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SPOT ID # cmpd ID Description Modified residue Phosphosite range Modified position peptide score (MOWSE)Sequence Mass Charge Rt(min) MS/MS mode
70 102 HS90B_RAT Heat shock protein HSP 90-beta OS=Rattus norvegicus GN=Hsp90ab1 PE=1 SV=4 S255 Y 250 - 263 Phospho: 6 34.6 (M:34.6) K.IEDVGSDEEDDSGK.D 787.7692 2 15.44 CID
76 100 HS90B_RAT Heat shock protein HSP 90-beta OS=Rattus norvegicus GN=Hsp90ab1 PE=1 SV=4 S255 Y 250 - 265 Phospho: 6 46.6 (M:46.6) K.IEDVGSDEEDDSGKDK.K 606.5377 3 16.48 ETD

147 298 PGM1_RAT Phosphoglucomutase-1 OS=Rattus norvegicus GN=Pgm1 PE=1 SV=2 T115 N 108 - 130 Phospho: 8; Deamidated: 17 59.7 (M:59.7) K.AIGGIILTASHNPGGPNGDFGIK.F 763.0286 3 30.67 CID
169 121 FETUA_RAT Alpha-2-HS-glycoprotein OS=Rattus norvegicus GN=Ahsg PE=1 SV=2 S138 Y 127 - 143 Carbamidomethyl: 6; Phospho: 12 55.4 (M:55.4) R.VLHAQCHSTPDSAEDVR.K 667.9140 3 17.99 ETD
184 128 FETUA_RAT Alpha-2-HS-glycoprotein OS=Rattus norvegicus GN=Ahsg PE=1 SV=2 S138 Y 127 - 143 Carbamidomethyl: 6; Phospho: 12 36.6 (M:36.6) R.VLHAQCHSTPDSAEDVR.K 667.9659 3 18.24 CID
184 108 FETUA_RAT Alpha-2-HS-glycoprotein OS=Rattus norvegicus GN=Ahsg PE=1 SV=2 S138 Y 127 - 144 Carbamidomethyl: 6; Phospho: 12 76.4 (M:76.4) R.VLHAQCHSTPDSAEDVRK.F 533.2272 4 16.87 ETD
210 279 PDIA3_RAT Protein disulfide-isomerase A3 OS=Rattus norvegicus GN=Pdia3 PE=1 SV=2 S176 N 162 - 179 Phospho: 15 25.7 (M:25.7) R.DLFSDGHSEFLKAASNLR.D 695.9822 3 29.83 CID
213 316 CH60_RAT 60 kDa heat shock protein, mitochondrial OS=Rattus norvegicus GN=Hspd1 PE=1 SV=1 T540 Y 524 - 551 Phospho: 14, 18 25.1 (M:25.1) K.VVRTALLDAAGVASLLTTAEAVVTEIPK.E743.2784 4 31.65 CID
411 123 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T334; S335; S338 Y 328 - 343 Phospho: 7, 8, 11 32.5 (M:32.5) R.SRTASLTSAASIDGSR.S 607.1690 3 21.49 CID
411 126 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S332; T334 Y 328 - 343 Phospho: 3, 5, 7 33.2 (M:33.2) R.SRTASLTSAASIDGSR.S 607.1581 3 21.67 ETD
411 130 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S338 Y 330 - 343 Phospho: 1, 9 58.1 (M:58.1) R.TASLTSAASIDGSR.S 748.7292 2 21.91 CID
411 150 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S332 Y 330 - 343 Phospho: 1, 3 48.6 (M:48.6) R.TASLTSAASIDGSR.S 748.7062 2 23.15 CID
411 151 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S332 Y 330 - 343 Phospho: 3 73.4 (M:73.4) R.TASLTSAASIDGSR.S 708.7679 2 23.19 CID
411 139 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S338 Y 330 - 343 Phospho: 9 58.4 (M:58.4) R.TASLTSAASIDGSR.S 708.7250 2 22.44 CID
411 134 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S332; S338 Y 330 - 343 Phospho: 3, 9 25.8 (M:25.8) R.TASLTSAASIDGSR.S 748.7131 2 22.13 ETD
411 194 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S352; S353 Y 348 - 371 Carbamidomethyl: 24; Phospho: 5, 6 56.4 (M:56.4) R.TLSQSSESGTLPSGPPGHTMEVSC.-869.2446 3 25.64 CID
