
































































GENES COVERAGE EXPECTATION.[N] EXPECTATION.[Nemp] SD.[N] SD.[Nemp] p.[N] p.[Nemp] %.fdr.[N] %.fdr.[Nemp]
PIK3CA,(TP53 147 138.15 138.08 2.61 2.63 3.53E404 3.46E404 8.4 8.2
KRAS,(NRAS 117 110.79 110.77 1.97 1.96 7.97E404 7.36E404 9.3 8.7
APC,(MECOM 174 172.36 172.36 0.55 0.54 1.34E403 1.16E403 9.3 8.8
AKAP9,(TP53 130 126.48 126.47 1.19 1.19 1.57E403 1.49E403 9.3 8.8
ATM,(TP53 133 128.55 128.57 1.58 1.6 2.49E403 2.77E403 10.1 11
BRAF,(KRAS 110 106.14 106.12 1.38 1.39 2.55E403 2.63E403 10.1 11
SOX9,(TP53 131 127.3 127.32 1.39 1.36 3.82E403 3.45E403 13 11.7

FAM123B,(TP53 135 130.19 130.21 1.84 1.83 4.48E403 4.35E403 13.3 12.9
APC,(SMAD2 178 174.51 174.49 1.38 1.39 5.62E403 5.74E403 13.3 13.6
ARID1A,(TP53 132 128.12 128.14 1.52 1.51 5.39E403 5.38E403 13.3 13.6
APC,(BRAF 176 173.44 173.44 1.07 1.07 8.11E403 8.06E403 17.5 17.4
APC,(CDC73 174 172.53 172.54 0.66 0.66 1.27E402 1.37E402 22.4 21.6
APC,(CNOT1 174 172.54 172.53 0.66 0.66 1.35E402 1.30E402 22.4 21.6
APC,(DIS3 174 172.54 172.53 0.66 0.66 1.38E402 1.32E402 22.4 21.6

APC,(MED24 174 172.54 172.52 0.67 0.65 1.42E402 1.18E402 22.4 21.6
KRAS,(TP53 174 166.53 166.58 3.53 3.47 1.71E402 1.62E402 23.6 23.7

CREBBP,(TP53 127 125.24 125.24 0.85 0.85 1.89E402 1.92E402 23.6 23.7
PPP2R1A,(TP53 127 125.25 125.24 0.84 0.85 1.89E402 1.88E402 23.6 23.7
TP53,(TP53BP1 127 125.23 125.24 0.84 0.86 1.76E402 2.00E402 23.6 23.7
CASP8,(TP53 127 125.24 125.24 0.86 0.85 2.05E402 1.92E402 24.3 23.7
TGFBR2,(TP53 130 127.31 127.27 1.36 1.36 2.43E402 2.27E402 27.4 25.6
ACSL6,(TP53 126 124.82 124.82 0.69 0.7 4.42E402 4.60E402 35.6 34.8
ATRX,(TP53 126 124.82 124.83 0.7 0.7 4.52E402 4.69E402 35.6 34.8
NR2F2,(TP53 126 124.83 124.83 0.7 0.7 4.63E402 4.70E402 35.6 34.8
NUP107,(TP53 126 124.82 124.82 0.7 0.69 4.75E402 4.35E402 35.6 34.8
PTEN,(TP53 126 124.84 124.82 0.7 0.69 4.81E402 4.52E402 35.6 34.8
TCF12,(TP53 126 124.83 124.82 0.69 0.7 4.54E402 4.46E402 35.6 34.8
TNIK,(TP53 126 124.83 124.83 0.7 0.69 4.65E402 4.53E402 35.6 34.8
CDK12,(KRAS 105 103.54 103.55 0.86 0.85 4.57E402 4.46E402 35.6 34.8
CTCF,(KRAS 105 103.55 103.54 0.86 0.86 4.64E402 4.52E402 35.6 34.8
DIS3,(KRAS 105 103.54 103.56 0.86 0.86 4.45E402 4.65E402 35.6 34.8
EGFR,(KRAS 105 103.54 103.56 0.85 0.86 4.38E402 4.60E402 35.6 34.8
APC,(ATM 176 173.97 173.96 1.25 1.23 5.28E402 4.92E402 37.9 35.3
APC,(FBXW7 179 176.48 176.43 1.76 1.75 7.53E402 7.08E402 43.7 44
APC,(CTNNB1 175 173.44 173.43 1.07 1.07 7.15E402 7.14E402 43.7 44
CEP290,(KRAS 104 103.02 103.03 0.71 0.71 8.26E402 8.55E402 43.7 44
DNMT3A,(KRAS 104 103.03 103.02 0.71 0.71 8.48E402 8.25E402 43.7 44
EPN2,(KRAS 104 103.02 103.03 0.7 0.71 8.20E402 8.51E402 43.7 44
KIFC3,(KRAS 104 103.04 103.03 0.7 0.71 8.67E402 8.43E402 43.7 44

