T
\ R=0
40 ¥ ® R=100
\ m] chvim
\ sim
e \ < rcb.
2 30 h o x"
o] o]
.5 VC\I
3 o
T 201 y
| e
ie]
©
©
> 0
0 4
102 107" 1 10 102 10°
IGC rate (C)

Figure S1 Comparison of main measures of variation. Theoretical expectations for variation within copies (r,¢) (Innan 2003),
variation between copies on different chromosomes (m,°) (Innan 2009), and variation between copies on the same chromosome
(rs") (Ohta 1983) are shown together with their corresponding values obtained by simulation (1™, m,¥™, and 1.¥™). For high IGC
rates, m,,* and 1, converge to ©, while ri* converges to 0 because high IGC homogenizes blocks on the same chromosome, but
neutral variability found within populations is still present between different chromosomes. For low gene conversion values, ri
and mp¢ become identical and increase as IGC rate decreases, while ¢ = 20.

108l D. A. Hartasanchez et al.



