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SUPPLEMENTARY FIG. S5.

Dnmt3l Tet1
) 1,0 10
0,2
051t 0,5
0,1
0,0- 0,0+ 0,0
EpiSC cEpiSC EpiSC cEpiSC

Tet2 5B Tet3
[ [ 1,5
1,0
0,5
0,0 -
EpiSC cEpiSC EpiSC cEpiSC

Day 3 Day 6 Day 10
Kif4 Dppa3
Nanog 15 f 15
* #*
. 1,0 A 1,0 -
*
- 05 - g 05 - — 4
=1 00 0,0 il
5 5 a9 5 i = | § TS 3
8 & & a8 7 & 8 & &
(=] o [ [¥] o ]
Brachyury
4001
3001 il
2001
1001
-
1 e—_
2723
o > (=%
o é\‘-‘ le

(A) Gene expression of DNA methylation modifying enzymes in EpiSCs and cEpiSCs

determined by RT-qPCR. Bars represent SEM. (B) Phase contrast pictures of cells during conversion from ESCs to EpiSCs.
The first EpiSC-like colonies appear at day 6. (C) Gene expression changes during conversion of ESCs to cEpiSCs
determined by RT-qPCR. Bars represent SEM for three experiments. *P <0.05, Mann—Whitney U test.