KRAS,(MAP2K1 104 103.01 103.03 0.7 0.71 8.05E402 8.57E402 43.7 44
KRAS,(NR2F2 104 103.03 103.03 0.7 0.7 8.10E402 8.31E402 43.7 44
KRAS,(PTPN11 104 103.03 103.03 0.7 0.7 8.37E402 8.24E402 43.7 44
KRAS,(SF3B1 104 103.02 103.03 0.7 0.7 8.28E402 8.48E402 43.7 44
KRAS,(STAG2 104 103.03 103.04 0.71 0.7 8.64E402 8.62E402 43.7 44
KRAS,(TNIK 104 103.04 103.03 0.7 0.71 8.40E402 8.69E402 43.7 44
KRAS,(WIPF1 104 103.03 103.02 0.71 0.7 8.44E402 8.23E402 43.7 44

KRAS,(ZC3H11A 104 103.02 103.04 0.7 0.71 8.13E402 8.73E402 43.7 44
FBXW7,(KRAS 118 114.91 114.9 2.35 2.34 9.42E402 9.26E402 46.5 45.7
APC,(ARNTL 173 172.36 172.36 0.54 0.55 1.20E401 1.21E401 46.7 47.3
APC,(CUL1 173 172.36 172.36 0.54 0.54 1.18E401 1.17E401 46.7 47.3
APC,(EPN2 173 172.35 172.36 0.53 0.54 1.13E401 1.20E401 46.7 47.3
APC,(GATA3 173 172.36 172.36 0.54 0.55 1.17E401 1.22E401 46.7 47.3
APC,(LUC7L2 173 172.36 172.35 0.54 0.54 1.18E401 1.17E401 46.7 47.3
APC,(MAP2K1 173 172.36 172.37 0.54 0.54 1.16E401 1.23E401 46.7 47.3
APC,(POLR2B 173 172.36 172.35 0.54 0.54 1.17E401 1.14E401 46.7 47.3
APC,(RUVBL1 173 172.36 172.36 0.54 0.54 1.17E401 1.19E401 46.7 47.3
APC,(STAG2 173 172.36 172.36 0.54 0.55 1.20E401 1.23E401 46.7 47.3
APC,(TNIK 173 172.35 172.35 0.54 0.54 1.15E401 1.14E401 46.7 47.3

SMAD2,(TP53 132 129.79 129.8 1.76 1.79 1.04E401 1.09E401 46.7 47.3
FN1,(TP53 130 128.12 128.15 1.51 1.51 1.06E401 1.10E401 46.7 47.3
CAD,(TP53 128 126.49 126.47 1.2 1.19 1.03E401 9.79E402 46.7 47.3

APC,(DNMT3A 173 172.37 172.37 0.55 0.55 1.23E401 1.24E401 46.9 47.3
FBXW7,(SMAD4 46 44.33 44.32 1.45 1.46 1.25E401 1.26E401 46.9 47.3
AKAP9,(APC 174 173.04 173.08 0.91 0.93 1.47E401 1.60E401 54.4 57.4
APC,(ARID1A 175 173.79 173.81 1.18 1.19 1.53E401 1.59E401 55.7 57.4

