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Figure S8 Alignment of de novo transcript with affinity to four extra Mix1 exons. Ferris et al reported that four founder

strains have extra exons in Mx1 gene compared to the reference annotation. We therefore mapped our novel transcripts

against these extra exons and found four novel transcripts containing all of parts of these exons in the four previously reported

strains. Mapping the four novel transcripts to rat genome found was successful and shown here. The four transcripts were

found in the four strains that Ferris et al originally discovered the extra exons. The other four strains didn’t have these missing

exons and therefore had no novel transcript that could be mapped here.
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