Supporting Information S1. The benchmark dataset S contains 247 DHS sequence
segments and 710 non-DHS sequence segments.

I. The 247 TIS sequence segments

>DHS1

CTTCGCCAGCCACTCTTAGT CCGCCAGCGECGT GCGECGGAGECCGAGCGTCTCTATG
ATCCTGGECTTCTGGCAACGT CATCGT CACGCGCCGGATCCAACCCCCAACCACTTTA
GCCAGCT CTAGAGGECGCECGT GECCGEGACGGAAGT GCGCECEEGT GICGCCEERAG
TGCGCGCTCCTCTGECT GACGCEECGEGECCEEECAT GCGCCECEEECGT TTTGECAEEG
AAGCGCGEEGEGECGEECCCEGACAATGAGAGT GTCCGCCTCC

>DHS2

GTAGT CAGCAGAGCGGAATCTAGGAAGGCTCCTTTCCCGCGEECECCCT GGAGECEEG
GGCCCCACCT TCCCACGCAGGECGCTATCAAGCCCCGECCT CCTCACCCGLCCEEECG
TGGCGT CGGAAAGAGCCCTCAGCCCCTCCCTCTCTGECGCTGATACCCAATGGECAG
CCTCAGGECCT TTAGCGEEEECEEEECACCCCCTGGACGCCGT TCTGGT TGECCCELG
GCCCGGCGCAGCGCATGACGT TATTAC

>DHS3

CGCCTCCGAAAGAGGATAGGECCCAGCCT TTTTCCT TAGT CTAACCCCCGAGAAAGEC
CTGIGT GGECAACGCCCCCGCAGI TGACCTATCAGCACT AT CGCCACGCCCACCAGC
CAGAGT CCTGTCCTCTCAGAGGECTCCCTATACT TATCGATGECCCCECCCCCTCTGG
ATCTCTTACTCTAGCCCCGCCTGCT TCATTACTCCCTCCCCT TCCGCTCCCACACAC
CGTCCCCGECCCCATCTGTCCATCTCTTTCTAGC

>DHS4

GGAGTATGAGGCCGAAT CTCATCCTCTAGT CCCAAGCCT CTCCACTACCAGEECTGG
GTI'GGCT TCGCCAGGT AGAGCGECCGGECCCCT TTAAGAGCAAACGACCCGGACACGT CT
GCGAAGCT TECECGAAGAAGEEGAAGT TTGCAEECT GICCECECCTCCCCECCTTCTC
GCGECT GCCCGEECCGAAACCAAACCGAGEEGET GEEGT GECGAGGACAGGEGTACGT CG
CAG

>DHS5

GCTCTAGGECCCTCTGGGAT TAECTGI GCCTGAGCACATCTTCCCTCAGCGT TTCTGA
TTGGTCCCT CGACGCGCGGEGAT GCGAGT CCCCAT TGECTAGGCCAGEECECCTGCGEC
GECGEEGET TCTCGGET CGCCAGCCAT TCCTGAGGAGGACT GCCGEGT CGI TCGGACGT C
TTGCCTGTCCCTGGAGGAGAGGT CCGEGECT CTCCAGGAAGGT GECT GCGGCGACAAA
ATGAAGATATTCGTIGEEC

>DHS6

GAGCGAGGCCTCCAGAACTACCATCGCTCTGT CTTCAGCGACT TCCCGGTAGCCECC
GGAAAACT TCCGECCGAGACCGEACGT GACGCTACGACGECAGCAGGACGCTCCTGGTC
CACAGGCT CACAGGECCCGEECAGCGECCCCCAGAGELCCEEECT GEGAAAAGCAGCCEEG
CTTCAGCGGATGAACAAGGT TACCACGEGAAGT GTAGGAGCCAAGGECCG

>DHS7

AATTGGAGCTGGAGT TCTGAGCGECTGEGTACTGTGTAT TCCAGCGGTGEGTIGICTG
TACGTAGT TAGAACCT GGCAAGAGAGCACT CTCGAGGAGCCCGECAGECEEEECTCAG
CCGEGEGACCAGCAGEECT TGT CEECECCCAGECT CTGCCCCCTACCCGACCCTGECCT
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GCCGCT TECCGCCTGCCT T TAECT AGGECCECCGAGCGCCCTGCCCAT TTAAGTAGG
CGGEECCGTACCACCGCAACTTTCTTGA

>DHS8

CATGTATGACATCCCAAAGATCCCTGATTATTTTCCCTTCT TTAGCGAAAGGTGGTC
CCAATCACCAACAAAACAGAGAAAGAGAACGAGAATTATCTCTAGIGGTTTTGCCTG
CTAATCTTCTTTTTCCCTGAAAGAACACCCTCACGGECACGECGI TTTCCT TAACGGT
CAGGCGTTTTCCCGEECAGCT TACCTGCTCGECCTGEGT CTTTCTGGACAGCAGEC
>DHS9

