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Protein #Uni_Peptide Coverage %

Skb1 21 41.71
SPAC821.03c 3 12.58
Tdh1 2 12.2
SPAC17H9.04c 2 5.63
Tif33 2 4.36
Trpl 2 3.95
Cdc48 2 3.75
Rpa2 3 3.34
Tif32 2 3.33
Nup97 2 3.29
SPAC18G6.05¢ 3 1.39

Supplemental Figure S1. List of proteins that specifically co-purified with
Skb1-3HA but not with untagged control.
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Supplemental Figure S2. Protein sequence alignment for SIf1 and potential homologs
in fission yeast species. SIf1 proteins are only found in fission yeasts. Residues
highlighted in black are identical, and residues in gray are 75% identical (i.e.
conserved in 3 out of 4 species). C-terminal lysine-rich region (aa. 451-485) of SIfl is
underlined with lysine residues marked by asterisks.
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Supplemental Figure S3. (A) Localization of Skb1-3GFP in s/f1A expressing
indicated constructs. The proteins were expressed at 32°C for 18 hours. Images
are inverted middle focal planes. Note the SIf1AC cannot anchor Skb1-3GFP to
plasma membrane. (B) Coomassie staining of purified recombinant proteins used
in liposome pelleting assays. SIf1C is the amino acid 451-485.



