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Supplementary information, Figure S3. (A) Negative strand HCV RNA after ICR-C/OTg mice (n = 3) infected with HCV for indicated time was detected by nested PCR. Saline mock 

infected C/OTg (n = 3) and HCV inoculated wt mice (n = 2) mice (1 d) were analyzed as controls. (B) Representative IHC sections of infected C/OTg mice (n = 2 for each time point) 

from Figure 2D. Bar = 100μm. (C) Representative IHC showed the spread of Core protein (3 sections per ICR-C/OTg mice, 2 sections each time point from Figure 2D), indicative of 

HCV infection from central vein (12 hpi), and gradually to hepatic lobules (4 dpi and then after). In the beginning, Core protein dispersed in single hepatocytes (4 dpi and 2 wpi), which 

became clustered (1 mpi) in hepatic lobes (dashed circles). After 2 mpi, HCV Core spread to the peri-central vein in lobules. cv, central vein; 1, lobular central venous; 2, hepatic 

lobule. Black bar = 100μm, white bar = 200μm.