TTACTATCTCCAT GAGCAGGT CCAGECGECGEGACCTGITCTATGACTCGATTGEGTC
CTGCCCTTGI CCGT CATCGGAAGGCT TACAGCCCCTACTGI TTTGCAGTAAGATTTG
CAGGCT TAGTACCGCCT CTGGAAACAAGGAGAGT GAAGEEECGT TGACGAGT AACGT
TGITTGTATTTCTCTCCTCATTGCGATGECTGCTGI GTCAGTCAGACACTTCTCTGCT
TCC

>DHS10

CTCCATCGCTAT CCCAGGAAAAAGCT CGEECCCAGCAGECECGT CACAGEGT GGAGG
GGGECGEGACT GCACCAT TTGCGCAGECGCCT CCAATAGT TGECCAATGGAAAAGCT G
TGGECTCTAGAAAGCCAGCCCGECCCTCCGT TCTGACGT CACTATAAATGCTAGACTTT
ATTGCGAAATGTAGT CCTTGI CCTGCCCCECECTATTCATGCTTGTCAATCCTGI G
>DHS11

TCTCACGCACTCACTGI CACTATCGECGECCGCAGCCECCCCGECTGTCTAGACCCAC
CCAAGGCCAACCGAGCT CCTGEECT GAGGAAGCAGGAAT GGGAACGAGACGAGT ACG
CCTGCGCCEEET CTGAGCGT CAGACACT GCGCCT GCGCAAGT GEECCGAGCGCAGAC
ATTGCGCCCTGCGCAGCAATGCCATCGGT TAAAGCGCATGCCCAAGATGAGCTATTGC
GGAAGT

>DHS12

CCCCATCCCACCTCT TACCT CCCACCGAGCCCAGCGEEGET GEECAGGAGGEEGECCTGAT
TTGCEEGACCAGGAAGGAGGAAGGAAGGEGT GEEEECEEEEEACEEEGAAAGT GACT GG
AGCAGT GAGAGCCGGAAAT GAGT GECT AGCGAGGCACCCAGGAGCGECCCTGICCEEC
GGCGCTCTAGCCCTCGCECACTGICTCTATGCTCCCCAGCGTCTAGICTATTTATTG
TCCCGEEG

>DHS13

CAGGCCT GAAAGCCAGGATAGEEECGET CTGCAGEEECCAGT GTCTGGATCTGCTCACA
TGACAGICTTCTGITTGECCTGGT TTGCEEECGAGCEEECAACCTCTTTCCCAGGATGC
CAGCCATGT GCAGGGCATACT GAGGAT TCAACAGT GGAAACCAAAGT CCATCAGGT G
TTCACCT TCTAGI GGGGCAGACGCEECAAGAAGCAGAAT TGGT GEEEECAGECAGEEG
TTGEGEGTACAGI TTTGACCAA

>DHS14

CCTAAGAAAGCGT GT TTGACT TGAT CGCTGGAGCAT CTGCCGECACCGCCCAGGACC
CGCCCAGGACCCGCCCCECCCCCT GCEECCCCECCCCCCGCAT CCTGAATGCCATAT
AGGCGAGTI GACGT CAGCCCGI TTGI TGTCAT TGECGECTCCCAAGATGECGT CCATC
ATGGAAGGGECCCCT GAGCAAAT GGACTAACGT GATGAAGGEECTGECAGTACCGT TGG
TTCGTGCTGGACTACAATGCAGGACTGCTCTCCTAC

>DHS15
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AGT TACTGEGACT TGGAGCAAGGGECCTATTTCAGCGTAGI TTCCGCTTCTTGI CACA
TGACGGGAGT CAGT GGGECCGCECCT TCCCACT GCGACT CCCCGT GEGT CCGCAAACC
GACACGTCACTCCTCGGECCCTCAACCAAACTGCTTGEEECACGT TCTTTCCGECECTC
TTGACTCCTACGCGCCGECCTATGACAGCT CGECEEGAGCATACAGACCTGCCTCTA
GACTG

>DHS16

AGT CCTCCGCCACT CACTACGCGCCTCTAGAT CCCT GCGECCGAAATAT CGCGAGAC
TTCGCTCGEEECAGCCTGCTACTGT GGTAAAGAATTCACTTTTTTACCACAGCGTGCG
TATCAGCAAGT GAACATAAAAACGCCT CTTCTAGT CAGAAACT GGBCCAATCCCGACC
CCCGGT CCACCTAGEGECTCCECCCACCACCGAGAATAAGCCAATCTCTTTGAGECTT
CTACAGGAGAACGCCGT GCGT TTGAGCT TGAACCTGATAAGCCTG

