chr6.tRNA169-iMetCAT

Genome SEQUENCE T6cAAGEEEGEAAAAACAAATCCACAAAEGE TCCE TAGCAGAGEATGGTTTCGATCCATCGACCTCTGGGTTATGEGCCCAGEACGET TCCGCTGEGECACTCTGCTACGEGAGTCACAGGTCECAGAGT
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chr12.tRNA4-AspGTC

Genome Sequence AAAAGGCCTATCAGAAGGCTTTCTTTCGTGCGGTTCCTCGTTAGTATAGTGGTGAGTAT TGTC AGA TTcGATchccGAcGEGGAGGcacAGTAaTTd‘;TTTTiSTTTTTJ
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chr1.tRNA21-HisGTG

GENOME SEQUENCE ASCTECE0CATEEEEEETTAGEE T6TEEETC6CCETEATEOTATAGTGETTAGTAGTCTEEGTTGTEGCCGCAGCAACE TEGCT TCGAATCEGAGTEACGGCAATETCE TTAGTCTAGGE TGTEAGETCT
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chr12.tRNA8-AlaTGC

Genome sequence LWCCATCCCCAGAAAAGCACCAACACAACGCGTAGCGGATCGTAGCTCAGTGGTACGAGCGCATGCTTTCGCACGTATGA TTCAAT ‘r:rccAG‘m:GCGTTTTTCGGGCI‘.T
Orientation —— 5 3 N Pol IIl ter
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chr6.tRNA132-ValAAC

Genome Sequence TECER A‘.‘_M EEOE TRy Ty D TTTCGAA ACCTTTCGCGEGTETTAGGCCAACC TCATAACCACTACACTACCGCAAACCAACGETTACAAAGCTTCTTCTTTTTGACE
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Genome sequence TccccT
Orientation
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chr11.tRNA3-ArgTCT ( vs gene )
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chr11.tRNA3-ArgTCT ( vs spliced tRNA)

Genomesequence TCCCCTﬁlTﬁTGTTClTCﬁCﬁﬁlﬁ&ﬁﬁTCGC&CGTGTCTﬁﬁCTCTﬁTﬁGCGCllTGGITlﬁCﬁCITTﬁﬁ&CTTCTl&TTCIIlﬁGTTGTﬁﬁGTTCGl[}TCCCAf:[:IGIGTc[:CFTTTTIQTTTG]‘QIIG]GC‘AICGQ
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chr6.tRNA140-LeuCAA ( vs gene )

Genome sequence cT4 .c CTCTETCACAAGTEECATTECAACCCACCEETCCATACCOACAEEA
Orientation Pol Il ter S S S S S W W S W

[13624 reads] I
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chr6.tRNA140-LeuCAA ( vs spliced tRNA)

Genome sequence nu...-.cl....ln.rc.nncrernrc.n..urnan.rrce..ccc.cnccrcc.r.cnu.n.cc.a..cnn.ﬁrcrnncnccrr.n.cc.crcnﬁcc.rccrs.c.crnrn.c.....rccr
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chr1.tRNA91-PseudoCCC

Genome Sequence GGGTAAAGAGCCATAGTGAAGAGHAAAAAITACCTCTTATCTTGACCGGEGAATTAAACCCGGGETCTCCCGCGTGGEEAGGCGAGAATTCTACCAC TGAACCACCAGTGCCTCTCTC TAGCAACCC TGGGAGA
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Pol Ill ter SNAR.A-10

Genome SEQUENCE T7TeTTeeTATeARGEEETEETEEETTTATETTITETEET TATA TTECEARSEA CCTTTTITCCCACCCATETCEACCAGEC TGECETEEAACTCGTECECTEGAAGCEECEECTECETE Ax
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5S1.rRNA

Genome Seq uence AAGGAAAGAAACAGCRAAA RS CCAAAGAAARAGEE TACAGEACE COG TAT TCCCAGGEGE TETCCCATECAAG TAE TAACEAGGCCCEAEEE TGET TAGE TTECGA GATEABACGAGATCOGGEGEETTEAGOGTEE TATEGEEETAGAEEE TCAAGEAGGEREE TAOE TE
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