419 158 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S328; T330 Y 328 - 343 Phospho: 1, 3 71.2 (M:71.2) R.SRTASLTSAASIDGSR.S 580.5163 3 23.07 CID
419 158 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S332 Y 328 - 343 Phospho: 3, 5 78.1 (M:78.1) R.SRTASLTSAASIDGSR.S 580.5163 3 23.07 ETD
419 139 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S332; T334 Y 328 - 343 Phospho: 3, 5, 7 39.4 (M:39.4) R.SRTASLTSAASIDGSR.S 910.2264 2 21.87 CID
419 138 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T334; S335; S338 Y 328 - 343 Phospho: 7, 8, 11 27.8 (M:27.8) R.SRTASLTSAASIDGSR.S 607.1534 3 21.82 CID
419 166 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S332 Y 330 - 343 Phospho: 1, 3 49.2 (M:49.2) R.TASLTSAASIDGSR.S 748.6921 2 23.47 CID
419 145 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S328 Y 330 - 343 Phospho: 1, 9 59.4 (M:59.4) R.TASLTSAASIDGSR.S 748.7105 2 22.22 CID
419 141 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S332; S338 Y 330 - 343 Phospho: 3, 9 40.5 (M:40.5) R.TASLTSAASIDGSR.S 748.7145 2 22.00 CID
419 165 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S332 Y 330 - 343 Phospho: 3 72.4 (M:72.4) R.TASLTSAASIDGSR.S 708.7203 2 23.43 CID
419 152 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S338 Y 330 - 343 Phospho: 9 69.0 (M:69.0) R.TASLTSAASIDGSR.S 708.7050 2 22.70 CID
427 309 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 K13 N 2 - 25 Acetyl: 12 22.2 (M:22.2) M.AELQEVQITEEKPLLPGQTPEAAK.E887.7748 3 31.55 CID
427 154 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T334; S335 Y 328 - 343 Phospho: 7, 8 71.0 (M:71.0) R.SRTASLTSAASIDGSR.S 580.4868 3 23.02 CID
427 152 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S328 Y 328 - 343 Phospho: 3, 5 89.0 (M:89.0) R.SRTASLTSAASIDGSR.S 580.7692 3 22.90 ETD
427 152 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S328; T330 Y 328 - 343 Phospho: 1, 3 73.5 (M:73.5) R.SRTASLTSAASIDGSR.S 580.7692 3 22.90 CID
427 133 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S;332; T334; S338 Y 328 - 343 Phospho: 3, 5, 7 25.8 (M:25.8) R.SRTASLTSAASIDGSR.S 910.2408 2 21.78 CID
427 147 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S338 Y 330 - 343 Phospho: 9 70.5 (M:70.5) R.TASLTSAASIDGSR.S 708.7231 2 22.59 CID
427 140 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S332; S338 Y 330 - 343 Phospho: 3, 9 67.0 (M:67.0) R.TASLTSAASIDGSR.S 748.6841 2 22.19 CID
427 135 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S328 Y 330 - 343 Phospho: 1, 9 63.7 (M:63.7) R.TASLTSAASIDGSR.S 748.6947 2 21.91 CID
431 290 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 K13 N 2 - 25 Acetyl: 12 23.2 (M:23.2) M.AELQEVQITEEKPLLPGQTPEAAK.E887.7730 3 31.27 CID
431 157 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S328; T330 Y 328 - 343 Phospho: 1, 3 53.1 (M:53.1) R.SRTASLTSAASIDGSR.S 580.5322 3 22.59 CID
