YP_008575886.1_Eucalyptus umbr
YP_008576991.1_Eucalyptus spat
YP_008577671.1_Corymbia macula
YP_008577076.1_Eucalyptus torq
AFJ05166.1_Punica granatum
AAS83539.1 Toxicodendron orien
ABV65256.1 Quercus nigra
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RS I ISR ISR ISR IS ISR IS ESCICIEE ISR ISR ISISRIEN IEIIEIRN IRISIIEN ISR IR |
MSPQTETKASVGFKAGVKDYKLTYYTPEYETKDTD ILAAFRVTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTSLDRY
MSPQTETKASVGFKAGVKDYKLTYYTPDYETKDTD I LAAFRVTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTSLDRY
MSPQTETKASVGFKAGVKDYKLTYYTPDYETKDTD I LAAFRVTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTSLDRY
MSPQTETKASVGFKAGVKDYKLTYYTPDYETKDTD ILAAFRVTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTSLDRY
MSPQTETKASVGFKAGVKDYKLTYYTPEYETKDTD ILAAFRVTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTSLDRY
MSPQTETKASVGFKAGVKDYKLTYYTPEYETKDTD I LAAFRVTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTSLDRY
MSPQTETKASVGFKAGVKDYKLTYYTPDYQTKDTD I LAAFRVTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTSLDRY
MSPQTETKASVGFKAGVKDYKLTYYTPEYETKDTD ILAAFRVTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTSLDRY

90 100 110 120 130 140 150 160
SRR IR R IR IR ISR IRIRIRN IR IRIIPIPN IDTCIRIRN IRICIRIEN ISR IRIPIPIRN IRTRIPIPN IRCIOIRN IR |
KGRCYHIEPVAGEENQY ICYVAYPLDLFEEGSVTNMFTS IVGNVFGFKALRALRLEDLRIPTSYTKTFQGPPHGIQVERD
KGRCYHIEPVAGEENQY ICYVAYPLDLFEEGSVTNMFTSIVGNVFGFKALRALRLEDLRIPTSYTKTFQGPPHGIQVERD
KGRCYHIEPVAGEENQY ICYVAYPLDLFEEGSVTNMFTSIVGNVFGFKALRALRLEDLRIPTSYTKTFQGPPHGIQVERD
KGRCYHIEPVAGEENQY ICYVAYPLDLFEEGSVTNMFTS IVGNVFGFKALRALRLEDLRIPTSYTKTFQGPPHG IQVERD
KGRCYHIEPVAGEENQY ICYVAYPLDLFEEGSVTNMFTS IVGNVFGFKALRALRLEDLRIPTAYTKTFQGPPHGIQVERD
KGRCYNIEPVAGEENQY ICYVAYPLDLFEEGSVTNMFTS IVGNVFGFKALRALRLEDLRSPTAYTKTFQGPPHGIQVERD
KGRCYHIEPVAGEENQF IAYVAYPLDLFEEGSVTNMFTSIVGNVFGFKALRALRLEDLRIPTSYSKTFQGPPHG IQVERD
KGRCYHIEPVAGEENQY ICYVAYPLDLFEEGSVTNMFTS IVGNVFGFKALRALRLEDLRIPTSYTKTFQGPPHG IQVERD