>DHS17

TGAGGTCATTTCTGACCAACACAATTTGGTCGT TCTATTAGI TGT TCCTGCAGACCT
TACAAAGGAGTATGI TGCTGT TCTTATATGCCCTTGTCTTGI GT TGT TCAAAAATCC
TCTGTGCTATGCTTTGGATGCT GCATGAGCCTGCAAATGAATGCCTTAGCATTGI TGA
AGI TGACTGCTGCCCTTTAGCTGTCTGCECT TTGEGT TCAGCCAGAAAGAGT GECATC
TTTAACCTGAGIC

>DHS18

GI'TGCACAACGT GAGCGAT GCCGCAGCGECT GAGCCGCCAT CT TCCCGCAGCCEECG
CCTTCCTTTCGAATACACGCCAGECCCCGECCCCAAGCACAGCTCCTGCGTCCTCATT
GGACAT CATGGEGECAAT CCAAGCACT GGAGT CCGAGT CCGCGCACTCGI TACCTGAAC
AGGCGT TACAGECCCT TTGECGECCTCCGTATTCGT GAAGT GT GAAAAAAGCGCGCCT
CTGITGGGACGGEGAAATC

>DHS19

GIGATCCCTTTTGGGAAATGTAGT CCTTAAGEGTATCGCGCCTCCTTTTTCTATACG
CTCTGACGCAGAGATAGCCACGGEGAAGTACGT CACCAAAT TTCGCCGGT TCCCACAA
GCTAGGTCGT GT GACGCTGCATGACGEGAAT TGTAGT CCTCAAATTGCTAGCTTCCG
ATGCCAT GCGCT GCGACT GGAACGCCAAT TCCCACCAT GCCECGECGECTCACAGCTCT
CAGGEECTGICCTGTG

>DHS20

AGAGAAAACT ACACCT CCCAGGAAGCCGT GT GCGTCECCCCECCT TCTACTGCCTTT
CACTGCGECGT CCGT CGT GCTGI GEGAT TCECGEEACCCCT CTGECCECECTGIGCT G
TTTCACCGCTCCCCGECTGEGACT TGGAGTCCCTTATCTTTCCCTGGT TTGGTACAT
GACCCGGAAGCCT CGECTGEECCGT TGCGT CAT CCAT GECGCCGEECGCAGAGCGAGAA
GGAGGT GEGA

>DHS21

GI'TTTCCAGCGTACGCACAAGT TCCGCCCTAAGGGACCGCCCCT TTAAGCGCGEGECA
CTGCGGTGGAAGCGCGECCECT GGT CTGGACAT GACGT AAACCAAT GGGCAGGECCCGEA
AGACAGAGECGT TTGCTTCCGT GGCCAAAGECGECTTCAT T TCCGEEGT GAAACT GECA
TTGAGGGTACT GEEECGET GCGT GAGECGT TTACTGATGCT TCCTGGT CCGGT GECCT
CGGTCCCGGTAAGCCAGGCATGAAGATCACA

>DHS22

CGCACT GAGGGACTACGT TAGCAGACGCGT CAAAAGT ACCAGAAGCT GECCCCCEEC
GCATGCGCAGAGATGT TCCGT GGT GEECECEECTCTTCTCT TEGCCCAACCACCECCC
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TGCCTCCTCCCTCCCCAAGCCGECECCCT GTGCCTCGAGCGCT TACCTCCAGEGTGCG
CATGCGCGAT GEEECT CCACEEEGAGGT GT TTGATACATCAGEGT GTCCCGI TG
>DHS23

TAGCCCTGGTCCATGI CT TCGACGCGECCCACCAGCAGCCCCGT TTACTAGECGACC
ACAGCACGCATGCGT TCAGCGCACCT CCGCCAT CGACTACT GGAAGACCAGECGCAC
ACGTCACTACT TCCGCGCGCCCCCATTGECTGGT CT TCACGAGEECCCECCCTCECC
GI'CCCAGCTGECCTTTCGEECTGCTACGAT CCAGCT CCGTGECCTAATGEEAGT TGT
GGTCCCAC

>DHS24

TAGGGAAGCTCGECTACTGATCTATAGCATTAGACCCACAACT CCGGT GECAAGCAT
CTGATCACACT TACCAAGGATCACACT TACCAAGGAGAAGAAGCGACCACT GCGAAT
CTGICTCCAAAAAGGAGAGAGAAAACGCGAAGCATCCTTTTTAAACCT TACGAAGT G
CCCGGAAGT CCTGGAATGT CTAT TGCGECGT GCCCCAGAAGCATGCGCAGT TAGAGAAT
CAGAAACTCACTGAGECTTC

>DHS25

CTGCTGAACT CAGCGTATCCAGT CCCGCAGCT GACCAAT CGGAGCT CGCCCT TCCGEG
GGCCCGCCCCAT TCCAGGAAT CGACCT CCGCACCGGECCT CGAAAAT TGACCAAT CGG
TTGITGTAGCTCCGCTCTTAGT CCCGCCCCCACGCTGAAACTGACACT TCGGATCGCC
GAGTAACGCT CACCAGACGT CCCGGECCCTGECCCCT CACCTGACCAATCAAGACEEC
>DHS26

