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Figure S1. A modi�ed R3C method to detect the chromatin DNA-interacted RNAs 



IRAIN lncRNA sequence (5366 bp): 
 
(TAGCAAGATATCAGCTCGTATGCCGTCTTCTGGGG) 
cagcctttctgaattgccccggtgatggggccatacaacctccgctgcctcctccttccccgcctcactcgtgaaggctcagtcgtgattttttcaa
agttaatcggcaccacctgcataccctcggcaaccattactcaccaacacgccctcaccgttcccagtcccagttctgcgacatttaaacttttaat
cgtgttcaaattaccctaccatcttgaatgtaccagtaagccacactttcaactttttcagaagaataaaacccccacctcctccggccgtagacac
cggggggagttctcgctccccgcatccccgcgcttccctactaacccccacccgacaccaccaaaacaaaagctatcagattgcaaaagacagcgaa
tgtggagcgacactgcttattaactacgtacaaaggaagtgcggggcggcagaagagagggcgacacgacgccgaccacaacaaaaccaaggccagg
gctccgcgctcgcaaaacacaacaccctccccgcgccgccgcagaccctggcgctgaaaccacagcgtacgacacctctcgccagggacgggcgtct
aggtgtccccgtgaggcggcgactacaccccgcgctgcgagcacgtgtgtcggaatgcacgtcggctccgaccacacacccaccaacgcacactcgg
atgcggccctagtacccctccatcccccggcccgggagaaactgggagaccatcccagagccctctgaactggggacccagtggcgctccccggaag
agacaagctgaggaagactcccggcctcgcacttcccggggggctgcccagagagcgcttcccctcaccccaccgcccagccccgggacgccggggg
caggtaacccaacgaggagcgggccaaagtgacgggcaaggccaggaacccgaggagcccgaggggcaaaagcacgttgggcgacgggaggcagcga
cgggcgcttggagacgtgtcctggggcttcggggcctctccgcagggcacctcccccctcgagggcaactcgcaccccgcgggccgggcggctgccc
gctccccactgcccggtcagccccagcagcggagacgcggtgcggcccagggtgctgtcgctgctgcctgcgcgccgcaggggatcagcgctgtgtg
cggagaggctcttgcgcatggaaggggcgaggtgcgggtcgcggggcccgggaaccgcggagcccgccccggcaccaacttccctaccgagtcctcg
cgcctagccgggaaacacggctgggctgtcaggacggagaaagagaaaagcccttcccgcgcggggatgcgcggagccagggcccgcggggctccag
acgaacgagcccgggtcccgggtccgctgcagcctccctcccggcagagccgccctgcgccccaccccgccgctcccgagcccgggggcccgacagc
tgcgacggtggcaactcgggtttcgcaaacagggcgcagcccctcggaggaaaagttcccgcagtggccgcgggcggcgggcacatactcacTTTCT
CCACTCGTCGGCCAGAGCGAGAGCGCGGCGGAGAGAAACAGGAGCCCCCACAGCGAGGTCGGGGACCCTCCTCCGGAGCCAGACTTCATTCCTTTTA
TTTGGGATGAAATTCCCCTTTCTCAAAAAAAAAAAAAAAAAAAAAaaagaaaagaaaagaaaaaaaggaaatgaaaggaaacaagtctcaaactcag
tcttcgctccccctccaaaaacaagggcgaaggaaacaatactccgaaggcggcgccgccggggccctccgggtgcgcggacggggcgggcggcgcg
gggcggcccctcagcgccggcagcagcggcccagggctcggcggagtcgggaacccgaggcgcgccggggcgggctgtcggcgtcgtcggcctccat
tttcaaacccggagaggcaggaaggggggaaaactgcaaagaaagggggcaaagcccaaatctgcctaggcgaggaaaaacaagcccggccctggcc
gcgcgggaggcggccggacgcccgagcttccgccgcgggagggcgcgacgcagttcgcaagatcgccccgaagtccgggtcacaggcgaggccggcg
aggggcagaaacgcggagtcaaaatgaatgagcggctccccctcctcctcctcctcctggctccgctcgccgccgcctcctccctcagcgccgccgc
cgccgcggcgagctccttcccaaatccaggacacacacaaagcggcgggccggccgcgccgcgctcagcactcccgccgcgccgcccggctctgcgc
cgccgcccgccccgcgccggcccccgcccggcccccgcccgccgccgcctgctctgcgcgggggctccggctcgctgaaggtcacagccgaggcgag
gcgcgccgtggagctgcccccgcgcgggaggggcgtggagggcgcggggGGATCCggggagcggggccgagggtctgcgagcgccggccgtgggcag
gctcgctggcggcgtccctctcgctctcccgcctctctcgagttcgcctggtgcgctcgctcctcctcgggttttttccctttttttttccgctcag
cggagttaatgctggtaaacaagagccccagcctcgccgcgccgccgccgccgctgccacacactgggggctcgcgcgcgcgcgcgcgccctggccc
