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Table S1. Primers used in quantitative methylation-specific PCR

Primer Name Primer sequence (5 — 3") Orientation  Status
SP1. 350 UMF GGGTTTTGGTTGTTGGGT Forward u
SP1.35 UMR ATTTCTTCTTCACTTAATCTCTCTAAAC Reverse U
SP1.35 MF GGGTTTTGGTTGTTGGGC Forward M
AP1.¢5, UMF AGTTTGTTTGGTTTAGTGATTTTTT Forward U
AP1g5, UMR TTTTAATCCTTCCAACAACCAC Reverse U
AP1.65, MF AGTTTGTTTGGTTTAGTGATTTTTC Forward M
AP1.g70 UMF GAGTTTTAGATTTAGTTTTTTTAATTGATT Forward U
AP1.37, UMR CATAACTTCTCTCTACTCTTTCATC Reverse U
AP1 g,6 MF GAGTTTTAGATTTAGTTTTTTTAATTGATC Forward M
AP1.4,97 UMF AATTTGGTAGGATTCGTTTTGAT Forward U
AP1.,,97 UMR CTCCTCTATCCATAAAATTCTCC Reverse U
AP1.1:97 MF AATTTGGTAGGATTCGTTTTGAC Forward M

F, forward; R, reverse; M, methylated; U, unmethylated.



GCTAGCCCTCCCCTCTATAAAAGGGGTAGGACGAGCTCTACCTGAATATGACTGTGAGCCTGCAGTGCTTATTACGTTATGGG
GTTTTTGGAAGTTTGAAGTCAGGCAAGCAGTTTTGTGATCTCTAACCCTCTGTGCCAACGCAGAACACCAGTCTTTATCAGTGT
AACATCGTTGTTTCCTTCCTTCCTCCTACAATCATCTGCCCCACACGAACCCCACAGCCAGCCAGGGAGCAGGGTTTCCACCCG
CATACCCTCAAGAGACAGGCATGTCAAAGCATTTTGGCAAGAGTTTGCTTCGATGCAGCAGAAAGATATACCAGCCCCTGTCT
GTTCCCATTTTCCAAGGGGAGAATACTTGGGAAGAAGGCTTGTTTGCTTATAAAGTCCAAATGTGTAACTCCTAATACCTTTA
GTCAGTTACAAGCATGTAGCCCTTTAGCCATACTTTTAAAAGACTGTCTGTTGTACTGAGGGTCTCTCCCCGAAAGGAGAAAG
AAGGATTTTTGCACTAGATCACAGGCAGGGATCTTCTGGCTCCTGCGTGGGCCAGGACCATCTTGGAAAATCACCCCTCTGGG
ATTCATTCTTGGCCATGTCCTTCACCGCCAATGCTGCATCTGCAAGGTCTGAGGCCCTTTAGACACCCCCTTGGCTATGGTGCC
CGTTAAACAGACGATTTACTCTCCTGTTAATAGGATTCAATTACGAAAAGGGGTGGGGGAAGGGAGCTCACTGCTGGGGAGA
GTTTAGGGGCCTGAGCACTGCTCTCGTTTTATGGCCCGATAAGCTGGTTGCCTCATAGCAACAGAGGCAGAAGTGAGGAGGG
TCCAGAACTCTTACAGTTGGCAGGGCTGAGCTGTGCCCACCTCCCCAGGAGCTCTAAAATATCAAGTGGCGAGTGTCTGCACA
ACAGAAGTGAGCTTTCAGGTCTTAAAGCAGCACCAGGCTCAGGAGAGAGAGCCAGGCTCAGCAGAGAGAGCCCCAGCTCTG
Apl.1197 TAATCTGGCAGGACCCGCTTTGACGCTGGCTCCTGCACTTGGGGAACCCCCAGGTGGCTCAGTGGTGAAGAGTCCGCCTGCCA
GTGCAAGAGACCTGGGTTCTGTCCCTGAGTCGGGGAGGTCCTCTGGAATAGGAAATGGCAGCCCACTCCAGTATTCTTGCCTG
GAGAATCCCATGGACAGAGGAGCCTGGCGGGCTACAGTCCACGGGGCTGCAGAGAGTCGGATGCGACTGAGCGCGCACGCG
CATGCATGCATCCATGCAGCCCGCGCTTAGAGCAGCCAACTGTGGGAGAGCAATTTAAGGCTTCTGAGCTTCAGATTCAGTTT
Aplgs CTTCAACTGACCGTTGAGTAAACTGAGGAGCAGAGACGCTAGGATCATTCCTGATACTTAGGGAAGGCCCTATGCTCGTGTTT
ATTTTTGTCACTGCTTTTTAATCCTTCCAACAACCACTTTAAGGATGAAAGAGTAGAGAGAAGTTATGTTTTTGCCTTCAAATG
TTATTTCTCACTTGTCTCTTCTATTGATGGGAACAAATCTCTGCCCATGCGCCCAAACTGTACAGTTTGACCACCGGGAGGTCAAPL,s,
CTGGGCCAAGCAGGCTCTTCTTAGATCTGGCCAGCTGGAAACAGCCGTGAAGCTCTCACTGCTGCCCGCTTCTCCTTGGTTGG
TCTTTAAAAGGTGAGTTTCTCTTTTCCTGCCCCAAATCTCCGCCATTTCTAACTCTTATCACTACTCTGTACAAAGTAAGGTTTA
AAAACCCCAAGAGGCTCAGAGAGGCATCGTGACCTGCCTGGGGTCACACAGTACACAGTTGTCAAAGGCTGAGGGTTTTGGC
Spl; TGCTGGGCGGGTTGGAAATGCCAGCCCCTCCAGCTGCTGATGAGCCCCACCCCTTAGAGCTTCCACTCCTCCTCCCTCCCCTCC
GTCAGCAAAAAGAAACTCATTTCCCATCCCAGACTTCTCTGCCAGCCCAGAGAGATTAAGTGAAGAAGAAATGTCTCCAAAC
ATACCGAGATGGTCTTTCCTGGCTTCTCAGATTTGCTGTCTGTGGTTTGAAACCTTTTGCCCAGTAGATTCTGGGAATTGCAGG
GCAGGGGCCTGGGTAACAGCTGCCAGCCCCTGGGCTGGGTACCTGCCCTCTCGAGTTTGTGTCCTGGGGCTGTGTGCTCAGAC
TTGACCATGTTTGGGCATGGAGGCTCGTCTCAGACGAGAACCAAAGGCCGCT
mRNA of BKEl;
TCCCCAGAGACGGGCTGGGAGCCCAAACTTCCTGCTGCAGCTCGGGCAGCTTCTTTTGGGTGGGGGCTGGGGACCAG
GAAGAAAAGGGTCTGCCGAAG AAGCTT

Figure S1. Mapping of the ovine BKB1 promoter sequence and transcription factor binding sites. Transcription
factor consensus binding sites, including Apl and Sp1l binding sites were underlined and CpG units were marked bold. Arrow, transcription
start site.
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Figure S2. Effect of pregnancy and chronic hypoxia on Sp1l abundance in nuclear extracts. Nuclear
extracts were isolated from uterine arteries of nonpregnant (NPUA) and pregnant (PUA) sheep treated
with normoxia (Control) and long-term high-altitude hypoxia (Hypoxia). Sp1 abundance was determined
by Western blot assay. Data are means + SEM. n=5



