Figure S1. Alignment of HvABCD1 and HYABCD2 cDNA sequences,
showing the region used for the RNA interference construct

The alignment was created using ClustalW2 multiple sequence alignment.
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Figure S2. Expression analysis of HvABCD1 and 2

Histograms and and electronic fluorescent pictographs for (A) HYABCD1 and (B)
HvABCD2 were obtained by interrogating the Bio-Array Resource barley eFP
browser.



100
-@-line 5
s 807 -O-null
kS
£
£
(0]
(@]
S
Time (d)
D
100
-@- line 44
S 80 1 -O- null
& 60
£
S 40 -
N
20
o -
1 2 3 4 5 6 7
Time (d)
E
100
-@- line 47
c -O-null
o
I
£
£
(0]
(@]
S

Figure S3. Germination of RNAI lines and corresponding nulls over 7 d.

Values are means + SE (n=3; 50 seeds per replicate).
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Figure. S4. Q-PCR analysis of gene expression in Arabidopsis transgenic lines and

controls.

Transcript abundance is shown relative to housekeeping genes. RNA was isolated from seedlings
grown on 0.5 x MS containing 0.5 % sucrose. The testae of cts-1 and line A19 seeds were
mechanically disrupted to induce germination. Values are means = SE (n=3)



Supplementary Data

Supplementary Table 1 Primers used in this study

Name Sequence (5’-3’)
CTS-astartF CAATGTCATCTCTTCAGTTATTGC
Hv14973 R2 GGTGCTTCCTCTGTTTGTTG
HvABCD1 (CTSa) F AGTGTGCCATCTGAACAAAC
HvABCD1 (CTSa) R AATGGAACTTTTGCCACTGC
HVABCD2 (CTSb) F CAGCCTCTCCCCATTCCT
HvABCD2 (CTSb) R AGTGCAGCCTCAGACGAAAT
o-tub F AGTGTCCTGTCCACCCACTC
a-tub R AGCATGAAGTGGATCCTTGG
PM19F GGAGGCGTTCGTCATCATC
PM19R TCCTATTTAGACCCTTGCCAC

HvABCD RNAi F

TTCCTGAGAGCTATATCCCCTGA

HvABCD RNAi R

GGCACTGGGGTATCCTTTTGAG

HVELF1F CCTGCCCAAGTTCCTCAA
HVELF1R GGCTTGGTGGGAATCATCT
HvTubulinF ACACCATTGGCAAGGAGATT
HvTubulinR TGTCGGACAGCTTCCTGATAC
HvJIP2 F ACCTTCATGACGGCAACTG
HvJIP2 R CTCCCGGTGTTCTTTTCATC
HvJRG1.2 F GAAATGGAGGGGGTGATAAAG
HvJRG1.2 R CGCTGCTAACAGTGATGCTC
AtCTS F GAGATTAGGCATGGCACGTT
AtCTSR GTCGCATTTGTGCATTCATC
AtCTL1 F AGTGGAGAGGCTGCAGAAGA
AtCTL1R CTCGGGTAGCACGAGCTTTA
AtCTL3 F GAAGTGTCTCGACAAAGGTCGT
AtCTL3 R CCTTTTGGCACTTCTGGTG

AtCTSp5’'Nco

TAACCATGGACTTGGAAGAAGGCGGTGA

AtCTSp3’Kpn

TAAGGTACCTGACATGGCCTGGAATTGAGTATA

HvCTSa Kpn5’

TTAGGTACCATGTCATCTCTTCAGTTATTGCAA

HvCTSa Not3’

TTTGCGGCCGCTGGTGCTTCCTCTGTTTGTTG

CTSb Kpn5’ TTAGGTACCATGCCGTCCCTGCAGCTG

CTSb Not I-Bgl Il R TTAGCGGCCGCATCACTGGCAATCCTTTGCTC

CTSb Bgl IIF ACTGCTGTCGGGCATAGATT

CTSb Not3’ ATTGCGGCCGCCGACCCGGTATGAACAACTT

FT206 CCCAATGGTACCAAAATGTCATCTCTTCAG

FT207 CGAAGGCTGCAGTCAAGCGTAATCTGGAACATCGTATGGGTAGTGGTTG
ATTGAACAC

FT208 CCCAATGGATCCAAAATGCCGTCCCTGCAGC

FT209 CGAAGGGTCGACTCAAGCGTAATCTGGAACATCGTATGGGTAATGTTGG




| ATCTCGCATAGC

Barley accession numbers and Arabidopsis gene identifiers: HvJIP2, CAA47017; HvJIP37,
CAA58110; HvJRG1.2, AAB72097; AtCTS, AT4G39850; AtCTL1, At1g04850; AtCTL3,
At5g18800.
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