Method: ITHS; CID; 2
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110 k ] 155 127002654



Saurce: 201 30210_VE_Bzu_TripleSILAC_pWTPrkCPrpCReplicate3 FOS

Scannumber: 10252
Protein: B5UD3410; phof; phofly
Peptide Score: 43.58
Method: ITHS; CID; 2
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hass: 417582478 Sodalton frass Ao dalton FMass SEQ A dalton frass & dalton FMass
iz System.Collections,
Charge: Systern.Collections. 114.08173 114.0%913 1 | T
Eetentiontifme: systerm.Collections. 215.135 gl o Bk e 2 T 26 4083 748 4063 749
2EOEE: SaoHans 344 1816 344 1816 3 E 35 3062 701 3062 701
Mass Error [ppm]:. -0.15815
PEF- 00002 4447 441 25 4071 .25 4 F 34 |3833. 858 3833 858
Precursor Type: %0 a0 L T Boa. 277 5 B 33 H4886.59 J686.59
b e i | A R 3] E. 32 |5 TY. 5463 3571 563
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2305973 2305 973 20 ] 18 15926.8594 15926.85%94
general information 2520 037 2520 037 2] s 17 1811.867 1811.867
Annotation: 15 of 38
T BT 2043 .08 2043 .08 22 M la |[1648. 803 1648 803
Intensity Coverage: 22 % +0. 1868842 1375 5585 2756164 23 | 15 (153476 1534.76
Protein Localisation: 83 ... 120 ~0.343936 14259 109 IBET2TT |24 T 14 |1421 6786 711.3418 -0.0365986
2arF 238 2972 238 25 B 12 (1320.6209 1320629
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i e B Tk e 28 A 10 987 5662 4584 2867 +0.040522
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3405 365 34058 369 30 i 8 B25.4592 -0 173878 825 452
2510417 2510417 31 T 7 7BE 4705 +0. 102857 Yas8. 4705
-0, 1389824 17971.231 3581.454 3 A B Bar.422% -0.020873 067 4225
-0.0568248 1847.773 2604 538 33 | 5 585 3857 400684975 508 3857
e b e oA b e 34 A 4 483 3017 -0.00373 483.3017
-0.321788 1933 815 3806.623 35 T 3 412.2648 -0.057589 412 2646
-0.417845 1962 326 3923.645 36 i 2 311.2180%9 +0.132179311.216%5
S e B 4022.713 a7 W 1T 254 1854 254 1954
AR kK ] TREs:TAF FER:TRE



Saurce: 201 30210_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 FOS

Scannumber: F262
Protein: B5U25390; wwiE
Peptide Score:  53.45
Method: ITHS; CID; 2
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m/z [amu] )
=
hass: 212552618 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Targe o P | e e 114.0613 114.0813 1 | 15
Retentiontime: systern.Collections. 242 1400 242 14590 2 9] 14 2013 848 2013 848
L Jgdanly 485 1796 485 1796 3 ¥ 12 188579 1885.70
Mass Error [ppm]:  0.4818
PER- 0037286 Ba6. 19365 BEa6E. 19324 4 T 12 1642.76 1642.76
Precursor Type: MLLTI 763.2463 763.2463 5 F 11 1481.746 731.3767 -0.006047
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O78.337 +0.113484 0758 337 7 o] O |1277.8661 +0.010791 1277.66]
1067 421 1097.421 a8 | 8 (1149603 1145 603
general nrgrmaion _0470723 6037276 1206 448 0 D 7 1036519 1036510
Annotation: Qof 16
P e P T 1305.516 1305.516 10 W 6 |(821.4917 621.4917
Intensity Coverage: 28 % 1433 575 1433.575 11 9] 5 |822.4233 822.4233
i e s L 1546 650 1546 650 12 | 4 @04.3648 GO4. 3648
-0.387149 864.3402 40, 190288 1727.673 13 T 3 |581.2807 581.2807
1824 726 1824.726 14 F 2 |400 26867 400 2667
1080 827 402882711 19B0. 827 15 R 1 32032730 303.27320
16 kK ] &7 1928 i S R