CGGCAGTCGGTGTAAACAAGGECCT CECGECCECTACAEEGET CCTACGACCECTCCTGEC
TGGTGEGTGGET CTCECGET GEEECAEGET TACCGCCEECT TCAGT GEGAGGTGCTTCTCG
GCTTCCTCCCCCT CATGECGT ACACACCCCCGEECGCACCACGT GEECGT GAGECGAG
GAAGGAGEGEGTGT TAGGCCAAATTCTATTTTCATTGECTGI CACTGCTGCCGECCTT
TGTAAGGEEECCCTCTGATTGCGTCGATAAGGT G

>DHS27

GICTTCTGGT CCTCCACCCT TCCCGAAAGGECCAAGCGGECEGAGCT GEEGECGECCAACG
AGAAGGEEEGT GAGCGT GAT TGEECT G CCTACAT CACGT GACGGECCAGTACGCGT GG
GATTTGGECT CCGAGGAGGECGCGAAGT GCAGCACAGAAAGEEEGT CCGT GEEEGACGET
AGAAGCCT GGAGGAGGAGCT TGAGT CCAGCCACT GT CTGEGTACT GCCAGCCATCGG
GCCCAGGTCTCTGEEGT TGTCTTACC

>DHS28

CTCCCACCCACAGGT TCAAGCCT CCTCAGT AT CTGAGAAAGGECGCGAAGCCTCTACG
CAGT TGCGACCCGAGGCGAGCAACAACT AGCGCAT GCGCACGT GAGCCCGECGEECGCA
CGCGCGCTGACCT GTGGAAGGAGAT GCCGECGGT TGCGCGT CTCECECGT GTCCCGT G
TGCAGCAGCCGEECEECEEAGCAGT GACGCGECAT CTGEGAAAGAGECGEEGAGT TAAG
>DHS29

GAGCCTAGGAAGATGT CTGT TGCCT TGGT TCCCEEEACCT GCCGCTGCGGAACAGCC
CAAATCTGAGGAAACCT TGGACACAGT TCTGGEGTACT TCTGCAAAACCCT TCCCCGG
ATCTAGGECGEGET CGT CACCGACAGGAAGCGAT GT GTGCATCAATATAAATAAGCCGGT
GGGGECAACTAGAT TGCGTGCATCCTTCCAGT TCCGAGT GAGGCTCCTCAAGI CTAAG
CAAGAGACCA

>DHS30

CATCTACAAACGCAGGAAACCACGACTGGAGAAGT TATATGATTGECTAAACCATGA
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ATGACGCAACATAACCCACGCCCACTGAGAATCGTCCTTTCCCAGACTGECTCAGAT
TCCGCTTTCCGAT TGGT CCCTACAGCAAGAGGECAAGGACAATTGCTTAAGT TGACC
TCTGEGET CCCGAAT CGCGEECAAAGAT GECGEECEECCAGGT GT TGGAGECCTTTGCT
AC

>DHS31

CTCGCCTAGT GAGGAGAGACT GACCCAAT CTCAAAAATACAGAATAGGECAT GEGECAGG
GAAAGT TGGT GT GT GAGCT GAGGEGT GGAACCAGT CAGGCCAGAGT TCCAAATTGGAA
AAAAACAT TAGAGT GT GGGAGGGACTAGAAAGAAGGAATTAAAGAACTCTTTTTAAA
[TTCTTGITTGI TTCAACTGCCTCCCATCCCAACCCCCTTCCTTTGITTCATTCATG
GITAACCCACAG

>DHS32

CTTTTCATGITTGCTGEGT TTGCCCGT TACACCCCT TCGCCCGCACTTATCTAGACA
GGCAGCTCTCGGECCACCCT CCGEEGT CCTGATTTTGAAAAGAGGAGT GGACCAATCA
GATGTGGAGCCCTGT TTCGECGECT GCCAT TTGAGCCT GEECT GAAACT GCGEEGT GTGA
CCCCCCCGTGEGET GECTCTAEGT GI'CT GCCGAGGAGCT GEEEECEGAAGCAT GAGECT
AACGCCECTTGECTTCAGTGAAC

>DHS33

CGGCCATGCCAGT AGAAGACTAGAT GCCGEGACT TCACCCCACCCT TGAAGAATGAG
TGGCCGGAGAAGT GATGAT TGECGT GCTTAAAACCCAAT CATAAACGCGAGGAGEEEG
GATGGT CTAGCGEEEECECET TAATGEGTACCT CTGCCAGT CCCAGACACAT CCGEG
TCTTCGACAGCCCATTAAGT GT CEEEEGT CAAAAAAT CGCTTCAGECTGCAACT
>DHS34

