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Figure S7. Consensus sequences for transport of ammonia. Alignment of putative amino acids of aquaporins of V. Vinifera

(cv. Touriga nacional) obtained from present study and previous study (Leitão, 2012) with sequences of aquaporins reported to

transport ammonia. ar/R constrictions and P1-P5 positions are shown to demonstrate the conserved amino acid residue.

Accession numbers of presented protein sequences are: AtTIP2;1 (Q41951), AtTIP2;3 (Q9FGL2), GmNOD26 (P08995), TaTIP2;1

(AAS19468),VvTnPIP1;1 (HQ913643), VvTnPIP1;4 (KJ697714), VvTnPIP2;1 (KJ697715), VvTnPIP2;2 (HQ913642), VvTnPIP2;3

(KJ697716), VvTnTIP1;1 (KJ697717), VvTnTIP2;1 (HQ913640), VvTnTIP2;2 (KJ697718), VvTnTIP4;1 (KJ697719). At:

Arabidopsis thaliana, Gm: Glycine max, Ta: Triticum aestivum, VvTn: V. Vinifera (cv. Touriga nacional).
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