FBXW7,(TCF7L2 44 42.61 42.57 1.38 1.39 1.57E401 1.52E401 56.4 56.4
KRAS,(NF1 105 104.04 104.06 0.99 0.99 1.67E401 1.71E401 58.9 60.3
CDK12,(TP53 126 125.24 125.25 0.84 0.85 1.83E401 1.86E401 59.7 60.3
CNOT1,(TP53 126 125.24 125.25 0.85 0.85 1.85E401 1.89E401 59.7 60.3
FOXP1,(TP53 126 125.23 125.24 0.85 0.84 1.83E401 1.85E401 59.7 60.3
MGA,(TP53 126 125.23 125.26 0.85 0.85 1.84E401 1.91E401 59.7 60.3
MLL2,(TP53 126 125.25 125.24 0.84 0.85 1.88E401 1.86E401 59.7 60.3
PIK3R1,(TP53 126 125.24 125.23 0.85 0.85 1.85E401 1.85E401 59.7 60.3
SMC1A,(TP53 126 125.24 125.24 0.84 0.86 1.84E401 1.87E401 59.7 60.3
TP53,(TRIO 126 125.26 125.24 0.84 0.85 1.89E401 1.85E401 59.7 60.3
APC,(CASP8 173 172.54 172.54 0.66 0.66 2.45E401 2.42E401 69.2 70.3
APC,(FOXP1 173 172.53 172.54 0.66 0.67 2.39E401 2.44E401 69.2 70.3
APC,(GOLGA5 173 172.54 172.55 0.66 0.67 2.42E401 2.52E401 69.2 70.3
APC,(PIK3R1 173 172.54 172.54 0.66 0.66 2.41E401 2.45E401 69.2 70.3
APC,(PPP2R1A 173 172.53 172.55 0.66 0.67 2.39E401 2.50E401 69.2 70.3
APC,(TAF1 173 172.53 172.54 0.66 0.67 2.34E401 2.44E401 69.2 70.3
APC,(TRIO 173 172.53 172.53 0.66 0.66 2.38E401 2.40E401 69.2 70.3

APC,(TP53BP1 173 172.53 172.54 0.66 0.66 2.39E401 2.42E401 69.2 70.3
CAD,(KRAS 106 105.1 105.1 1.22 1.21 2.30E401 2.29E401 69.2 70.3
ATM,(PIK3CA 44 43.2 43.18 1.19 1.2 2.50E401 2.47E401 69.8 70.3
APC,(SMAD4 177 175.96 175.96 1.7 1.71 2.71E401 2.72E401 74.3 73.7
APC,(SOX9 174 173.42 173.44 1.05 1.07 2.92E401 3.00E401 74.3 73.7

CTNNB1,(TP53 128 127.3 127.33 1.39 1.37 3.07E401 3.11E401 74.3 73.7
ARID1A,(KRAS 108 107.19 107.15 1.54 1.57 3.00E401 2.94E401 74.3 73.7
FN1,(KRAS 108 107.18 107.17 1.53 1.54 2.95E401 2.95E401 74.3 73.7
CASP8,(KRAS 104 103.56 103.55 0.87 0.86 3.07E401 2.99E401 74.3 73.7
FOXP1,(KRAS 104 103.54 103.55 0.86 0.86 2.97E401 3.00E401 74.3 73.7
KRAS,(MED12 104 103.52 103.57 0.87 0.86 2.91E401 3.10E401 74.3 73.7
KRAS,(MGA 104 103.53 103.54 0.86 0.85 2.94E401 2.96E401 74.3 73.7
KRAS,(PIK3R1 104 103.54 103.54 0.87 0.87 2.99E401 2.98E401 74.3 73.7
KRAS,(POLR3B 104 103.56 103.56 0.87 0.87 3.05E401 3.07E401 74.3 73.7
KRAS,(PPP2R1A 104 103.56 103.55 0.86 0.86 3.03E401 2.98E401 74.3 73.7
NRAS,(PIK3CA 49 48.21 48.2 1.48 1.45 2.97E401 2.92E401 74.3 73.7
BRAF,(TP53 128 127.34 127.29 1.37 1.38 3.14E401 3.04E401 74.9 73.7
GNAS,(TP53 128 127.33 127.32 1.39 1.37 3.16E401 3.08E401 74.9 73.7
APC,(KRAS 191 190.2 190.09 2.65 2.64 3.81E401 3.65E401 78.7 79.6
APC,(NF1 173 172.72 172.72 0.77 0.76 3.60E401 3.58E401 78.7 79.6