AAACCT TCAGGAAGGCATGAATGTCGCCACATTGCCCT TTTGGAGGGAGECCCTGECC
TCCGAGAAGAGGECGT AGGGECCCAACGT ATAGGECCECCACTCACTGTAGGT GCGECC
CAGGGECTTCGAAGAGCAGATCACGCT TCACGCTGACAGT CGECATGGTGTGTCGAAC
TCACT GCGCCT GCGCAGCGAGCT GACCCGGEECT TCCCTAGCGAAGCGCGTAGGACCC
GCCTCTTCTTGIGCGTGTTGTCTTGAAT

>DHS35

GCCAATAAACAAACAGCAGGAAGAGECGEEEECCCT GTAGT AACCGCCCCAAACACCT
ACTTCTAACCAGT CGAGT CACAAGACT GEEEEGAAGGEECGEAGCCAAT CCGACGT AA
CCCAATCCAAGAT TTGAGEECGGT TACATGCACCCACTCCCTCEEGT TTGECTCCEC
CCCTCACCTTGACGT AGCCCT CCCAGCCTATCAACGACT GCGCCCGT TGEEEGT GAG
GGGAAGGEEEECEGAGCCGT GEGAGGAGGCCGAGAGAGGAAG

>DHS36

GI'GGEEGTGEGTAACAGGAAT AGECGEEECAAGCECT GCGEGTGATGGT TTCECCCECT G
CTAGT GGT GGTGCGECCT GCCGCAGAGCCGGEAAGCCCT T TGGT AGGCGEGACCCGACCG
AGT GGTGCCGEGAT TCCGT CTTAACCCCCCCTAAGGTGTCCAATGACCTTTCCTTAC
CAACT GCGEEGAGT GTGTGGAAACGCGGT TCACTCCCCGGT TTCCTTATTCTGGATC
AGIG

>DHS37

GGGTAACGT TGT CTCGGATCTCCCGCCCCCTCCCTTCTT TCGCT GECCGCGCACGLG
TGCAACGCCCCGCCCACCT CECCCCACACTTCCCTGCTCTCACT CCAAGCCTCCGCT
AGGTTAAGT AGACGAGCCGEECEEGT CTGAAGAAAAGAT GCTACGACGEECCELELGEG
ACGCT CAT GEGECGEEEECGAGACCACAGCECGT GCECEEECT CCTGAGCGCCACGLGC




TCGCCTTTCGI TCGTAACCCCTG

>DHS38

TAAATGCTACTACAGT GCCCCACACGGACT GCCACGAGCGGEGT CACGT GACTGGACT
CTGGATCGECTGI GCTGTGAT GECCGECGT AGCGCGCT GCTGI GCGCGCGAGACTATA
AGCCT CT GEECCECCEGET GCCT CCECECAEGET CACCGCCT CCACCCGECCTCECCECT T
CCCTCGGECGCATGCGTAGCACACCGACT CCAGGATTGT TTCCCAAATCCCACTTC
>DHS39

CCGGTCGATGT GCTTCAAT CGAAGCT GCCAACCT CTTGCACCT TCCTTAAGGAGECT
CCGCCGCAGCCCCGECACGACECECCEET CECCCAGCCGCTCAGAGCCGAAATGCTCC
GCACCGCCTCCGCACGEECTCTAACT CTACCGGAT GT GACGCGEECGCTCCTTAGCCA
GGCTCCTCCCCT CCCAGAAACGCGCCCT TTCT TGECCTCECCCCTCCTCECTCTGCC
TTTCCT

>DHS40

ATCGT GCAACCAT GGAAACCAGCCCGECCEECT GCCACAGEECTGCCGACTCACCAGC
CTCGCGCGCT GCCAGGGECAACCGT GAGACGEGACT TCCGECT CCCGEEEAAGT CCCG
CCCCTCTCCGECCGECCCCT TTTGIAGCCGT GEGAGGECGEEEECT TCAGCCCAGEECEG
GGT CCAGCACGECEEEECEEEECEEEGACGEEEECEGAGCCT TCCCGAGCT GCGAGGT C
GCTGTCTCCTTGCGECTCECCACTGECTCTCTCTGCGECAGGITTC

>DHS41

GGTTGGATTGTGGAATTACGTCTTTTAAAATGI TATT TGTCCAATGAACAAAAACCA
CTCGCACCGCAACTCCTTTTACTATCAAATTCTGCACCGT TGCAAAACTTCCTTCAC
TCAACGCTTCTTTACAAACATCCCGAT AGCGGAGCGGT CTCT TGEECECACCCCECC
GCATGI TCAACCCCACCCACTTCCTGT CTGACGATCTCCTTACGT CAACGGT GCCCT
GGAGCGAGT GAGCAGCGATACCTAGG

