Flotillin 1
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Figure S3

SPFH-domain

M- F-F-THGPNE|JA VSGF -SPPVMVAGGRVFVLPIIQQIQRISLNTLTLNVKSEKVYTRHGVP|SVTG|AQVKIQGQNKEMLAAACQMFLGKTEAEIAHIALETLEGHQRAIMA
M- F-F-THGPNE|JA VSGF -SPPVMVAGGRVFVLP IQQ I QRISLNTLTLNVKSEKVYTRHGVPISVTGIAQVKIQGQNKEMLAAACQMFLGKTEAEIAHIALETLEGHQRAIMA
MV F - FEVEGPNE|A ISGC -SEPLMVSGGRTFIVIPILQQSQRISLNTMTLRIDTDNVYTRLGVPISVTGIAQVKVQGSSKDMLKAAAQQFLGKSERQVEQIAMETLEGHQRAIMG
MTWGFV TG PN EJA V'S G C -MKPLLVPGGRAFIVWPVGQQVQRISLNTMTLQVESPCVYTSQGVPISVTGIAQVKVQGAQNEDMLLTACEQFLGKSEAEINHIALVTLEGHQRAIMG
MV F - FNT GPNEAMVVSGCFH-ARPALVSGGR|FVWPVFQKLQRISLNTMTLNVESPRVVTRHGVP|SVTGIAQVK|QGQNQEMLHAACQQFLGKSAEQTIHIALETLEGHQRAIMG
MVF-FETSGPNEAMVVSGM.H-TRPLVIPGGRVFVWPIVQRLQRLSLNTLTLNIDTPNVVTRQGVAISVTGVAQVKVQSTNEEMLQSACQQFLGKTETEM RIAQETLEGHQRA IMG
MVW--ES.GPNEVLVLSGCGRGGNPTFIQGGRL VWG.CQKLQRISLNVMTLNVVSPKVFTNQGVAISVTGVAQVKVDASHEQMLRSACEQFLGKSTAEIENVALETLEGHQRAIMG
MAF-Y-SSGPNEJALVVSGLEL-SRPRLIPGGRVFIVWPFIQKIQRISLNLMTLTVESPKIYTAMGVPISVAQGMAQVKIESTKEEMLAHACQQFLGKTEQQVKSVIMETLEGHQRAIMG
MSF-V-TIGPNEALVLSGC L-SKPRLVPGGRVFIKLPWIQKLQRISLNIMTLSIESPRIYTKQGVPISVTGIAQVKIESQDSTALHRACQQFLGLSETEIKHVILETLEGHQRAIMG
MVF-R-KE@GPNEIMVVSGMGW-AQPRVLNGGSVWVWSGVQQLNRLSLNVFTVVVQSHKVYTHDGVAVNVTGVAQVKVESHVDSMLRSAIQQFLGKSQSQIAAVAHATLEGHQRAIMG
hydrophobic stretch
HMTVEEIYKDRQKFSEQVFKIVASSDLVNMGISVVSYTLIKDIHDDQDYLHSLGKARTAQVQKDARIGEAEAKRDAGIREAKAKQEKVSAQYLSEIEMAKAQRDYELKKAAYDIEVNTR
HMTVEEIYKDRQKFSEQVFKIVASSDLVNMGISVVSYTLIKDIHDDQDYLHSLGKARTAQVQKDARIGEAEAKRDAGIREAKAKQEKVSAQCLSEIEMAKAQRDYELKKATYDIEVNTR
TMTVEEIYKDRKKFSKNVFE ASSDLFNMGIFVVSYTLKKDIRDENGYLKALGMARTAEVKKDARIGEAEAKRDAGIREARAMEEKMAATYLNSAEVAKAKRDFELKKAAYDIEVQTK
SMTVEEIYKDRKKFSKQVFENASSDLANMGITVVSYTIIKDLRDEEGYLRSLGMARTAEVKRDARIGEAEARAEAHIKEAIAEEQRMAARFLNDTDIAKAQRDFELKKAAYDVEVQTK
TMTVEEIYRDRKKFSKSVEFE ASSDLVNMGISIVSYTIIKDIRDEEGYLHALGMSRTAQVKRDARIGEAEAKRDSGIKEAIAEEARLKAKYENDTQIAKAKRDFELKKAGYDIEVQTEK
TMTVEEIYQDRKKFSKSVFDINVASSDLVSMGISVVSYTLIKDIRDSEGYLLALGMARTAQVKRDAMIGEAEAKRDSGIKEARAEQQKMAAQYTNDIEVAKSQRDFQLKKAAYDIEVNTR
TMSVEEIYKDRQKFSNQVFDNAKTDLINMGVSVVSYVIIKDISDEQGYLLALGMARTAEVKRDASIGEAEAMRDSGI KAAKADQAKLASKFINDTEVAKSQRNLQLKKAAFDKEVNTR
TMTVEEIYQDRQKFSTAVFEVASRDLINMGVTIVSYTLIQS I SDEVGYLSALGKAQTAQVQRDARIGQAEARRDAGISEALAMQAKEAARYKNQTAIAESERDYNLKQAEYDIQVKTAQ
TMTVEEIYQDRQKFSEAVFE SSRDLVNMGVTVVSFTLJQS | SDEVGY LKALGEKRTAEVQRDARIGEAEAARDSGIKAAMAQQAERAVHFQNQIEVAKSKRDFMLKKAEFDREVETAQ
TMTVEEIYQNRLKFSTAVFQNASTDLSNMGISIVSFTIIKDVSDEEGYLAALGMKRTAEVKRDAAIGEAEAKAASGIEAAKASEELFKVKYTNDAHVASAQRTFNVHQAEFDAEVAQTS
hydrophobic stretch Flotillin-domain