gcgcacacgcgcccgctcgcacactcgagcggccaccgccgcagcagcggcgcgccgagggcccggcccaggccggcgcgcgcaaaaaaccggagcc
cggttccccaagacgtgcggagcggagcccgggcgtggggcgcgagactgcgaggcgccgcccccatctcccgccccaccgcctcccgcgcgcacac
agagacacgcgcgcgtgcccacccgctcccgcccccaccgcactgcgccggccaccccgcacgcgccctcccctcccgcccgactccaaaaacaatg
cccccgccgccggtccggtctcggcggggcaggggtgggtagccagggaaaggctaggcaggggaggggtgggcaggagaggggaggggtgggcggg
gagtgcggggctgggagaggttcattgaaaacaacaacagcgcggctggaaagcgcgtttccccggttcttgaaaagcttcattgtttcttgcagct
gttgcaaaataaataaatgcgtgcatgcggcatttttttcgctgcgtactggaaagcccgaacgtggcggaaggggcgcacctgggagaaaggggac
cccccccccaggctactacgccgggcactttcacgccaggctggggtgcccgcggcgttgcgaccgtggagcccggagtttgggggctcagggggag
cggagggggaagggcgcggcccgtgtggctcggcccagagtggctcgaggagagaggaccccgccgcccctcgcgggccccgcgccccggaaggggg
gcccagacaggcagcgccgcgtgccccgggcgcgtccccgcggcggccgccagagggcgcggcgggcgctggggagggcagcccgcggagagtcgcc
tccctccctccgggggaggaaatgtgggggcccgggctgggggccgactcggctgggtcgcgctggcgtggcctcccggaccagccgcccgccctga
gcgctctccgcggcctcgcgcagctcagggctccaccacgtgggcggctgcggggagcggccggggcgcgtgcacgctgcgggtctccgaagctcgg
ggggcgtgtccgggtcccggggcgccgaggagggggtggaggctggggccgggaagcctcccttggccgcggtcccgacccgggaacacgccgcatg
cactcgggatcagcggctactgcggaaacccacccgcacctgtctcgggtcctcccaggcacgttcctcttgcttcgtttgctacgtaagtgactgg
aaaccagtaccgaccctaagtctccgcggttgttttcttgaatgtgcaggaggagaggtttccccaaagcgagactcccctaggactgccatctaat
gaataaatgctgcggagaccaggtcctcaaagagggaaacagcccagcagtggcaggagagaggagtttgaaatacgtggacttttacaaacagtga
ttggaccatgtgtcgcccttaatgtggtccggtttcatgactcaggctaattgatgccagtaataaatttttttaagatagctaataaaagagttgt
gaattgtcgagataagaagtggttgtctcaaacaatcgggtaggatggtagaagggacctgatgtaaaggaaggtagtaggtttcttttactctcta
attctaaaatacttctgcattagaacgtgtatccatcgttcgtaaataattttttaagagctgaaaacaagtcaaaagctatcataacggaaactta
gccctttttttctaaagttgtttcctagatcattttcctccttggaaatttctagctcaattcagagtcagttgtatagaaagaaaataaaccttgt
tttacctaagaaagttattcatatgatgggatggttttgtttaactgaaattcagcttgatttttaaataaagagtttcagttttggatgttcctag
atttaacagtgaaataaatttattagaatcttaaaatgtattatttaaaaattaggcactacacatgaagaattaaagtccagtctactaattttta
aatatttcttaagttctctgcatgaggttggtcttgattcctgcagatccactctggagttaaatgcaaaggaatattgatatataatttcattata
cttgatttcagaatttttaatacatacttgtaagacaaaaatttagagctgatttttaaaaggctagtgctaatataaaatcttcaaatactaccca
atgtatttttagtattagtaataaatatgcctgtttatttgtccccaagaacataaagaggtctatagaatttttaaatgtatataggttgttgtag
gggttgtaggatttgtttttgtgtgttttttttttactaaaatgatttttatttgtgaattttttaaatgtttgtgttttcctgaagtagtaggaaa
tcaatcgtattaagttattttaaacagtgaagtgggagatgtatcattatatagcttaatatttagggaaaaaaaaggaacaaaaatttaggttgtc
tttacgctctaacttgaccacatggacaaaggaggtgatttgtatttcttcaatgattatattttacatacacaagtcaaacttattttttcaacct
tgaaataaaatcatgtagacaaaaaaaaaaa 
 
 
 
 
 
 

Figure S2. IRAIN lncRNA sequence determined by 5’-racing
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Figure S6. Upregulation of IRAIN lncRNA by Ara-C
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Figure S7. IGF1R expression in IRAIN overexpressed and knocked-down cells
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