>DHS42

GACGTAATAACGATCCCACGTACACT TTAAAAAGCAAACTTCTCACATACATCACTT
CCTGGAAGCCCTAGI CAGCCT TTAGCCCAAGCAAT GCTGAGCCCAATCCT TCGECCT
TCCGTAGTCTCGCTCGGT TTCECGAGAT CGAGECT GAGCT CCECCECECCECCGT GG
GGGECGACCCCAGAACACT TCCCEGT GTAACTGGT TGTGCTGTCTGIGTACTTCCGEC
AGCCTCCAGACAGI TTCTTCCGCTTCCTGTAC

>DHS43

GICTCTTCTGCGGATATACCT TGECTCCTCCCAAGT CCTACGAGT TTAAACT TCGAC
GCACCAAACATGECTTCTTCECGEGT TCTGCTCCTTGI TTTATTTCGCTCCCACCTTT
CGGECCACACT CAACATGGECCCTAACCGAAGGT TEECATGCCTGIGECACTGT CTCGG
GACAGT TCTCGCGAGGT TTGCCT GEECCCGACT GCT CCCGCCCTECCT CECECCECC
GCCACAGCCGECT GCCECTGEECECCECTCCTCCTCCGIGTCAGI TG

>DHS44

CCTAAACAACAAAACTCTGT TGCAGECT CCTTACT ACGCCGAAGCGCCACGECTAGA
GCCACT TCCGEECGCGACCT CCTCACCCGAGACGACCT CAGCCCAGCGAGTACTGCAA
CCTCCTGCAAACACCCGCAGCGCCCACCACAGECTAAACCCCECCCCGT GecaCece
CGAGCCTCGCGT GCT CGCGECCEECCCAGT AACCGCGAGACAAGT CAGGGTCCTGGAC
>DHS45

CGGTCCTTGCTCAGCACTACCCCCT TACCT GCCCT GCGCACCCCCCGECGAGCCCCEG
GGCCCT TAGCTGACGACCGECCCTCACCTCTTCTCTCT TCGCCTGCCECEECCTTTTA
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CAAACGGEGEECCAAACT GTTCGECT GTAACGACAAT CGT TATTGGT CAGAGCCGCCCAC
GCGECGEECAAGT GECCGECCCACCTGAGCTCACGI TGTCTTATGEGAGI TTTAGI TCTC
TCCTTCAGAGACCGCT

>DHS46
CATCCCATTGAGCTACACTTCACTTTTTAGGACAGAGCCTGGTAGATAGGAGACAAT
CAATACAGATTTGIGITTTAGGT TATTGCATGCTTATGEGT TAGCTAGGGAGCTTTC
TTTTTATCTTTCAGGAAAGAAACCAAAGAGACAGACT CTCCAGCAGGECAGEEEECEC
CAGTGAGT GAGCTAGGCATAGAGI CTTGTGGAGAGAATTATGGTGTCATAGAGECTT
AGAATCTTGGCATTAGCAGEG

>DHS47

ACCTTGGECTCCATCCCT GAGGGECCAGEEGAACCGGECAGCCTCGAGACTGATCCCTCG
CCCTGGAGATTTTTCCAAT CAGGCAACT CTGAGGACAACT GCGACCCAGAGCACCAC
AGGGT GT CCTAGAGCCACCT GGGCGTAGAATAATGACGTATAAGGAT GT GGAGGECCA
CCAATTGECT GCGCT GT CCGAAGACGGACAGGT AGECGEEEECEEEAGGAGGT GT GGT
CGGCAGAGCAAATCCAATAGICTTTTC

>DHS48

AAACAACCGCGAGCTAAGAGAT GGEGCAGCEEGAGAAATGAAT TCGAGT TCCECCTC
CTACCAGGAAGAACCGECT CEEECCGAGEECT GCACGCGAGGACCACACGGACECCT G
CGGEECCCAECCCCT TCCGCT TCACGACGT TCAGCCT GCGT CTGGAACT GGAATGECCT
AGCCCAAAGCTAGATAACAGGTAGATTGI TTTTCCCGACAAATTATCAAACGACCC
>DHS49

ATATCTGCAGAGCAGCCT TGECGT TGACCTCTTGTGECAATTGCCTTTGACAGCCT G
AGAGTCATTCAGAAATTGCCTATGGT TCACT CEEEEGAGGT GEGTGGTTCCTCTCT T
GCAAGCTTATCTTCACT TTGCAGCCCTGGTAAGTAACTGCTGAGCGT TGCACAATCA
GCGAGAAAATATTTACAATGAAAGT TGATCCAGAAAGACT TAGACAAGGGTCAGT GT
ACCTTCAGITTAGCCTGACCTCTTC