RAQADLAYQLQVAKTKQQI EEQRVQVQVVERAQQVAVQEQEIARREKELEARVRKPAEAERYKLERLAEAEKSQLIMQAEAEAASVRMRGEAEAFAIGARARAEAEQMAKKAEAFQL
RAQADLAYQLQVAKTKQQI EEQRVQVQVVERAQQVAVQEQEIARREKELEARVRKPAEAERYRLERLAEAEKAQLIMQAEAEAESVRMRGEAEAFAIGARARAEAEQMAKKAEAFQM
KATSELAYELQAAKTKQA I KEEQMQI KVVERSQQIQVQEQEIARREKELQATVKQPAEAERYRLETIANANMKRVMLEAEAEAES I IRVKGEAEAYAIEQKAKAEAEQMAKKADAWKD
KAEAEMAYELQAAKTKQRIKEEQMQVKV IERTQEIAVQEQEIMRRERELEATIRRPAEAEKFRMEKLAEANKQRVVMEAEAEAES IRIRGEAEAFAIAAKAKAEAEQMAMKAEAYRE
NATSQMAYNLQAAVTKQKIKEEEMQIKVVERGQQI KVQEQE IARRERELEATVRQPAEAEKYRLEKLAEANRNRYVY I LEAEAQSEAIKVKGDAEAFAIEAKAKAEAEQMAKKADAWKE
KAEADLSYELQAAKTKQRIKEEEMQIKVVERAQQIQVQEQE I TRRERELEAQVKQPALAEKYKLEKLAEANKKRV I LEAEAAAEAIRVKGEAEAFAVEAKAKAEAEQMAKKADAWKE
KAESELAYQLQAAKTKQQI KEEEMEI KVVERKQQINVQEQEIMRREKELEAQVKRPAQAEKFRLETLAEANRQRV I LEADAHAES I RLKGEAEAFAIEAKAKAEAEQMAKKADAWKD
QATANLAKDLQAAKVHQKIRHEEVGVKIIERQKQINLMEQEIVRRERELEAQVRKPAIAEKVRQETLAEAEKNRMILEAEAKAEAIRIRGEANAVSIQAKAQAEAEAMQKQAEAFEK
KAVAALATDLQTAKTQQKIRNEEVGVRLIERQKQIQVMEQE I VRRERELEAQVKQPAKAEKYRLETLAEAEKNRLILEAEADAEAVR RGEAEAFAINAKAQADAEAMQKKAQAWE Q
RAQADLAYDLSAAKLTQGIREQEIQIQVVERQKQIEVQQQEIARKEKELTAQIAKPAEAERYQIETVAAAKRLQLIYEAEARAEAVRLRGEAEAFAIREKAKAEKEKMLSKAEAYQE
YQEAAQLDMLLEKLPQVAEEISGPLTSANKITLYVSSGSGTMGAAKVTGEVLDI[LTRLPESVERLTGVSISQVNHKP-LRTA- - - -
YQEAAQLDMLLEKLPQVAEEISGPLTSANKITLYVSSGSGTMGAAKVTGEVLDILSRLPESVERLTGVSISQVNHNKPLRTA- - - -

