HAT060TO1BN4A5|GS681_3p0
GYALM7UO1BOAE9|GS660_0ps
GYALM7UO1BWT7F3|GS660_0ps
HAVSY8S02JXLM8|GS677_3p0
HAVSY8S02GG5CI|GS677_0p8
HAQD3ZU01AMKT9|GS679_0p8
HAVSY8S02G9F42|GS677_0p8
HAVSY8S01CSIYF|GS677_3p0

RCC307
CB0205
BL107
WH8102
CC9616
WH8109
CC9605
RS9916
CC9311
WH8016
WH7803
WH7805

Conservation

Quality

Consensus

L A N N .
MLP KGN sTKDL | KIAGEEQBELoNG TGEARLETD LRI IDLWKSHIAKH——
MLPKENLSIKDL | KQAGEEQELQNYG TGEARLRIDLRIDD IIDLWKSHSIAKH - -
MPPKEVLS/IKDL | KQAGEGQE IQ¥G TNEARLRIDLRIED- - - - ---------
MPPKEVLS/IKDL | KQAGEEQE IQ¥G TNEARLRIDLRIEDT- - - - - - - - - - - -
MPPKE ILS/IKDL | KQAGEEQE IQ¥G TSEARLRIDLRIED | GLWKSHENKN - -
MPPKEVLS/IKDL | KQAGEEQE IQ¥G TSEARL - - - = - == = === - m o mm oo o -
MPPKEVLS/IKDL | KQAGEEQE IQX¥G TSEARLEIIDLRIE- - - - - ---------
MPPKEVLSIKDL | KQAGEEQE IQ¥G TSEARLRIDLRIEBIGLWKSHENKN - -
MPPALEIEL DLL TRAGQQREVLLDSGAGMVRIIDLKA
MKRLLDSEIDRLRLLSGGERELRFDRDGEVLRIDLREDY 1QMWQ
MSCLADPRIEALQEHADASGELSFPAGPDCFRINLRDENIQLWQEFFEQ! - -
MSALADPRIEALQNGAGASGELDLP IGEGCFRINLRDENIELWQ
MNALADSRIAALQEQAGTRGELDLPVGEGCFRINLLDDN I|ALWQETFEQH - -
MSALADPRIAVLQNQAGSSGELDLPVGDGCFRINLBDEN I ALWQETFDQH - -
MSALADPRIATLQNQAGSSGELDLPVGDGCFRINLRDENIALWQETFDQH - -
----- MBIL 1 RQLLNNADBNGE | I HAVGPERFRIDLKPDBL RLWAETLNSR - -
MEBITVEQTLSNLILKNSISEEKEVHYN IGNE | LRLNLKPED |MLWRETLKN I - -
MNGAADIAI AL 1QKIQPENECQHS 1GBIGVLRIINLKADDL KLWRDTLLGL - -
MTASSAT I IRSL TAEILAPEMERRYS | GGGVLRIINVKPDDL TLWE KTV - -
MTQSSEA I IRSLTSKLAPBMELRLS | GBGVLRINVKPDDR TLWQDTELLTI - -

NVALWSNIELSDV- -GADTNLLLA
EATVK- -GNKA

1
PGYSNL - - -
PGYSNLLLA

LFLA

ISPANLLLA

LEQQNATQSTQLLLA

TTPA
TTAA
TTAA
EQRC
SNPG
KEPG
P KPC
TEPG

LLLA
LLLA
LLLA
LLLA
VLLA
ILLA
ILLA
VLLA

10000342+32 42254334 41543534473222003100130??0000-

MPPKEDLS IKDL I KQAGEEQELQYGTGE+RLRIDLRIED IALWQETL+QH--+TPANLLLA

36% id RCC307
36% id RCC307
33% id RCC307
33% id RCC307
34% id RCC307

No hits at threshold

34% id RCC307
34% id RCC307