>DHS50

GI'CAGAAGCGGECCAAT CAGAACCCGT CAGT GEEEGET GGAGCT CCEECGCCGGAGT CT
GACGAGAGAAGGGAGGGEGAACAAGGATAGAGCGCT CGCCAACGECCGACGCT CCAGG
CCGT CCCGCCCAGCGCAGCTGCACCCAATCACAAT GCTCAGAT CEEGAGGT GGAGCC
AATCAGGT CCAACCAAGAGGAGGGEGACACCGGECACT CCACTAGCAGGAAAACGG
>DHS51

CTCGAGCAGATCTTTCCGCTACT CGGGAGTAAAAT CT TCCCGCCAGCCAGCTGAGAG
CATCCACCCT TCCGEGT CGGT CCGT TCAGCCAATCACAGATAACTCCCTTCTCTAAT
TGGTCAAGEGEGT GI'GGT CACCATGCGECGT CACCGAACAACAT TACGAGI TATTGGT T
GAGATTGGAAGCAGGT TTCGCCAATAGGAAGCGCT CT TAAAGCGGECAGT GAGEGT
>DHS52

GITGECTGTAGTAACGT GGCAGAGGCAGCAGCGGAACCCCCCACGCGEECAGCEGATTC
GACATCCGAAT CCACCGCCGCCATAGCGACT CTCCTGTACCGACAAAAACACAAGCA
CCTCTGCCACCACCGGAACCCACT TCGCCAAAGCTCAACGCGCTCCGAAGCAACTTC
CGCCGATCCGATAGGAAGT GACATAAAGT CGT TCAAT TGCGCGGACACACT CCTCCG
GAAACCAAGCTCCTTCGACTCTG

>DHS53
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AGGTGGACCTCCTCAATCTCCTGCT TCCTCAGTAAGAGT TTTCCTCTGGACAGTACT
TAGGCATTTTCTCAGGECT CCCCGCCCAGAGAGCGECCGECCAGGT CCTCGGAACCACCTC
GCGCACT TTAGCT GGECGECECGACCCGECGCAACCAGT GAGAACCCCECT CCCaCCCT
AGCCTTTCTGT GGT GGAAAAAGCGCGECGCCCCEACGAGCAGGT TAGGCGATAGAGGT
CACGT

>DHS54

GCCCCTAATTTGICCTT TCACCGCCAGCCTAAGCCAATAGT GTGECTGCATGTAAAT
GAGAAACCGCGAGCAT CTCCCCCCECCCCCEECTCCGCCCAATTTCCCACCTCTTCC
CGGAGCGCACAGACGCCAGCT GAGT GGGAGEEECCTAGCT GCEEECEEAGCACGEERAG
GAGGAAGGGECACGAGGAAGAGECGEAGCEEECCEAGECECECEGACCTGEGT TTCCT
GAGTGCTTCCTTCCT

>DHS55

AGAGGACAACGCCAAGACGECT GGGAAGCCCCAGGCCAGCAGCGGAAGT CCACT CGG
CCCGCCCTGCCGACT TTGAAACCGEGT GCCCCGGACCACT CCT TEGAGACGGT GECGCC
TCTTGCGTCATCACGCGEECGET TGGAGCT TACGCCAT CECGCGT CCTAGAGT CCTAG
CACGCTATTGGECTGECT GT CAAGCAAT GGGAGGAGT CGTGAGAACCTGGATGAC
>DHS56

GATCTTAGGAGAGCAGGAAAT CCTCGTAAAGGT TACCT AGEGEEGET GCAGEECCECCC
TCCCTGGECCATGCAATCCCCCGATTTCTCCCTCACCT TAGCCAAAGCTCGACTGTCA
TTGAGCCTCCTGCGCAT GT GCAGGAGEECGET CCTGEECT CCCGAGGT TCEECTTCAC
CCAGCAGTAAAACGCAT GCGCAAAGCT TCGGT CAATGCGEECTGTCCATTTCTCACC
GCCGACTCCCTACATCAACTACGCATG

>DHS57

ATACATGECCCTTTCTGATACTCCGACTTCTTTCGGECCCACGI TCACAAAGITTTCC
GICGAATACCTGAAACCT TTCGACCGCT TCGACCCACT TACCTCATGGCGCCT TAAA
ACACGAACAAT GGAGGECCGCACCAACCGCCCCT TCCTCTGAGTAGCAGACAACTGAA
GAGGCGTCTTGCCGEECGT GTCCCAATAAAACCCGEGT GCGAT TEECTCCCGCCTTACC
CCATCGCTTATGCCTATTGECTTAC

>DHS58

GI'TCAAAGT CCTAGGT CCAGAAGCT GCAGCCCCACCCGT GACGCT TAAAGGT GECEC
CGTTGGEGATGCCCCCCTCCTTTCGT GAGCGCGECECT CTGEECECT GEECT CECEECC
TCGCGCTGEECCT TCACT CTCTGCGECGECAGT CCAGAT GT CGT CAGCACCAGCGECCT
GGGECTGCGAGGACAGAGAAGCCT TTTCCGT TGCCGEGT GCCGECCTAGCGT CCTGGAAT
TACTTCAATCAAGTAAGTGCGT TTAACGG