431 157 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S332 Y 328 - 343 Phospho: 3, 5 77.4 (M:77.4) R.SRTASLTSAASIDGSR.S 580.5322 3 22.59 ETD
431 154 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S338 Y 330 - 343 Phospho: 9 57.7 (M:57.7) R.TASLTSAASIDGSR.S 708.7833 2 22.26 CID
433 121 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S332 Y 328 - 343 Phospho: 3, 5 87.1 (M:87.1) R.SRTASLTSAASIDGSR.S 580.4877 3 22.54 ETD
433 122 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S332; T334 Y 328 - 343 Phospho: 5, 7 37.6 (M:37.6) R.SRTASLTSAASIDGSR.S 580.5126 3 22.70 CID
433 108 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330; S338 Y 330 - 343 Phospho: 1, 9 53.7 (M:53.7) R.TASLTSAASIDGSR.S 748.7238 2 21.61 CID
433 118 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 S338 Y 330 - 343 Phospho: 9 83.2 (M:83.2) R.TASLTSAASIDGSR.S 708.7621 2 22.35 CID
433 135 NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1 T330 Y 330 - 343 Phospho: 1 59.1 (M:59.1) R.TASLTSAASIDGSR.S 708.7250 2 23.43 CID
448 129 ODPA_RAT Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial OS=Rattus norvegicus GN=Pdha1 PE=1 SV=2S331 Y 227 - 235 Phospho: 6 49.4 (M:49.4) R.YGMGTSVER.A 540.1724 2 19.19 CID
463 253 ACTS_RAT Actin, alpha skeletal muscle - Rattus norvegicus (Rat) K330 Y 329 - 337 Acetyl: 2 30.6 (M:30.6) K.IKIIAPPER.K 540.3601 2 25.98 CID
523 129 AATM_RAT Aspartate aminotransferase, mitochondrial OS=Rattus norvegicus GN=Got2 PE=1 SV=2 K59 N 59 - 68 Acetyl: 1; Oxidation: 2 42.4 (M:42.4) K.KMNLGVGAYR.D 389.7716 3 21.02 CID
523 226 AATM_RAT Aspartate aminotransferase, mitochondrial OS=Rattus norvegicus GN=Got2 PE=1 SV=2 K122 Y 108 - 125 Acetyl: 15 92.2 (M:92.2) K.ASAELALGENSEVLKSGR.F 624.9014 3 26.88 CID
523 128 AATM_RAT Aspartate aminotransferase, mitochondrial OS=Rattus norvegicus GN=Got2 PE=1 SV=2 K363 Y 356 - 364 Acetyl: 8 34.8 (M:34.8) R.TQLVSNLKK.E 358.1051 3 20.97 ETD
532 418 TPM2_RAT Tropomyosin beta chain OS=Rattus norvegicus GN=Tpm2 PE=2 SV=1 S283 N 269 - 284 Phospho: 15 57.0 (M:57.0) K.AISEELDNALNDITSL.- 899.3913 2 35.82 CID
561 434 TPM2_RAT Tropomyosin beta chain OS=Rattus norvegicus GN=Tpm2 PE=2 SV=1 S283 N 269 - 284 Phospho: 15 79.1 (M:79.1) K.AISEELDNALNDITSL.- 899.3806 2 35.42 CID
614 146 MDHM_RAT Malate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Mdh2 PE=1 SV=2 K239 Y 230 - 239 Acetyl: 10 35.0 (M:35.0) R.IQEAGTEVVK.A 558.2736 2 20.13 CID
626 169 MDHC_RAT Malate dehydrogenase, cytoplasmic OS=Rattus norvegicus GN=Mdh1 PE=1 SV=3 K121 N 111 - 121 Acetyl: 11 27.1 (M:27.1) K.SQGAALEKYAK.K 403.4771 3 22.52 ETD
626 126 MDHC_RAT Malate dehydrogenase, cytoplasmic OS=Rattus norvegicus GN=Mdh1 PE=1 SV=3 K239 N 239 - 248 Acetyl: 1 26.4 (M:26.4) R.KLSSAMSAAK.A 518.7616 2 19.21 CID
677 396 3HIDH_RAT 3-hydroxyisobutyrate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Hibadh PE=1 SV=3K55; K59 N 39 - 59 Acetyl: 17, 21 35.5 (M:35.5) K.TPVGFIGLGNMGNPMAKNLIK.H 752.5969 3 35.28 CID