FBXW7,(TP53 135 134.33 134.36 2.3 2.29 3.86E401 3.90E401 78.7 79.6
TCF7L2,(TP53 133 132.31 132.28 2.09 2.12 3.70E401 3.67E401 78.7 79.6
NF1,(TP53 126 125.65 125.64 0.97 0.97 3.61E401 3.57E401 78.7 79.6

CDKN1B,(TP53 125 124.81 124.83 0.7 0.69 3.95E401 4.05E401 78.7 79.6
CEP290,(TP53 125 124.82 124.82 0.69 0.7 3.98E401 3.98E401 78.7 79.6
CUL1,(TP53 125 124.83 124.83 0.7 0.7 4.05E401 4.02E401 78.7 79.6

DNMT3A,(TP53 125 124.82 124.83 0.69 0.69 3.99E401 4.03E401 78.7 79.6
EPN2,(TP53 125 124.82 124.83 0.69 0.69 3.98E401 4.05E401 78.7 79.6
GATA3,(TP53 125 124.83 124.82 0.69 0.69 4.05E401 3.99E401 78.7 79.6
MECOM,(TP53 125 124.82 124.84 0.7 0.69 4.00E401 4.06E401 78.7 79.6
MLLT4,(TP53 125 124.83 124.83 0.69 0.7 4.01E401 4.06E401 78.7 79.6
POLR2B,(TP53 125 124.82 124.82 0.7 0.7 4.01E401 4.01E401 78.7 79.6
RUNX1,(TP53 125 124.83 124.83 0.7 0.69 4.03E401 4.02E401 78.7 79.6
SF3B1,(TP53 125 124.83 124.83 0.69 0.69 4.03E401 4.02E401 78.7 79.6
TBX3,(TP53 125 124.81 124.82 0.69 0.69 3.94E401 3.99E401 78.7 79.6
TP53,(WT1 125 124.82 124.83 0.69 0.7 3.98E401 4.03E401 78.7 79.6

TP53,(ZC3H11A 125 124.83 124.82 0.7 0.7 4.02E401 3.96E401 78.7 79.6



GENES COVERAGE EXPECTATION.[N] EXPECTATION.[Nemp] SD.[N] SD.[Nemp] p.[N] p.[Nemp] %.fdr.[N] %.fdr.[Nemp]
AXIN2,(KRAS 106 105.6 105.61 1.3 1.3 3.80E401 3.82E401 78.7 79.6
ELF3,(KRAS 106 105.62 105.6 1.29 1.3 3.83E401 3.80E401 78.7 79.6

PIK3CA,(SMAD2 46 45.67 45.71 1.35 1.34 4.03E401 4.16E401 78.7 80.8
ATM,(KRAS 108 107.68 107.69 1.62 1.61 4.21E401 4.23E401 81 81.5
ELF3,(TP53 127 126.87 126.87 1.28 1.29 4.61E401 4.61E401 88 88.1
APC,(NRAS 175 175.04 175.05 1.52 1.51 5.11E401 5.13E401 88.6 88.3
APC,(RBM10 173 173.05 173.07 0.92 0.93 5.24E401 5.29E401 88.6 88.3
SMAD4,(TP53 133 133.11 133.13 2.19 2.23 5.20E401 5.24E401 88.6 88.3
PCBP1,(TP53 126 126.07 126.06 1.09 1.09 5.27E401 5.21E401 88.6 88.3
AKAP9,(KRAS 105 105.1 105.1 1.21 1.21 5.35E401 5.33E401 88.6 88.3
ARNTL,(KRAS 103 103.03 103.02 0.71 0.71 5.17E401 5.14E401 88.6 88.3
ATRX,(KRAS 103 103.05 103.04 0.7 0.7 5.27E401 5.22E401 88.6 88.3

