Table S1. Primers used in the study

Target and primer name

Gene sequencing Nucleotide sequence (5'— 3")

pmrB
PmrB1 GCAACCAACTGGAGCAGAG
PmrB2 GAGCAACTCGATGGACTCGT
SegpmrB1 GAAGTGCAGGCCGAGGTC
SeqpmrB2 TCCAGCAGGAGGTTGAGTTC
phoQ
PhoQ1 GCTGGTCGAGGAGCAACC
PhoQ2 CTGGCGCGACAGGTAGAT
SegPhoQ1 GTAGAGCTGCTCGCGGAAC
SegPhoQ2 AACTACACGCCGCGCTAC
parRS
SeqC1 AAGAGCGGAAGTGCTTTCAA
SeqC2 CACGAAACATGGAACACCTG
SeqparRC2 Q)
SeqparSC1 Q)
SeqparSC4 Q)
SeqparSC5 @
CprRS
CprS1 CACCTGGAAGCTGTTCGATG
Cprs4 ATGCTGACCTTCATGCTGCT
SeqCprS1 CGACGATGAACCAGACCAG
SeqCprS2 CTGTCCGACGCCATCATC
SeqCprS3 GGAAAGCAACACCCTCAACG
colS
colS1 GTCCATCAACTCCGTCAGGT
colS2 GAAAAGTCGAGGTCGACAGG
SeqgcolS1 CTTCGACGAGACCCTTGG
SeqcolS2 ACAATTGCTCGCGCTTGA
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