YQDAAMVDMV LDV LPKIAAEIAAPLSKAKKITMVSSGKGDVGAQKLTGEVMD IMDRIPLLVENMTSVNISKAIKAT--RV-----
YREAAMVEMLLDTLPKVAAEVAAPLSQAKKITMVSSGTGDIGAAKLTGEVLSIVNKVPELVKNITGVDIARSVHAG - - - - - - - - -

YREAAIVDMV LETMPKIAAEIAAPLSQVNKITMVSNGKGEVGASKVTGEILDIVAKLPKAVEALTGIDISKAMS/LS-NRV-- - - -

YQEAAMVDMVLETMPKIAAEVAAP ISQARKITMVSGGBIGEVGASKITGEVLNIIRQVMPKVVEDLTGIDITKVCTYSFFENCDDLIL

YQDAAMVDMV LETLPKVAAEVAAPFAQTNKIVMVAGDNGE IGASKITGEVME IVANLPKS I EALTGVDISKALKLATHMKK - - - -

YGSAAMLDMV LKTMPRVAAEIAAPLASVDKITMVAGPBIGE IGASKITGEVLNIMNKLPDTIKGMTGLDMGD I IKVS--QV-----

YKDAAIVDMV LSTLPRVAAEIAAPLNNVDKITLVAGPNGE |IGASKLTGEVLNIMNTLPEMVKNLTGVDLAQVVRST--RV---- -

YQDAALVGMV LEMLPRVAAEVAHPLTSVKKITMVSSGNGEVGASKLTNELLDIVTQLPPAIEKLTGVNISNSLRRTVAQRV - - - - -

Flotillin 2
SPFH-domain
MGNEHTVGPNEALNVSGGECGSDYKQYVFGGWAWAIWW,| SDTQRISLEIMTLQPRCEDVETAEGVALTVTGVAQVKIMTE - - - - - - - - - - - - - KELLAVACEQFLGKNVQDIKNVVL
MGNBHTVGPNEALNVSGGECGSDYKQYVFGGWAWAIWW,| SDTQRISLEIMTLQPRCEDVETAEGVALTVTGVAQVKIMTE - - - - - - - - - - - - - KELLAVACEQFLGKNVQDIKNVVL
MGSEIHTVGPNEALNVSGG CGA.EKKYVMGGWAWAWCLVTDVQRLSLEVMTLNPRCESVETSKGVPLTVTGVAQVKVMTE ————————— EGLLAQACEQFIGRSISEIETVVL
MGNIHTTGPNEALHIVSGGEICGSTKKRTIVGGWAWAWWLVTDVQRLSLNVMTLNPMCENVETSQGVPLTVTGVAQCKIMKSSSYKQTDYHNDEADELLGTASEQFLGKSVKEIKQTI L
MGNEBYTVGPNEALNVSGG CGSA.KKTVIGGWAFAWA.VTDVQSISLEVMTLNPTCEAVETAQGVAVTVTGVAQVKVMTE """"""" PRLLKTACEQFLGKTTRQIESVVL
MGNBIHTVGPNEALNVVSGABICGSGEKRY IHGGWAWAWCG I TDVQRIALNVMTLNPHCDSVETAEGVALTVTAVTQCKIMT - - - - - - - - - - - - - - GDLLATACEQFLGRSTHEIEG I I L
MGNHVAGPNEV | ISGG CTPEKKLTLIGDWGVACS.VTDVQSLSLE'MTLNPRCEKVETAQGVALTVTGVAQVKVLSN """"""" EQVLKSALEQFLGRSKREVEDAVL