CDKN1B,(KRAS 103 103.03 103.04 0.7 0.7 5.15E401 5.23E401 88.6 88.3
CUL1,(KRAS 103 103.02 103.03 0.7 0.71 5.09E401 5.15E401 88.6 88.3
KRAS,(LUC7L2 103 103.04 103.04 0.71 0.71 5.21E401 5.21E401 88.6 88.3
KRAS,(MECOM 103 103.02 103.04 0.7 0.7 5.12E401 5.23E401 88.6 88.3
KRAS,(NUP107 103 103.04 103.04 0.71 0.71 5.21E401 5.21E401 88.6 88.3
KRAS,(POLR2B 103 103.04 103.02 0.7 0.7 5.22E401 5.12E401 88.6 88.3
KRAS,(PTEN 103 103.04 103.03 0.71 0.7 5.23E401 5.18E401 88.6 88.3
KRAS,(RUNX1 103 103.04 103.03 0.71 0.71 5.20E401 5.15E401 88.6 88.3
KRAS,(TBX3 103 103.02 103.04 0.7 0.7 5.14E401 5.25E401 88.6 88.3
KRAS,(TCF12 103 103.03 103.01 0.71 0.7 5.17E401 5.06E401 88.6 88.3
KRAS,(WT1 103 103.03 103.04 0.7 0.7 5.19E401 5.23E401 88.6 88.3

CTNNB1,(KRAS 106 106.12 106.13 1.39 1.4 5.34E401 5.37E401 88.6 88.3
GNAS,(KRAS 106 106.13 106.12 1.38 1.41 5.39E401 5.33E401 88.7 88.3
KRAS,(SMAD2 109 109.22 109.21 1.8 1.82 5.49E401 5.47E401 89.7 89.3
APC,(TP53 193 193.77 193.74 2.55 2.58 6.19E401 6.13E401 94.3 94.3
APC,(FN1 173 173.79 173.78 1.17 1.17 7.52E401 7.48E401 94.3 94.3

APC,(PTPRU 173 173.6 173.6 1.13 1.12 7.02E401 7.02E401 94.3 94.3
APC,(GNAS 173 173.44 173.43 1.07 1.07 6.59E401 6.57E401 94.3 94.3
APC,(TGFBR2 173 173.42 173.43 1.05 1.05 6.56E401 6.58E401 94.3 94.3
APC,(ELF3 173 173.26 173.24 1 1 6.02E401 5.94E401 94.3 94.3
APC,(CDK12 172 172.54 172.54 0.66 0.66 7.93E401 7.94E401 94.3 94.3
APC,(CREBBP 172 172.54 172.52 0.66 0.65 7.93E401 7.88E401 94.3 94.3
APC,(CTCF 172 172.53 172.54 0.66 0.66 7.89E401 7.90E401 94.3 94.3
APC,(EGFR 172 172.54 172.54 0.66 0.67 7.92E401 7.93E401 94.3 94.3
APC,(IDH2 172 172.53 172.54 0.66 0.67 7.91E401 7.93E401 94.3 94.3
APC,(LPHN2 172 172.54 172.53 0.66 0.65 7.91E401 7.90E401 94.3 94.3
APC,(MED12 172 172.54 172.55 0.66 0.67 7.93E401 7.96E401 94.3 94.3
APC,(MGA 172 172.52 172.53 0.65 0.66 7.89E401 7.92E401 94.3 94.3
APC,(MLL2 172 172.54 172.54 0.66 0.66 7.94E401 7.95E401 94.3 94.3
APC,(POLR3B 172 172.54 172.53 0.66 0.67 7.93E401 7.88E401 94.3 94.3
APC,(SMC1A 172 172.53 172.54 0.66 0.66 7.89E401 7.91E401 94.3 94.3
ACSL6,(APC 172 172.36 172.37 0.54 0.54 7.47E401 7.49E401 94.3 94.3
APC,(ATRX 172 172.36 172.35 0.54 0.54 7.46E401 7.43E401 94.3 94.3

APC,(CDKN1B 172 172.36 172.36 0.54 0.55 7.48E401 7.46E401 94.3 94.3
APC,(CEP290 172 172.35 172.37 0.54 0.54 7.45E401 7.50E401 94.3 94.3
APC,(KIFC3 172 172.36 172.36 0.54 0.54 7.46E401 7.46E401 94.3 94.3
APC,(MLLT4 172 172.36 172.35 0.54 0.54 7.48E401 7.42E401 94.3 94.3
APC,(NR2F2 172 172.36 172.36 0.54 0.54 7.45E401 7.45E401 94.3 94.3
APC,(NUP107 172 172.36 172.35 0.54 0.54 7.47E401 7.44E401 94.3 94.3
APC,(PTEN 172 172.36 172.36 0.54 0.54 7.47E401 7.46E401 94.3 94.3

