Figure S1

Figure S1, related to Figure 1
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Figure S2
Supplementary Figure 2
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Figure S4

Figure S4, related to Figure 4
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Figure S5

Figure S5, related to Figure 5
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Figure S6

Figure S6, related to Figure 6

A

SOX9

Input Tag Density

22 |
o
L o_
S 22 TEAD4 Tag Density
0_
]
SOX9
Notch2
40 _ Input Tag Density
[oR
S o - -n
g_ 40 _ TEAD4 Tag Density
0| bl & A
> 5553353 3IIIIIIIIIIIII>»>y
NOTCH2 -
B Notch2
|
1 17
C
e}
)]
7]
)
S
X
w 0.5 A 0.5 1
o)
=
©
[0)
o
0 0 -
= N o
Q ©
o £
7] Q =
© o)
> ©
=
/7]

TEADA4 ChiIP
| Rle] 1
0.1
M Tead4
=1
Q.
£
kS
R
B'(L‘g;”” Notch2 Sox9
Yap ChIP
0.015 p—
- B Yap-55A
2 0.0
IS
©
2 0.005
B'(LUEZL)‘"” Notch2 Sox9
Sox9
*k
*k
[r—
p —
3]
2}
7

siYapTaz

siYapTaz2


http://www.editorialmanager.com/cell/download.aspx?id=1089259&guid=024dd0a0-08f6-4706-ab63-0d415bacd5ef&scheme=1

Figure S7

Figure S7, related to Figure 7
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