MGNVHVVGPDQVMNVVSGG CNATNK.TIIGGCAWAWWFCTDVQSLSLNVMTLLPRCEDVETLHGVAVTVTAVAQVMVMAENSLSGNEGGEDR'DTFLRKALEQFLGKSPSE|RDTIL
M-SFYTCGPNEALNLSG - C-LSKPRLVPGGRVFKILPWIQKLQRISLNIMTLSIESPRIYTKQGVPISVTGIAQVKIESQD - - --------- - STALHRACQQFLGLSETEIKHVIL
MGNVHTVGPNEAL | SGGES - SGARKYV | IGGYGFAWWLVSDIKRLTLEVLTLEPVCNDVETKQGVAVSVSAVAQVKFLTE------------- RALLEKAMEQFLGKSTREIQDV IV
hydrophobic stretch
QTLEGHLRS I LGTLTVEQI YQDRDQFAKLIVREVAAPDVGRMG I EI L|SFTIKDVYDKVDYLSSLGKTQTAVVQRDADIGVAEAERDAGIREAECKKEMLDVKFMADTKIADSKRAFEL
QTLEGHLRS I LGTLTVEQI YQDRDQFAKLIVREVAAPDVGRMG I EI LJSFTIKDVYDKVDYLSSLGKTQTAVVQRDADIGVAEAERDAGIREAECKKEMLDVKFMADTKIADSKRAFEIL
QTLEGHLRAILGTLTVEEIYRDRDQFAQLIVREVASPDVGRMGLEIV|SFTIKDVFDNVEYLDSLGKTQTAAVKRDADIGVAEAERDAGIREAECEKSMMDIKFDADTKVADSQRQYEM
QTLEGHLRAILGTLTVEEVVKDRDQFAALVREVAAPDVGRMGIEILSFTIKDVYDDV.VLASLGKAQTAVVKRDADAGVAEANRDAGIREAECEKSAMDVKVSTDTK\EDNTRMVKL
QTLEGHLRAI LGTLSVEEIYKDREAFAALIVREVASPDVGRMG I EI LJSFTIKDIEDHVDYLNSLGKTQTAKVKRDADIGVAEAKRDAGIREAECEKQKMDVVYETQTNIADSSREYQM
QTLEGHLRAILGTLTVEEVYKDRDRFAALIVREVASPDVGKMGIEILSFTIKDIMDKVEYLNSLGKAQTAVVKRDADIGVAEANRDAGIRRAEAERARLDVRYTADTSIADSRREFEM
QTLEGHLRAILGTLSVEDIVQDRDQFAALVRDVASPDVGKMGIEILSFTIKDIYDEV.YLDSLGKSQTAAVKRDAEIGVAHASRDAGIKLAEAEKDRLDARHRADGLIAESRKDFEL
QTLEGHLRAILGTLTVEDIYKDREKFANLWVRETAKPDLAKMGLD I LJSFTIKDVYDSLEYLDSLGKTQTANVMRDADIGEAEAQRDSGIAEAEAERAHQEKANSAKTAIANARRAYET
ETLEGHQRAIMGTMTVEEI YQDRQKFSEAWVFEVSSRDLVNMGVTVVISFTLQSISDEVGYLKALGEKRTAEVQRDARIGEAEAARDSGIKAAMAQQAERAVHFQNQIEVAKSKRDFML
QTLEGHLRAILGTLTVEEIYKDREKFAELWVREVASPDVGKMGVEILSFTIKDIADKVGYLDSLGKKRTAEVKRDADIGVAHAKRDAGIKEAEAQRRHMDVKYAADTEIADAKRGYEL
hydrophobic stretch
Flotillin-domain