APC,(PTPN11 172 172.35 172.35 0.54 0.54 7.44E401 7.44E401 94.3 94.3
APC,(RUNX1 172 172.34 172.36 0.53 0.54 7.41E401 7.50E401 94.3 94.3
APC,(SF3B1 172 172.36 172.37 0.54 0.55 7.44E401 7.50E401 94.3 94.3
APC,(TBX3 172 172.36 172.36 0.54 0.55 7.46E401 7.47E401 94.3 94.3
APC,(TCF12 172 172.37 172.35 0.54 0.54 7.52E401 7.44E401 94.3 94.3
APC,(WIPF1 172 172.36 172.36 0.54 0.54 7.47E401 7.45E401 94.3 94.3
APC,(WT1 172 172.35 172.36 0.54 0.55 7.45E401 7.46E401 94.3 94.3

APC,(ZC3H11A 172 172.36 172.37 0.55 0.55 7.45E401 7.48E401 94.3 94.3
NRAS,(TP53 130 131.03 131.04 1.96 1.95 7.00E401 7.03E401 94.3 94.3
PTPRU,(TP53 127 127.74 127.72 1.44 1.44 6.95E401 6.93E401 94.3 94.3
RBM10,(TP53 126 126.46 126.46 1.18 1.2 6.52E401 6.49E401 94.3 94.3
DIS3,(TP53 125 125.26 125.24 0.84 0.85 6.19E401 6.11E401 94.3 94.3
EGFR,(TP53 125 125.22 125.24 0.85 0.85 6.04E401 6.13E401 94.3 94.3

GOLGA5,(TP53 125 125.25 125.25 0.84 0.85 6.15E401 6.16E401 94.3 94.3
LPHN2,(TP53 125 125.22 125.24 0.85 0.86 6.02E401 6.12E401 94.3 94.3
POLR3B,(TP53 125 125.24 125.23 0.85 0.83 6.09E401 6.07E401 94.3 94.3
TAF1,(TP53 125 125.23 125.24 0.84 0.85 6.06E401 6.09E401 94.3 94.3
KRAS,(SOX9 105 106.14 106.13 1.38 1.4 7.96E401 7.90E401 94.3 94.3
CNOT1,(KRAS 103 103.55 103.55 0.86 0.86 7.38E401 7.40E401 94.3 94.3
CREBBP,(KRAS 103 103.54 103.55 0.86 0.86 7.35E401 7.40E401 94.3 94.3
GOLGA5,(KRAS 103 103.54 103.55 0.87 0.86 7.32E401 7.37E401 94.3 94.3
IDH2,(KRAS 103 103.54 103.55 0.86 0.86 7.32E401 7.39E401 94.3 94.3
KRAS,(LPHN2 103 103.55 103.53 0.87 0.86 7.36E401 7.29E401 94.3 94.3
KRAS,(SMC1A 103 103.55 103.55 0.86 0.87 7.39E401 7.36E401 94.3 94.3
KRAS,(TAF1 103 103.53 103.54 0.85 0.86 7.33E401 7.36E401 94.3 94.3
KRAS,(TRIO 103 103.55 103.54 0.86 0.86 7.39E401 7.37E401 94.3 94.3

KRAS,(TP53BP1 103 103.54 103.55 0.86 0.85 7.34E401 7.39E401 94.3 94.3
PIK3CA,(TCF7L2 50 50.72 50.76 1.57 1.57 6.77E401 6.85E401 94.3 94.3

FAM123B,(PIK3CA 46 46.54 46.54 1.38 1.37 6.52E401 6.53E401 94.3 94.3
APC,(PIK3CA 176 178.1 178.07 2.01 2.04 8.51E401 8.44E401 96.5 96.6
APC,(TCF7L2 174 175.57 175.58 1.63 1.61 8.33E401 8.36E401 96.5 96.6

