Table S1. HIV-1(89.6) Peptides
Differentially
affected
Number Sequence? Dominant I-Ak+ (IL-4)
1 KEKTWVTIYYGVPVWREATT
2 GVPVWREATTTLFCASDAKA X
3 TLFCASDAKAYDTEVHNVWA XX X
4 YDTEVHNVWATHACVPTDPN X X
5 THACVPTDPNPQEVVLGNVT X X
6 PQEVVLGNVTENFNMWKNNM X
7 ENFNMWKNNMVDOMHEDIIS X X
8 VDOMHEDIISLWDESLKPCV
9 LWDESLKPCVKLTPLCVTLN
10 KLTPLCVTLNCTNLNITKNT
11 CTNLNITKNTTNPTSSSWGM
12 TNPTSSSWGMMEKGEIKNCS
13 MEKGEIKNCSFYITTSIRNK
14 FYITTSIRNKVKKEYALFNR
15 VKKEYALFNRLDVVPIENTN
16 LDVVPIENTNNTKYRLISCN X X
17 NTKYRLISCNTSVITQACPK
18 TSVITQACPKVSFQPIPIHY
19 VSFQPIPIHYCVPAGFAMLK X
20 CVPAGFAMLKCNNKTFNGSG X
21 CNNKTFNGSGPCTNVSTVQC
22 PCTNVSTVQCTHGIRPVVST
23 THGIRPVVSTQLLLNGSLAE
24 QLLLNGSLAEEDIVIRSENF X X
25 EDIVIRSENFTDNAKTIIVQ X X
26 TDNAKTIIVQLNESVVINCT X X
27 LNESVVINCTRPNNNTRRRL X
28 RPNNNTRRRLSIGPGRAFYA X
29 SIGPGRAFYARRNIIGDIRQ
30 RRNIIGDIRQAHCNISRAKW X X
31 AHCNISRAKWNNTLQQIVIK
32 NNTLQQIVIKLREKFRNKTI X
33 LREKFRNKTIAFNQSSGGDP X
34 AFNQSSGGDPEIVMHSFNCG X X
35 EIVMHSFNCGGEFFYCNTAQ X
36 GEFFYCNTAQLFNSTWNVTG X
37 LENSTWNVTGGTNGTEGNDI X
38 GTNGTEGNDIITLQCRIKQI X
39 ITLQCRIKQIINMWQKVGKA X
40 INMWQKVGKAMYAPPITGQI
41 MYAPPITGQIRCSSNITGLL X
42 RCSSNITGLLLTRDGGNSTE
43 LTRDGGNSTETETEIFRPGG X X
44 TETEIFRPGGGDMRDNWRSE X X
45 GDMRDNWRSELYKYKVVRIE X X
46 LYKYKVVRIEPIGVAPTRAK
47 PIGVAPTRAKRRTVQREKRA X

2 Bold underlined sequence indicates I-Ak-binding motif(s)




109(F ing)

14

IFN-g

== gpl20
mm gp120dss298
== p120dss378

3 — gp120dss385 l ;

L UL S S S S S N S L U S S S AN S A S S S S
0 2 4 6 8101214161820 2224262830 3234 363840424446 48
Peptide
IL-13
2.0+
1.54

log(F |L.13)
2

0.5+
00+—r—r—rr—rrrrrrrr T T T T T T T
0 2 4 6 81012141618 2022 24 26 28 30 32 34 36 38 40 42 44 46 4
Peptide
IL-6
3.01
2.5
§2.04
[
2151
1.04
OS5+—r—T—T—Tr—TrrrTr T T T T T T T T
0 2 4 6 8 101214161820 222426 28 30 32 34 36 38 40 42 44 46 48
Peptide
TNF-a
2.54
2.0
=
w
[
&1.5-
j=2]
o
1.04
0S+r—T—rv—r+TT—7rrT T T T T T TTrr T T T T T T T T T
0 2 4 6 8 101214 16 18 20 22 24 26 28 30 32 34 36 38 40 42 44 46 4

Peptide

-
34
S
=
iy
S 24
o
1
T T T T T T T T T T T T T T T T T T T T T T
0 2 4 6 8 10121416 18 20 22 24 26 28 30 32 34 36 38 40 42 44 46 48
Peptide
IL-5
P
34
%
=
L2
j=2}
o
14
or——T—Trrrrrrr T T T T T T T T T T
0 2 4 6 8 101214161820 2224 26 28 30 32 34 36 38 40 42 44 46 48
Peptide
IL-10
2.01
1.5

log(F .-10)
[y
i

|

he

0.5
0o+r—r—T—rrrrr T T T T T T T T T L T T T T
0 2 4 6 8 101214161820 2224 26 28 30 32 34 36 38 40 42 44 46 48
Peptide
cpm
Do
—~ 49
£
Q
o
g
= 34
5

L U B W N S S S S SO UL R SO R S SO L S SN S N s |
0 2 4 6 8 101214 1618 202224 26 28 30 32 34 36 38 40 42 44 46 48

Peptide

Figure S1. Average peptide-specific responses following immunization of nine mice with
wild-type or disulfide-variant gp120. Responses were broadly greater for the disulfide

variants.
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Figure S2. Shift in the subtype composition of gp120-specific antibody caused by inclusion of CpG with
mLT in the adjuvant formulation. The concentration of IgG1 decreased, and the Log(titer) of IgG1
shifted to a lower value. The concentration of IgG2a increased.