QKSAFSEEVNIKTAEAQLAVELQGAREQQK\RQEEIEIEVVQRKKQIAVEAQEILRTDKELIATVRRPAEAEAHRIQQIAEGEKVKQVLLAQAEAEKIRKIGEAEAAV\EAIGKAEA
QKSAFSEEVNIKTAEAQLAYELQGAREQQKIRQEEIEIEVVQRKKQIAVEAQE I LRTDKELIATVRRPAEAEAHRIQQIAEGEKVKQVLLAQAEAEKIRKIGEAEAAVIEAMGKAEA
LKAGYEAEVNTKKAQSELAYSLQGAKEKQKIRSEEVQIEVVERRKQIDVEAKE I ERKERELISTIKRPAEAESYKVETLADGQRMKTV LAAKGEAEKIRNVGGAEASAIEAIGKAEA
QKANFDQEINTAKAESQLAYELQAAKIRQRIRNEEIQIEVVERRKQIEIESQEVQRKDRELTGTVKLPAEAEAFRLQTLAQAKQCQTIEGARAEAERIRKIGSAEAHAIELVGKAEA
QKAAYDQEVNTRKAEAELSYELQGNKEKQKIRSEEIQIEVVERRKQIEVQEKEIQRKEKELIAEVKRPAEAESYKVETLAQGKRTQTVFLAQADAERIKLIGSSEASAIEAIGKAEA
AKAAFDQEVNRVRAEAELSYELQAAKIKQKIRSEEIQIEVVERRKEIDIEEKEILRKDKELIATVKRPAEAESFKVETLAEGRRAETVARAQAEAMKIKAVGSAEASAIEAIGKAEA
WQAAFQQEVNTQKADAELAYELRATREKQKIRNEEIQIEVVERRKQIDIEEQEITRKEKELMATVKRPAEAESFKMELIAQGKRSQTVAAAQAEAEAIKMIGTAEAVSIKAKGNAEA
AKAVYDEEVNKARAEADLAYTLQAAKCQQDIRAEQVEIEVVERRRQIEVEQQEVLRTEKELVAKVNRPAEAERFKVETLAEAARTKQVYEAQGEAEGIKAVGAADAFSIKAVGEARA
KKAEFDREVETQKAVAALATDLQTAKTQQKIRNEEVGVRLIERQKQIQVMEQE IVRRERELEAQVKQPAKAEKYRLETLAEAEKNRLILEAEADAEAVRARGEAEAF INAKAQADA
QKAQFDQEINTKKATAELAYSLQAAKVQQSIKQENIQIEVIERRKQIEVEEQEI IRRQYELEAQVRKPADADKFKIETLAQAQRTRTIVSAQAEAEAIKLIGAAEAA IQAKG I AEA
ERMKLKAEAYQKYGDAAKMALVLEALPQIAAKIAAPLTKVDEIVVLSGDN- - - - - SKVTSEVNRLLAELPASVHALTGVDLSKIPLIKKATGVAQV - - - - - - - - -
ERMKLKAEAYQKYGDAAKMALVLEALPQIAAKISAPLTKVDEIVVLSGDN- - - - - SKVTSEVNRLLAELPASVHALTGVDLSKIPLIKNATGAQV - - - - - - - - -
EMMRMKAAAYKQYGDAAMMS LVLEALPKLAAEISAPLSKTSEIVLLGDD - - - - - - - RTTGELTRLLGSLPPAVQALTGTDISKA--LASIPGAR- - - - - - - - - -
ERMRMKAHVYKQYGDAAIMNIVLESLPKIAAEVAAPLAKTDEIVLIGGN- - - - - - DNITNDVTRLVAQLPPSINALTGVDLSKV--LSKIPGA.A rrrrrrrrr
ERMRQKAAAYKMYGDAAMTA LI LEALPKVAAEVAAPLAKTGEIVIINDDG - - - - - NSVSGELSKLLGQLPPAIQALTGTDLSGV --LNKIPGARQA- - - - - - - -
ERMRQKAAAYKQYGDAALVSLVLDALPKIAAEITAPLSKTEDIVMLSGNG - - - - - EGLTGEITKLVGQLPPAVQALTGVDISKV--GAKVIYLLRN--------
ERMRQKAGAYKEYGDAAMMS LI LESLPKIAAEVSAPLAKTDQIVIIGGG - - - - - - SGVTGEISKLVGQLPPAVQALTGVDISGA--VGKIPGA.KV --------
SAMAARAEAFSKYDKQAKASLVLDALPKLAAEVAAPLGKTKEIVVLSGDS - - - - - EGVAGQVSKLVSQLPPAVQALTGVDLKD.—VMRNMASSSV rrrrrrrrr
EAMQKKAQAWEQYKDAAIVDMV LSTLPRVAAEIAAPLNNVDKITLVAGPNGEIGASKLTGEVLNIMNTLPEMVKNLTGVDLAQV - - - - - VMRSTRV - - - - - - - - -
DEMRMKAAAFKQVGNAAIMNMVLEALPKIAAEIAAPLAKTDNIVLLSGDSNATSADRATSEIARLVGQLPPAVQAITGVDLTK.--LARLASGSATAPAATATR