APC,(FAM123B 173 174.7 174.68 1.43 1.42 8.83E401 8.81E401 96.5 96.6
APC,(AXIN2 172 173.25 173.25 1 0.99 8.95E401 8.95E401 96.5 96.6
APC,(CAD 172 173.08 173.08 0.93 0.93 8.78E401 8.77E401 96.5 96.6
APC,(PCBP1 172 172.9 172.91 0.85 0.85 8.55E401 8.58E401 96.5 96.6
AXIN2,(TP53 125 126.89 126.89 1.29 1.29 9.29E401 9.29E401 96.5 96.6
CDC73,(TP53 124 125.23 125.25 0.85 0.84 9.27E401 9.31E401 96.5 96.6
CTCF,(TP53 124 125.23 125.23 0.85 0.85 9.27E401 9.26E401 96.5 96.6
IDH2,(TP53 124 125.24 125.26 0.85 0.85 9.29E401 9.31E401 96.5 96.6
MED12,(TP53 124 125.24 125.25 0.86 0.85 9.26E401 9.29E401 96.5 96.6
MED24,(TP53 124 125.24 125.26 0.85 0.85 9.28E401 9.29E401 96.5 96.6
ARNTL,(TP53 124 124.82 124.82 0.69 0.7 8.80E401 8.81E401 96.5 96.6
KIFC3,(TP53 124 124.82 124.82 0.69 0.69 8.83E401 8.82E401 96.5 96.6
LUC7L2,(TP53 124 124.82 124.83 0.7 0.69 8.80E401 8.85E401 96.5 96.6
MAP2K1,(TP53 124 124.83 124.83 0.7 0.7 8.83E401 8.82E401 96.5 96.6
PTPN11,(TP53 124 124.83 124.83 0.7 0.69 8.84E401 8.83E401 96.5 96.6
RUVBL1,(TP53 124 124.84 124.83 0.7 0.69 8.84E401 8.84E401 96.5 96.6
STAG2,(TP53 124 124.82 124.82 0.69 0.69 8.83E401 8.83E401 96.5 96.6
TP53,(WIPF1 124 124.83 124.81 0.7 0.69 8.85E401 8.81E401 96.5 96.6
KRAS,(SMAD4 110 113.39 113.37 2.22 2.2 9.36E401 9.37E401 96.5 96.6
KRAS,(TCF7L2 110 112.38 112.32 2.15 2.13 8.67E401 8.61E401 96.5 96.6

FAM123B,(KRAS 108 109.72 109.73 1.88 1.86 8.20E401 8.24E401 96.5 96.6
KRAS,(TGFBR2 104 106.11 106.13 1.38 1.4 9.37E401 9.35E401 96.5 96.6
KRAS,(PCBP1 103 104.57 104.56 1.1 1.1 9.23E401 9.21E401 96.5 96.6
ACSL6,(KRAS 102 103.04 103.04 0.71 0.71 9.28E401 9.28E401 96.5 96.6
GATA3,(KRAS 102 103.04 103.03 0.71 0.71 9.28E401 9.28E401 96.5 96.6
KRAS,(MLLT4 102 103.02 103.03 0.7 0.71 9.27E401 9.26E401 96.5 96.6
KRAS,(RUVBL1 102 103.03 103.03 0.71 0.7 9.27E401 9.29E401 96.5 96.6
FBXW7,(PIK3CA 53 54.91 54.9 1.74 1.74 8.64E401 8.63E401 96.5 96.6
CDC73,(KRAS 102 103.56 103.54 0.85 0.86 9.66E401 9.63E401 98.2 98
KRAS,(MED24 102 103.56 103.54 0.87 0.87 9.64E401 9.62E401 98.2 98
KRAS,(MLL2 102 103.56 103.54 0.86 0.87 9.65E401 9.62E401 98.2 98

PIK3CA,(SMAD4 49 52.39 52.38 1.64 1.66 9.81E401 9.79E401 99.3 99.2
KRAS,(PIK3CA 111 119.56 119.63 2.63 2.66 9.99E401 9.99E401 99.9 99.9
KRAS,(PTPRU 103 106.64 106.66 1.45 1.46 9.94E401 9.94E401 99.9 99.9
KRAS,(RBM10 102 105.09 105.09 1.19 1.19 9.95E401 9.95E401 99.9 99.9