Saurce: 20130211 _VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3_FOA9

Scannumber: =

Protein: B5U22020; ipa-52r; pd=E; wadB
Peptide Score: 102,34
Method: ITHS; CID; 3
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m/z [amu] )
o
hass: 1232.56647 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
g System.Collections. 138 0662 138 0662 1 H g
Eetentiontirme: Systern.Collections. 2250082 -0 12585 22500582 2 5 g8 1098.515% -0.0383592 1095 515
SEoie L ek 2661353 +0.020831 206 1353 3 A 7 1009483 -0.020172 1005 483
Mass Error [ppm]:  0.14093
PEF- 00089579 408 2754 405 21594 4 I 6 9358 4455 409 7284 -0.127888
Precursor Type: %0 Sk A RS L TR 5 F. gl |- P i 5. 38T S
gl:"l:[d.l ITINLAT TR
e 9 af 10 678 40465 ars. 40468 5] 4 /a9 2803 -0.1371013 &89 2603
AmminoAcids Coverag 90 % -0.459015 35960, 7274 -0.039543 792.4475 oF M 3 |558 175538 558 1753
INEERSRY Cvetage: B340 4 0205061 -0.136873 920 5061 & Q 2 442 1334 442 1334
Protein Localisation: 262 ... 271
+0. 125718 524.756 1048.505 = i 1 314.0748 -0.178293 314.0748
1100 % ] 18a 01/ =0 13679 1TREOTAR?



Saurce: 20130211 _VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3_F13

Scannumber: 27a0
Protein: B5UT 27 70; ki
Peptide Score:  29.6G
Method: ITHS; CID; 2
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: ! ]
Mass: 251322886 Mo dalton rass Mo dalton rrnass SEQ M dalton fnass Mo dalton rrass
iz Systerm.Collections,
Charge: Systern.Collections. TRE ST TR A EST 1 W 25
Eetentiontitme: Systerm.Collections. 157.0872 157.0872 2 i 24 2428 184 2420 184
L a0 b 324 0555 324 0G55 3 3 23 2372 162 2372 162
Mass Error [ppm]: -0.80238
FEF- 008806 437.1798 437.1798 4 | 22 2205 1684 1103.088 -0.4889753
Precursor Type: MLLTI R L SR e B S 5 | 21 2092 .08 20092 08
049 3321 649 3321 3] W 20 1978.998 Qo0 001a -0.255725
S0 3797 e s g 8 7 T 19 1879928 1879.928
+0.13341 404 2042 -0.002759 507 40172 o] i 18 |[1778.88 1778.88
B84 4532 =594 43532 = 5 e [ a2 a8 s501.4329 40045353
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Toea. 518 +0.0985804 1066, 518 11 A 355 [Faad s Y533 779
1123535 123,539 12 i 14 |14862.742 1462.742
+0. 075048 a5 785594 j 355 i T 13 5 T3 [ Plilree£d 1405.72
general information 1323.658 Y323 555 14 | 12 (1318 668 1318 688
Annotation: 10 of 76 1380.677 1380.a77 15 i 11 1205604 1205 a04
AminoAdds Coverag 38 % 1494 72 1404 72 16 I 10 1148.583 1148 583
Intensity Coverage: 31 %
Brotein Localicstion: (130158 1591.773 1561.773 T P g o34 54 1034 54
Tanz. 81 laa2. 81 18 A 8 5937.48a5% 409 2471 -0.4359945
18059 8578 1809 878 15 F 7 Bag 4408 266, 44098
18596.91 15896.91 20 5 B 7193814 -0.37155%3 Y19.3814
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21559 042 2159 042 2a ¥ 4 533 2805 533.2809
+0 305192 1108.535 S LR L 23 i 3 [EFREETE =R
Al | e ] 24 A 2 313.159al 313.196a]1
2374 133 2374 133 25 5 1T 242155 242 155
2R K ] | [l L e [



Source:

20713021 2_WR_Bsu_TripleSILaZ_pWTPrkCPrpZReplicate3_F20

Scannurmber:  BEE3
Protein: B5U22260; hor; tdm
Peptide Score:  100.89
Method: IThS; CID; 2
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m/z [amu] )
o
hass: 1334525923 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
EtaTaE System.Collections. 5E.0353 HE.0353 1 5 10
Retentiontime: systern.Collections. 1859.087 189,087 2 T 9 |1248.504 1248, 504
St n e 352.1503 552.1503 @ 3 ¥ 8 1147.457 1147.457
Mass Error [ppm]. -0.0119595
PEF On17n1= 082514 4001347 L08.2514 4 F. 7 BBE4. 3035 GE4 3035
Precursor Type: %0 a7 3108 a07. 3108 o o) b BZ28.2024 -0.05024E 4146408 40210000
general information 7303624 +0.004947 FIa 3624 =] E 5 |F29.224 +0. 10685 729 224
Annotation: Sofll FD3 32830 40008301 703 383D £ o 4 600 1814 ao0 1814
Aminofcids Coverag 82 %
er o CoucTane. B0 % S07 4268 -0 185122 907 4268 =] M 3 5431599 -0.135917F 543 15099
Protein Localisation: 423 ... 433 b4 4483 -0.037152 D04 4483 =) o 2 420117 -0.024753 429117
+ 0068806 575 7674 1150, 528 10 1] 1 |372.0955 |-0.2054371372.0955
11 S I R & = i G e T1Ee OT&2



Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3_F20

Scannumber: B2E3
Protein: B5UZ23540; pprnk2; wtdl
Peptide Score: 13355
Method: IThS; CID; 2
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m/z [amu]
hass: 10043641 1 & dalton Frass SEQ & dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 116.034215455 1 D 9
Retentiontirme: System.Collections, +0.0337845 2300771469465 2 M 5 B9 344470402
St cksikns] 307 075505764 3 S 4 776.301482955 +0.0131533
Mass Error [ppm].  0.029983
PER- 1 8118F-N7 Hd44. 143975968 g F 3 |09 303124136 -0 12606171
Annotation: o of 7
Al L T L T -0 12090987 Fa0 223232634 o i 2 da2 23471022
Intensity Coverage: 45 % -0, 1613946 Bh50 26582573 a] E 1 |278. 155397267 +0. 1271345
Protein Localisation: 255 .. Zal 7 K o 1T472 TIE041 71 L0 02247107



Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3_F20
Scannumber: B4
Protein: BSUT4E7D; suhB; wktC
Peptide Score: 14082
Method: ITHS; CID; 2
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m/z [amu] )
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hass: 1408625374 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
EtaTaE System.Collections. Tas. 00548 168 00585 1 5 11
Fetentiontitme: System.Collections. 282 0488 +0.031578 282 0488 2 M 10 |1248.6858 B23. 8324 4+0.444855
L 14082415 375.1013 37051013 3 P O 1132615 -0.0%0833 S66.811 -0.151165
Mass Error [ppm]:  0.14278
PEF 1 PE93E-12 4493 14435 483 1443 4 M =5 1035 562 J035:-562
Precursor Type: MLLTI U3 A o o & S 5 ] S 821.51859 451.2631 +0. 100781
T 252553 T21.2553 & I g 05 492 -0.1682351 806 4592
general information
: TR e P B e 7 W 5 B8B83 4079 02601208 093 4075
Annotation: 100f 12
ArminohAcds Coverag 83 % G21.3714 -0.245377 921.3714 o T 4 584 3345 584 3395
Intensity Coverage: 357 % 1035474 +0.00805% 1035414 O M 3 493 2018 +0.170801 493 2918
Protein Localisation: 36 ... 47
1148.498 +0.073618 1148.498 10 I 2 379.2489 -0.029131 379 24845
-0, 112857 632.26603 +0.1567159 1263.525 11 1 2861649 +0.017397 2661645
12 K ] 151 TAFS 151 1379



Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3_F20

Scannurmber:;  FAE3
Protein: B5U40420; purA
Peptide Score:  T1EE.2
Method: IThS; CID; 2
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hass: 1626.725304 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 1a8.00546 1a8.0058 1 5 14
Eetentiontirme: System.Collections., 2 B SR R & 5 132 1464.763 1464 763
atOte TEpiall] 3541061 -0.004088 354.1061 3 W 12 |[1377.23) 680.3692 +0.048372
Mass Error [ppm].  -0.018796
e e 453.1745 -0.387443 4531745 4 W 11 127B8.663 +0.034083 1278.663
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B5%1.3113 -0.029093 651.3113 3] W 9 1080.5%26 -0.042179 1080 526
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general information HOS 3EOS HO9 3805 = T Fo924 4359 -0.130035 924 43559
Annotation: 12 0f 15 G37.435 837.435 =] i 6 |823:3883 HZ3.3883
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+0. 160446 741.37159 +0.453769 1481.63 1 14 o 1T 2081594 208.15594
15 k 0 151 1579 53 T



Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3_F20
Scannumber; 93748
Protein: BSUDOESD; wabs
Peptide Score:  223.02
Method: ITWS; CID: 3
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hass: 154280746 & dalton Frass SEQ & dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 72.044350254 1 A 14
Retentiontimme: System.Collections. 219079780483 2 i 185 [V EfdF FBRRE ST
atOte Eatkliing 0. 1450675 400,093798365 3 T 12 1625.7426593343 ~0.1371025
Mass Error [ppm]:.  -0.25328
PEE- 5 3557FE-19% +0.07162032 5281525 F587FF 4 o] 11 1444 728684441
Precursor Type: |0 709 100384755 5 T 10 1310670108945 -0, 149355
522250445874 5] I 5 1135.658098067 -0.28903268
-0. 1734872 GL0.30902025] 7 i 5 1022.5720340860 +0. 1238277
general information 1007, 330489975 5 ” 7 B94. 513456575 -0.233
Annotation: 130f 15 -2.1132554 1106, 3989038591 =) L B B37. 4919592851 +0.08594891
s AU e T -0.1286948 1205 467317807 10 W 5 738.423578935 +0.006841
Intensity Coverage: F7 X
Protein Localication: |86 . 100 -0.2281408 1319.5102452 54 11 M 4 ©B39.355105015 -0, 07104604
1447 568822766 12 9] 3 |525:81Z23F5T2 -0.054488a1
1576.0114158602 13 E 2 387253000086
16589 6954759542 14 I 1 268.2110665%64 -0 0849985
15 k 0 RS 127002054



Saurce: 2013021 2_VR_Bzu_TripleSILAC_pWTPrkCPrpCReplicate3 F21
Scannumber: 1623
Protein: B5UQT 230; rplP
Peptide Score:  29.27
Method: IThS; CID; 2
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mfz [amu]
T
hass: 128545203 Lodalton frass Ao dalton FMass & dalton Frass SE] & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 157.1084 157. 1084 1 F. 10
Retentiontime: Systermn.Collections. -0.347716 286,157 -0.041728 286.151 2 E 8 1130 389
St e bhi 4151936 +0.015533 415.1936 3 E g 1001.346
Mass Error [ppm]. -0.23737
FEF- 0032461 hZB2FTH BEE2L G g I O BVZ.E033 40087841
Precursor Type: %0 SH5.200] SB5.200] 5 o B F30.21903 -0.118012
general information B42 3208 40086661 642 3206 3] o S F0O2.15978
Annotation: Sofll FF71.3632 +0.017604 F71.3032 & E 4 645 1763
Aminofcids Coverag 82 %
T e B B5E.3052 +0 085587 B58.3952 8 5 3 5168 1337 -0.085348
Protein Localisation: 134 .. 144 072 4381 -0.138126 972.438]1 o M 2 4291017
-0 175327 551.244 -0.0571742 11071.4817 10 E 1 3150588 -0.185563
11 5 ) T1Ee OT&2



Source:

2013021 2_VWR_Bsu_TripleSILAZ_pWTPrkzPrpCReplicate3_F21

Scannumber; 4203
Protein: B5UOQT 320; rplR
Peptide Score:  130.4
Method: ITWS; CID: 3
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mIz [amu] )
i
hass: 1587 66683 & dalton Frass SEQ & dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, 116.034215455 1 D 14
Retentiontime: Systerm.Collections. 229 118283479 2 I 13 1473 046855552
atOte Lala9ne +0.3131543 343.161210926 3 N 12 1360.562795612
Mass Error [ppm]:.  0.1201
PEF- 4. 1804E-16 -0.0120345 442 2296245842 4 Ly 11 1248.5198a8165 -0.08249027
Precursor Type: MULTI -0, 2042858 ST b ragy 5 E 10 1147.451454248 -0, 1355383
G585 304246349 5] 5 5 1018.4088a1152 -0.039%9647
759 351924823 7 T 8 931.376832742 -0.08966203
general information -0 0387938 B160.37338854a = i 7 B30 329154248 -0, 12902
Annotation: 120f15 G31.400331578 =) O B F73.307090545
HING RIS COVERaEian % +0.0297732 1032 448010052 10 T 5 658280747513 _0.0845805
Intensity Coverage: 49X
Protein Localisation: 62 . 75 1199 446368871 11 5 4 557.233069030 -0 1251585
-0, 1382a78 1270 483482658 12 1} 3 39023471022
+0. 1855465 1341.520596446 il A, 2 3191975560432
+0.07175405 1442 56827452 14 T 1 248 180482645
15 k 0 147 112804171



Source:

2013021 2_VWR_Bsu_TripleSILAZ_pWTPrkzPrpCReplicate3_F21

Scannumber: Fo34a
Protein: B5UQT #70; glrmM; vbbT
Peptide Score: 11E.29
Method: ITHS; CID; 3
¥z ¥z Yim Y17 ¥ia Y¥is Yix Y ¥a ¥a ¥a ¥z
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1 268211 i ' | | l ‘ l 1256.675 J 1597.602 | I
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mfz [amu] 7.
=
hass: 2466.05475 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Farge System.Collections. 7204435 72.04435 1 A 22
Eetentiontime: Systern.Collections. 219.0798 2190798 2 & 21 2404 .04 2404 04
euie 116253 334 1067 -0.177594 334 1067 3 D 20 2257.005 1126.006 +0.175213
Mass Error [ppm]:.  -0.35912
PEE- 5 1554F-17 405 1438 -0.081346 4051438 4 A 19 2141.978 1077.452 +0.303675
Precursor Type: P LILTI 534. 1864 -0.054787 534, 15864 5 E 18 2070.941 2070.8417
G605 2238 40097744 605 2236 5] A 17 15417 898 571.4526 -0.083473
aa2.245 aa2.245 7 5 16 1870.8a] 53593471 -0.044348
781.3134 761.3134 ] W 15 1813.836% 1813.835
S05.3488 Q8. 34588 = M 14 1714.771 S857.8891 +0.318631
1027.433 1027.433 10 | 13 (1567736 TEST. T35
1188.431 11858.431 11 5 12 1454.651 -0.225105 1454.65]
1255 4485 1255 4568 12 A 11 |YZ2BT 653 1287 .4653
general information
. 1345.5 1345.5 13 5 10 121816 a08. 8117 -0.43665
Annotation: 17 of 23
Aminohcids Coverag 7 % 1483 5559 1483 555 14 H 9 |1129.5584 1125 554
Intensity Coverage: 41 % -0.212502 799 3048 -0.084046 1507 602 15 M 8 (992 5251 Qo2 5257
Protein L lisation: 83 ...110
SRR 1604 655 1604 655 16 P 7 8784822 +0.077231 8784822
1763.723 1793 723 17 W 6 |781.4264 781.4254
YE23 782 1927.782 18 9] 5 B82.38] +0.454578 652 3861
20356 800 2036 800 1G5 O 4 554 3024 554 3024
2150852 235852 20 ) 3 439 2755 -0.115607 4359 2755
2207873 2207.873 21 5 2 3252325 3252325
2320 857 2320957 27 I 1 2658.27111 -0.264556 2682111
2G K n g L i |l e



Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 F22
Scannumber: 24A05
Protein: BSUQEO20; groEL; grol; moph
Peptide Score:  141.85
Method: ITHS; CID; 2
¥iz ¥ Yim y¥e© ya* ya© ¥x* ¥z
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200 300 400 SO0 00 Fan Soo a00 1000 1100 1200 1300 1400
m/z [amu] )
=
hass: 154264474 &odalton frass & dalton Fnass SEQ] Ao dalton Fnass
iz System.Collections,
Charge: Systern.Collections. 130049865955 130.04598565%558 1 E 13
Fetentiontitme: Systerm.Callections. 244 09279701 244 09270700 2 M 12 1474 60497458
L TAliaald 345 14047548 345 14047548 3 T 11 1300 5668184 -0.11821
Mass Error [ppm]: -0.21061
e s 446.18815306 446.18815396 4 T 10 1199.5151355% -0.1565911
Precursor Type: MLLTI 550272217594 550 272217594 5 | G 10954714814 40003148
B58.340683185 B558. 34063185 & W B 98538739743 -0.0507275
FE7.38322495 -0.1762547 ERE AR LS | E 7 BER 318958351 -0.031565
al inf at
Seotbhn bbbl 34440468867 844 40468867 8 G 6 757.27630042
Annotation: 11 af 14
i e 075 44180248 01544180245 O A 5 70025452660
Intensity Coverage: 62 % G72 48320819 O7d 463266819 10 2 4 a29.2178128 -0.0777372
3t el Sl B 11071.50585093 -0.0515136  1101.5058593 11 E 3 57219634918
+0.47 716596 041 . 7357232 -0.02407186 1282.5198a882 12 T 2 443, 15375609 -0 0327234
13597. 54658112 -0.2261325 1397 5468112 13 O 1 282.13597472 +0.0071339
14 K ] 147 1128Nd417



Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 F22
Scannumber: 4468
Protein: BSUQEZ200; wdjH
Peptide Score: 10797
Method: ITWS; CID: 3
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m/z [amu] )
]
hass: 1241.47151 Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
iz Systerm.Collections,
Charge: Systern.Collections. 5802874 SH.02874 1 o il
Retentiontime: System.Collections. 150502 F-2 P02 2 o 10 1185.457 1185 457
atOte Ly 216.0579 216.0979 3 T 0 1128436 1128.436
Mass Error [ppm].  0.09264
FEF- 00030823 383.0962 383 0962 4 5 B 1027 388 40090205 1027 388
Precursor Type: |0 S48, 1590 40306981 54615596 o Y S B0 385Y 00473601 4320 60985 -0.432318
+0.044362 317.0994 533 Ta%E a] 5 B 697 3264 697 3264
general information
. 902731 -0208T18 890 2131 o o S5 B10.2044 B10.2944
Annotation: S9of 12
ArninoAcids Coverag 75 % FEF2451 -0026035 777 2451 =] 5 4 553 2729 553.2729
Intensity Coverage: 42 % 033.3462 -0 108225 033 3462 O . 3 466.2400 -0 168808 466 2400
Protein Localisation: 243 ... 254
B90. 3677 -0.070485 990 34677 10 o 2 3101387 3101397
10774 -0 135280 10774 11 = R P T B 253 F183
12 F 0 e nRAaR Taa OR6e3



Source:

2013021 2_WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate3_F22

Apsuajuj

s

i

=

Scannurmber:  F247
Protein: B5UQ2300; yeal
Peptide Score: 10417
Method: IThS; CID; 2
Yim¥ye® ¥Yu ¥r ¥a ¥a ¥s=
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b=z ba* ba™ b> bs™ bin
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g - vio¥
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< Z- 467.2612 : 'L 955435‘;
TR 7604507 b= T
.E ] ba* | ¥ Ba2.2964 \FB—NHEE
e 206.2241 (t92.2518 ve : BE1 4501! |
=k} | 1 i W i |
I E_ 'i'l'g | BE]1 2B 7 |
: 379,24 89 : b= B3 1.4E73 x|
314t:1z,35 P 761.3593 i bio |
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200 300 400 s00 g00 Foo g0o a00 1000 1100
m/z [amu]
hass: 1315.64577 & dalton Frass SEQ & dalton Fnass
iz System.Collections,
Charge: System.Caollections, 100.07 5650383 1 Y 11
Retentiontime: systern.Collections. +0. 2445686 214. 11861783 2 M 10 1225612601204
St L8 327.2026818]1 3 | o 1111.569673756 +0.0216348
Mass Error [ppm]:  0.10229
PEF 2 215E-05 404 20710406259 4 = 8 GLE 4850009776 -0 1302021
Precursor Type: MLLTI 505 238154416 o b, FB31.487250058 -0.2440860
664 306568333 3] W 6 |F60.45013717 -0.09517124
general information
; -0.0520812 Fa1.350332185 £ F 5 |(BBl381723254 +0.0088407
Annotation: S9of 12
Arninobcids Coverag 75 % +0. 1531756 B32.3960445072 =] A 4 564 3285959402
Intensity Coverage: 36 % G45.43037342 = I 3 493.251845614 ~0.094519
Protein Localisation: 24 ... 105
+0. 15502094 10559 5234374 10 I 2 379 248918167 +0.0420364
1174.550380432 11 D 1 266 104854186
12 kK 0 151 137971154



Source:

2013021 2_WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate3_F23

Scannumber: 1045EE
Protein: B5UD2260; gamA; vbfT
Peptide Score: 15611
Method: ITHS; CID; 2
¥ia Vs ¥ Yim¥e®™ ¥u ¥z ¥Ya ¥a ¥z ¥z
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300 400 S00 EO0 Foa 300 g0 1000 1100 1200 1300 1400 1500 1600 ﬂ
m/z [amu] )
£
hass: 174086352 &odalton frass =1 Lodalton Frass Ao dalton Fnass
iz System.Collections,
Charge: System.Caollections, 118.0342155 1 D 16
Eetentiontitme: Systerm.Collections. 187.07133329 2 A 15 (165308733558 18630 8755578
L Lt 11 2861307472 3 W 14 1550 838244 7BO 42276025 -0 196564
Mass Error [ppm]:.  0.0018236
FEF- S 1091E-26 2895 22381118 4 I 13 1480 76883071 +0.33844682 FA0 8885533 -0.0559117
Precursor Type: MLLTI 450.2452749] 5 i 12 1347 6857661 1347 . 6857061
-Q.0002373 569 32933889 8 I 11 1290 6643024 1290 6643024
-0, 18584131 Bd40. 30045267 7 A 10 1177.5802384 +0.04134386 580 29375745 +0 2542772
+ 0 005865594 741.471413115 8 T O 11068.5431247 -0.2530858 1106.5431247
general information +0. 20863172 7895.43559487 O i 8 10054954462 -0.4675583 1005 45954462
Annotation: 13 af 17 G955 43395369 10 5 7 945 473598248 -0.1529988 G458 4738958248
ArminoAdds Coverag 76 % ~0.1525308 10664816322 17 T 6 78147562364 -0.014387 781.47562364
It ity = 4
e 1163.534396 | 12 P 5 68042794516 -0.070006  680.42794516
-0, 2728535 12602.002808%9 13 W 4 583.37518131 LTI FATE T RO
13196242737 14 i 3 4584 3067674 +0.0950881 454 3067674
-0.071741 1432 7083378 15 I 2 427 28530367 -0.1512705 427 28530387
+0. 2785047 1585 A7 16662 | 16 % 1 314.20712396% -0.00825841 314 20123965
17 K ] B L (Y i = 0 L TR = i i



Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 F23

Scannumber: 11484
Protein: B5UT1 720; fabl; wibW
Peptide Score:  EE.GE
Mzthod: ITHS; IO 3
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200 300 400 S00 (=1 H] Fao 00 a00 1000 1100 1200 1300 1400 1500

mfz [amu B
: ! ]
hass: 1172.54753 & dalton Frass SEQ & dalton Fnass
iz Systerm.Collections,
Charge: System.Caollections, oB.02874015 1 G 9
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Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 F23

Scannumber; 12114
Protein: B5UQEA40; phoflll; phoB
Peptide Score: 4502
Method:; ITWS; CID; 3
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Source:

2013021 2_WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate3_F23

Scannumber: 125414
Protein: BSUT 25390; mtnWW; vkl
Peptide Score: 11248
Method: ITHS; CID; 2
Yia Yia Yis Y1z YW1 Yimye? Ya ¥Wr ¥Wa E
pi
I [ AlTIY (I [ TY{E{P |G &:,D{T E K _
bs ba*ba ba™b>"bs* be*bin bi: bz bia bia b=
2] i
: - |
= 717.3414 i
0 — =
e i L
| R=
-4 D_- :
O m C
I -
@
= . viz ; =
w
= E??';E 1226662 [ b E-
{ E_ ¢ .I. | _|:| =
a i ! Yiz— HH: i T
2 Ve | 1218.627] 3
® B4 6. 264 i et .
m i T 1060.516 h" ;
& 1| | .
@ F- b be* bt | y1o—NH: 1;14}52:2 Y1z bre—Hz0 i
l Ll A gt 32?.3342 | WHWQ ba* i 1437.711 521 724 [ =
- ba| ba | ve Fak| i I:nn 1ese burH0 0 =
| - f || &z - : -
o Ll e o i ?Eu:luj;;?s 5 9865557 .”’E oA Y Lals L T 3
[ ] ] E : v52+ , hi E | 1172.6 E P | | 15':'_3_.:.743 Vs :
_ 3??1.?0-:-15 42185 | 594_2.::3; | ‘ i ‘ L 1621 832 1:;;?3::4:() [
l:l_l - l Iil : l: II ill || II i L ! I| | | |j : : | | ; ‘I | ||I il : IlIi : | : || ; | ; i : |I I-l:l
400 GO0 E 1 Dl:ll:l 1200 1400 1800 1300 2000
mfz [amu] 7.
=
hass: 2025.54961 ; Lodalton frass Ao dalton FMass SEQ A dalton Frass & dalton FMass
bk i 168.0056 168.0056 1 3 17
Charge: Systerm.Callections. ; :
Eetentiontirme: System.Collections. 2097 0482 207 0482 2 E T1a |1863. 955 1863 959
L R 410.1323 -0.007445 4101323 3 | 15 1734016 1734015
Mass Error [ppm].  -0.0342Z6
e e 523.2164 +0.033004 523.2164 4 | 14 1621.832 -0.203404 1621.832
Precursor Type: MLLTI 584 2535 +0.278085 594 2535 5 A 13 15%08.748 -0.248979 1508 748
095 3071 095 30711 0 T 12 [1437.711 |-0.058301 (1437.711
H558.3645 B558.36045 7 bl 11 (Y3386 8863 |-0-15782 1330603
o7 1.4485 7 1.4485 8 | T (37308 -0, 13455 [1173.6
Tos4.533 1084, 533 = | G Toed 516 -0240671 1060.516
general information 1185.58 1185 58 10 T 5 047 4316 474.2195 -0.055605
Slae b, lmarele 13149625 0202711 1314625 | 11 E 7 846384 +0.002155 846 384
Aminofcids Coverag 53 %
Intensity Coverage: 57 % 1411.678 -0004376 1411.676 12 P o 717.34714 -0.040457 717.2474
Protein Localisation: 2. 13 1468697 1468.697 13 & 5 5202886 +0.036782 620, 2885
1539 734 15359 734 14 fa 4 |563. 2671 T e gk
+0. 3609321 827.8842 1654 .76l 15 D 3 492 23 402 23
1755 8005 1755 8059 Ta T 2 |3FF.203]1 |[+0. 0355411577 203
1884 851 1884 5851 17 E 1 |2Fa 055 2781554
18 kK ] i e o ord = a7 T 12AE



Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 F23
Scannumber: 2845

Protein: acch; BSUZA210; yitl
Peptide Score: 273
Mzthod: ITHS; IO 3
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Mass Error [ppm]:.  0.36304
FEF- 00076599 421.2082 4 W B B24 355 - 17779 B24 355
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Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 F23

Scannumber: 3391
Protein: B5UD2EZ20; phal; webs
Peptide Score:  23.31
Method: IThS; CID; 2
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+0. 1762354 10704554174 10 W T 25020632 507 25020832507
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Source:

2013021 2_WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate3_F23

Scannumber: 4066
Protein: BsUz8290; ilw
Peptide Score: 13543
Method: ITHS; CID; 2
¥a ya© ¥s ¥z
E
E A I VWS I Ml AT
bz b= ba ba®™ b= bs™
o
] ba*
= 766.4 054
D_
=4] |:|_-
b o
= i Vs
= 1 598.2232
= !
] | bz
2 = v ¥s—NH: B+, 2663
4 @ 232.1565 581.1967 | !
5 ] i 5 bz
'ﬁ . yz-NH: ba* | bo* 736.3277
5 1 151289 | 55?'3:”'-'; 628.3508 bz-Hz0 ba-H:z0
= ¥z b=z 2.0 ' 7182171 | B46.2757
1 261.1198 I his :
| : L1 566, 2222] . |
5 vz—MH= Load | bs o el
o bz 44 ness | bz-Hz0| . P -:-_:__.._291§
IR 201.087 || 2BR.1448 Vs i |
. 500.24 53
D_ ] T ] T I T || || T T ] || 1 I 1 1 T T I‘ T |I‘ ] I ||H ] ] I T J T 1 T ] T | I 1 1 ] ] ! T I ] ] T T ‘I T T ] T 1 ] ] 1 I 1 1 1 T || ] T ] T I
200 250 300 350 400 450 SO0 S50 GO0 G50 oo Fi=li] a0 50 900
m/z [amu]
hass: 9595.43243 & dalton Frass SEQ & dalton Fnass
iz System.Collections,
Charge: System.Caollections, 130.045865563 1 E &
Eetentiontirme: Systermn.Collections, + 0. 06803865 207.0880983351 2 A 7 BaF7. 307174254
L 1354480 _0.009EE814 300, 155357267 3 y 6 708 360060465
Mass Error [ppm]:. -0.059392
PEE- 005817 2006 22538111845 4 W 5 897 201644655 -0.05076386
g Precursor Type: =0 +0.20094008 BE5. 2221700017 5 5 4 5G3 223232634 -0.08713865
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Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 F23
Scannumber: 4116

Protein: B5U20570; wtrmE

Peptide Score: 297

Mzthod: ITHS; IO 3
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Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 F23
Scannumber: 4213

Protein: BSLI36050; cotB
Peptide Score:  1228.03
Method: ITHS; CID; 3
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Source:

2013021 2_WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate3_F23

Scannumber: L2065
Protein: B5UT3120; metl; metE
Peptide Score:  120.06
Method: IThS; CID; 2
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Saurce: 2013021 2_VE_Bzu_TripleSILAC_pWTPrkCPrplReplicate3 F23
Scannumber:  B140

Protein: B5UZ22070; =pt
Peptide Score:  1E0.36
Mzthod: ITHS; IO 3
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Source:

2013021 2_WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate3_F23

Scannumber; E32E
Protein: ath; BSUQEE00; pur M
Peptide Score: 21015
Method: ITWS; CID: 3
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Source:

2013021 2_WR_Bsu_TripleSILaZ_pWTPrkCPrplReplicate3_F23

Scannumber; FOEBE
Protein: ath; BSUQEE00; pur M
Peptide Score:  110.55
Method: ITWS; CID: 3
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