735 164 1433Z_RAT 14-3-3 protein zeta/delta OS=Rattus norvegicus GN=Ywhaz PE=1 SV=1 K2 Y 1 - 9 Acetyl: 3 39.7 (M:39.7) -.MDKNELVQK.A 573.7547 2 21.18 CID
740 200 CAH3_RAT Carbonic anhydrase 3 OS=Rattus norvegicus GN=Ca3 PE=1 SV=3 S99 Y 92 - 113 Phospho: 8 57.4 (M:57.4) R.QFHLHWGSSDDHGSEHTVDGVK.Y639.4749 4 25.45 ETD
742 232 CAH3_RAT Carbonic anhydrase 3 OS=Rattus norvegicus GN=Ca3 PE=1 SV=3 S100 N 92 - 113 Phospho: 9 49.8 (M:49.8) R.QFHLHWGSSDDHGSEHTVDGVK.Y639.4534 4 25.26 ETD
763 281 HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=1 S15 Y 13 - 20 Phospho: 3 29.2 (M:29.2) R.SPSWEPFR.D 543.2070 2 28.33 ETD
763 350 HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=1 S15 Y 13 - 28 Phospho: 3 41.6 (M:41.6) R.SPSWEPFRDWYPAHSR.L 699.9471 3 32.30 CID
763 182 HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=1 S86 Y 84 - 93 Phospho: 3 69.4 (M:69.4) R.QLSSGVSEIR.Q 578.2173 2 21.89 CID
789 222 HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=1 S86 Y 80 - 93 Phospho: 7 41.1 (M:41.1) R.ALNRQLSSGVSEIR.Q 537.2801 3 24.60 CID
798 285 HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=1 S15 Y 13 - 20 Phospho: 3 35.9 (M:35.9) R.SPSWEPFR.D 543.2000 2 28.50 CID
798 366 HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=1 S15 Y 13 - 28 Phospho: 3 60.1 (M:60.1) R.SPSWEPFRDWYPAHSR.L 699.9021 3 32.75 CID
798 186 HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=1 S87 Y 84 - 93 Phospho: 4 51.4 (M:51.4) R.QLSSGVSEIR.Q 578.1996 2 22.31 CID
798 188 HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=1 S86 Y 84 - 93 Phospho: 3 67.1 (M:67.1) R.QLSSGVSEIR.Q 578.2206 2 22.44 CID
870 330 CRYAB_RAT Alpha-crystallin B chain OS=Rattus norvegicus GN=Cryab PE=1 SV=1 S59 Y 57 - 69 Phospho: 3 88.0 (M:88.0) R.APSWIDTGLSEMR.M 771.8131 2 32.18 CID
871 204 CRYAB_RAT Alpha-crystallin B chain OS=Rattus norvegicus GN=Cryab PE=1 SV=1 K90 Y 83 - 92 Acetyl: 8 20.5 (M:20.5) K.HFSPEELKVK.V 419.5171 3 24.47 CID
871 259 CRYAB_RAT Alpha-crystallin B chain OS=Rattus norvegicus GN=Cryab PE=1 SV=1 K92 Y 91 - 103 Acetyl: 2 30.8 (M:30.8) K.VKVLGDVIEVHGK.H 479.2377 3 27.60 ETD
871 83 CRYAB_RAT Alpha-crystallin B chain OS=Rattus norvegicus GN=Cryab PE=1 SV=1 K166 Y 164 - 174 Acetyl: 3 42.5 (M:42.5) R.EEKPAVTAAPK.K 394.8648 3 15.83 ETD
885 398 MLRV_RAT Myosin regulatory light chain 2, ventricular/cardiac muscle isoform OS=Rattus norvegicus GN=Myl2 PE=1 SV=2S15 Y 10 - 30 Phospho: 6; Deamidated: 14 32.1 (M:32.1) R.LEGGSSNVFSMFEQTQIQEFK.E 829.6632 3 37.11 CID
889 266 HSPB6_RAT Heat shock protein beta-6 OS=Rattus norvegicus GN=Hspb6 PE=1 SV=1 S16 Y 14 - 27 Phospho: 3 61.3 (M:61.3) R.RASAPLPGFSTPGR.L 747.2755 2 27.40 CID














































































































































