
 

Fig. S3. Topological structures of selected baculovirus and nudivirus IAPs (inhibitors 

of apoptosis). Black lines indicate the relative lengths of each amino acid sequence; 

long green boxes represent BIR domains; yellow pentangles are RING domains. Most 

baculovirus IAPs contain two BIR domains in the N terminal and a RING domain in 

the C terminal. By contrast, nudiviruses IAPs tend to be more diverse. IAP accession 

numbers are listed in Table S6. 

 

 