170 180
RN IR IR IR IR IR IR IR IRIRIPIPN IRISIRIRN IRIIRIRN IR IR IR IR IR |
KLNKYGRPLLGCT IKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCAEAI FKSQAETGE IKGHYL
KLNKYGRPLLGCT IKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCAEAIFKSQAETGE IKGHYL
KLNKYGRPLLGCT IKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCAEAIFKSQAETGE IKGHYL
KLNKYGRPLLGCT IKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCAEAI FKSQAETGE IKGHYL
KLNKYGRPLLGCT IKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCAEALYKAQAETGE IKGHYL
KLNKYGRPLLGCT IKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCAEALYKAQAETGE IKGHYL
KLNKYGRPLLGCT IKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFVFCAEATYKAQAETGE IKGHYL
KLNKYGRPLLGCT IKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFCAEAI FKAQGETGE IKGHYL
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250 260 270 280 290 300 310 320
RS RN IR ISR ISR ISICITN IICICIE ISCICICE ICICICICE ICCICICN ISRIRIEN ICIIRIRN ICEIPIRN ISR ISR IR |
NATAGTCEEMIKRAVFARELGVP IVMHDYLTGGFTANTSLAHYCRDNGLLLHIHRAMHAV IDRQKNHG IHFRVLAKALRM
NATAGTCEEMIKRAVFARELGVP IVMHDYLTGGFTANTSLAHYCRDNGLLLHIHRAMHAV IDRQKNHG IHFRVLAKALRM
NATAGTCEEMIKRAVFARELGVP IVMHDYLTGGFTANTSLAHYCRDNGLLLHIHRAMHAV IDRQKNHG IHFRVLAKALRM
NATAGTCEEMIKRAVFARELGAP IVMHDYLTGGFTANTSLAHYCRDNGLLLHIHRAMHAV IDRQKNHG IHFRVLAKALRM
NATAGTCEEMIKRAVFARELGAP IVMHDYLTGGFTANTSLAHYCRDNGLLLHIHRAMHAV I DRQKNHGMHFSVLAKALRM
NATAGTCEEMLKRAVFARELGVP IVMHDYLTGGFTANTSLAHYCRDNGLLLHIHRAMHAV I DRQKNHGMHFRVLAKALRM
NATAGTCEEMIKRAVFARELGVP IVMHDYLTGGFTANTSLAHYCRDNGLLLHIHRAMHAV IDRQKNHG IHFRVLAKALRM
NATAGTCEEMIKRAVFARELGVP IVMHDYLTGGFTANTSLAHYCRDNGLLLHIHRAMHAV IDRQKNHG IHFRVLAKALRM

330 340 350 360 370 380 390 400
RS I ISR ISR ISR IS ISR IS ESCICIEE ISR ISR ISISRIEN IEIIEIRN IRISIIEN ISR IR |
SGGDHIHSGTVVGKLEGERD I TLGFVDLLRDDF IEKDRSRG I YFTQDWVSLPGVLPVASGG IHVWHMPALTE IFGDDSVL
SGGDHIHAGTVVGKLEGERD I TLGFVDLLRDDFIEKDRSRG 1 YFTQDWVSLPGVLPVASGG IHVWHMPALTE I FGDDSVL
SGGDHIHSGTVVGKLEGERD I TLGFVDLLRDDF IEKDRSRG I YFTQDWVSLPGVLPVASGG I HVWHMPALTE I FGDDSVL
SGGDHIHAGTVVGKLEGERDITLGFVDLLRDDFIEKDRSRG 1 YFTQDWVSLPGVLPVASGG IHVWHMPALTE I FGDDSVL
SGGDHIHAGTVVGKLEGERD I TLGFVDLLRDDF IEKDRSRG I YFTQDWVSLPGVLPVASGG IHVWHMPALTE IFGDDSVL
SGGDHIHAGTVVGKLEGERD I TLGFVDLLRDDFIEKDRSRG 1 YFTQDWVSLPGVLPVASGG IHVWHMPALTE I FGDDSVL
SGGDHIHAGTVVGKLEGERE I TLGFVDLLRDDY IEKDRSRG I YFTQDWVSLPGVLPVASGG I HVWHMPALTE I FGDDSVL
SGGDHIHAGTVVGKLEGEREITLGFVDLLRDDY IEKDRSRG I YFTQPWVSLPGVLPVASGG IHVWHMPALTE I FGDDSVL

410 420 430 440 450 460 470
AR RN I IR IR IR IR IR IRRITITY INTRIPIPN INICIRIRN ISR IRIPIPIRN IR IR |
QFGGGTLGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNE I IREASKWSPELAAACEVWKE I KFEFEAMDTL
QFGGGTLGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNE I REASKWSPELAAACEVWKE IKFEFEAMDTL
QFGGGTLGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNE I IREASKWSPELAAACEVWKE | KFEFEAMDTL
QFGGGTLGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNE I IREASKWSPELAAACEVWKE I KFEFEAMDTL
QFGGGTLGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNE I IREASKWSPELAAACEVWKE I KFEFEAMDTL
QFGGGTLGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNE I REASKWSPELAAACEVWKE IKFEFEAMDTL
QFGGGTLGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNE I IREAAKWSPELAAACEVWKE | KFEFPAMDTL
QFGGGTLGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNE I IREACKWSPELAAACEVWKE I KFEFEAMDTL



