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UniRef90_U6FYE9. Autolysin. Staphylococcus capitis CRO1
UniRef90_D3QFD1. Phage N-acetylmuramoyl-L-alanine amidase. Staphylococcus lugdunensis
UniRef90_UPIO002FAEBEA. Amidase. Staphylococcus capitis

UniRef90_H9A139.
UniRef90_B9CV69.
UniRef90_Q4L3Y5.
UniRef90_D1GQI6.
UniRef90_E8SE62.
UniRef90_Q8SDJ9.

UniRef90_Q4z8Y9.
UniRef90_E8SEG0.
UniRef90_056785.
UniRef90_H9A0Q2.
UniRef90_I6T7G5.
UniRef90_Q859K9.
UniRef90_A8D3S8.
UniRef90_I7KMZ0.
UniRef90_K8N672.

Lysin. Staphylococcus phage StB20
SH3 domain protein. Staphylococcus capitis SK14
N-acetylmuramoyl-L-alanine amidase. Staphylococcus haemolyticus
Phage amidase. Staphylococcus aureus
Autolysin. Staphylococcus pseudintermedius
Amidase. Staphylococcus phage phil3
UniRef90_UPI00035CC3BA. Amidase. Staphylococcus epidermidis
ORFO15. Staphylococcus phage Twort
Bifunctional autolysin Atl. Staphylococcus
Cell wall hydrolase Ply187. Staphylococcus
Lysine. Staphylococcus phage StB27
Amidase. Staphylococcus phage vB_SepiS-phiIPLA5
Amidase. Staphylococcus phage 44AHJD
Amidase. Staphylococcus phage SAP-2
Possible N-acetylmuramoyl-L-alanine amidase.Staphylococcus equorum
Uncharacterized protein. Staphylococcus simulans

pseudintermedius

phage

187

UniRef90_UPIO0036FC933. Hypothetical protein. Staphylococcus intermedius

UniRef90_KOU7Q5.Autolysin. Staphylococcus arlettae CVDO59
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UniRef90_I7KMZ0_224_353 DAAVDILTIVDFADHVTNG -YRIWEINIAKDLTW - - - VALPKG - -WKLVEQITPD
UniRef90_K8N672_224_ 351 DA MIVAVDYVYHVTKGKVRMWEUDIAKDSIR- - -NVFPTG--WKVIEQNTPD
UniRef90_UPI00036FC933_26_147 DAAWDILP -NYILKKYWG -FETTWEINLINAMAQ - - -KSNYRGNDFKIYRYITPS
UniRef90_KOU7Q5_4_ 128 DXAVDILTIVDYADHVTNG -YRIWEINIAKDLTW - - - VALPKG - -WKLVEQUTPD
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UniRef90_B9CV69_2_162 TIl4K T Y -NG---GNTTSFQIL[SNIWNG
UniRef90_Q4L3Y5_3_166 TVI4R T Y -DG---GNTSRFQIL[SNIWNG
UniRef90_D16QI6_2_ 161 T V4K T Y -KG---ATQMTMPVI[SNIWNS
UniRef90_E8SE62_11_138 F VI4Q R Y -NS---GNTNOQFLIL[SNIFDG
UniRef90_Q8SDJ9_11 138 FVI40Q T Y -NG---GNTNOFLIL[SAIYDG
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UniRef90_E8SE60_20_150 F V4K T W -GP---STKDYFYSVPIAIWNN
UniRef90_056785_20_150 F V4K T W -GP---STKSYFYSVDIRIWNN
UniRef90_H9A0Q2_224_354 Y Il4P T Y DNS---GGTNTQTVL[3AIFDG
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UniRef90_Q859K9_9_139 F K140 T Y --8S---GNLB|YYTCL[IORIWLG
UniRef90_A8D3S8_9_138 F K40 T Y --S-=--GNLDYYTCL[3IWLN
UniRef90_I7KMZ0_224_353 Y Vi4P T W DNS---GGTESFVIL[SWAIYDT
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UniRef90_K8N672_224 351 - - -
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Variable Average Conserved

I - Insufficient data - the calculation for this site was performed on less than 10% of the sequences.



