
Figure S6. Consensus sequences for transport of boron and CO2. Alignment of putative amino acids of aquaporins of V. Vinifera (cv.

Touriga nacional) obtained from present study and previous study (Leitão, 2012) with the sequences of aquaporins reported to transport

(A) boron and (B) CO2. ar/R constrictions and P1-P5 positions are shown to demonstrate the conserved amino acid residue. Accession

numbers of presented protein sequences are: AtPIP1;2 (Q06611), AtNIP5;1 (NP_192776), HvPIP1;3 (BAA23745), HvPIP2;1 (BAA23744),

NtAQP1 (O24662), OsNIP2;1 (Q6Z2T3), VvTnPIP1;1 (HQ913643), VvTnPIP1;4 (KJ697714), VvTnPIP2;1 (KJ697715), VvTnPIP2;2

(HQ913642), VvTnPIP2;3 (KJ697716), VvTnTIP1;1 (KJ697717), VvTnTIP2;1 (HQ913640), VvTnTIP2;2 (KJ697718), VvTnTIP4;1

(KJ697719), ZmPIP1;1 (Q41870). At: Arabidopsis thaliana, Hv: Hordeum vulgare, VvTn: V. vinifera (cv. Touriga nacional), Zm: Zea mays.
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