>DHS59

GGGECTTTTGEGAAAAT TACATAAT CCCCGECCCCT GEECCEEAACT GCCCTCGCCTA
TCCCAATCCTCCTACCTAGGAT TCCGT CAAGT TGACGT CACACGGAACCGEGT GCTCC
GGAAGCTAAAGGT GGCCATGCCTGI GT GGGACCACGT GGCCAGAGECAAGAGT GTCEC
TCTAGTAGTATATGCAACAGT TTAAACTATAGCECATGI TCATGTAAATATGGT TTCT
GICCAACCCG

>DHS60

TAGCATGAAAAGAGGECTACTGGT TTAAAAAAAAAAAAAAGCACT CTCCAAGAGACCA
TGGAACT TATCTTATTCACCACTCCATTCCTAGT GCTGAGGGTGEEECT TAGATACA
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ATATCTCAAGACATACTTGCCTAAAATGT TTTAAAAGGCAGCT TATAGAAAAATGT GA
TTCCCCAAAGAAGGT TCCAGTGATCACGTAAGT TTAGGGTATCCATTTTTTTTAAAC
ACATCTGTACGI TTCTGITGCTCCTTCTAGCC

>DHS61

CAGAAAGCT CAGCGT GGAGT CGEGEEGACGCT CCTCCT CGCCAGEGT TCCCGT CCCCT
TTCCCTGCTGCEGTAAATCGCATTCTGICTCT TTAAGGAGT GT TTGECCGCGACGAGT
TGGAAAGCCCGGATGCGT CCTTCAEGT TGEECEEEET G CTCAGT GACGT CACT GGG
GIATAAAAGGEGECCT GEGT GECEEECECCT GEECAGAGCGT CCTAGCAGT GTCACTGC
GIGGGTI TGGT TTGT GTAGAGAGECGT G

>DHS62

GCGGTAACGGTGAGCECT TTTTCACGCCGCCEET AGCCGEECECECT CTTGCGAGCAGC
CTTGGTAGCCAGCTGCT TACGT GECGCT TTACCGCCGGTGGATTTCCGAGCTGICTG
TTTAGTACGAGCCAT GGCAAAACCACAGAAAAGCT TGCCTGCAGAGACGTCTGTGGA
GGAAAGGAAAGAGCTACTCTTCTTTTATAGAGT CAGACCACCAACTATTGGACC
>DHS63

GCTCCATCGCACT AAT CAGCCGEGECET GGT CCGEECGCCEEEGAAGACT GEECEEEEC
GAAGGCATCACCT TTCGAT GEEECCEECECT GIGCGT CCTCCAGT CRAGGT GEEECG
CTGTGGAAGAGCGGECAGCT TCCEGTCGECTTTTCTCT TCCT TCGECTGCCEECECCA
GCACGTCCTGITTTCGT TGECCECECT GEGAT GECCGCCACAGCT GTAGGTGCTCCT
AGTGITTAGCG

>DHS64

TGECTTAGAAGT CCCAGT CAAT TCAGGGT GACCT TAGCAGACAAAGGECTGGAGCGECC
CCAAAACCCGCAACATTCGCAAAGATAAAACATACCT CACAGGAGT CGACTCCTACC
TCGAAAAGACAGT ATGGTGCCTGEECTCCTGTATATAAGAGT TCTTTTGATGACGTC
ACGACGCACGCT CCCEECAGCGT CCECT TCEECTCCTCCCCCTAACCTCCCTCAATC
TTCCTCTCATCCAGTATCACCTTCTTCCC

>DHS65

CAATGAGAGGAGT CGGT TGGT CECCCT GTGECCAGT CACGT AAAGEEEEEEECEEEE
CGGT CGTGEEEGET GGAACATGCGT AT TACTAAGCGGT CGCCCEECTGATGACATAAA
AACCGGEGT GCCGECAGECGCCAGT CGCAGGT GT GCT GCTGAGGCGT GAGAAT GECGT
CCCGCGEECCEECGET CCGGAGCAT GECGGACCCCCAGAGCTGGTAAGT CCCEEEECCC
GCGGACACCCCTCTCCCCACTTCT

>DHS66

ACCTGGCGAAGGGAT TCAT T TGGEEEEEGT CACACCAGCGEEECAT CCTGECT CAGECGEG
AACTCTGGECT CCAGACAGT GCGCCCAGGACCAAACGGT CAACCCCGECCTACT CCCG
CCCCTCCCAGATCCTCCCCTCCTCGGACGCTCCCECGT CTTCCTCTCGCTCAGECAC
TGAGGGEECEEEGAGAT GEGT GT TAAAGAGGEGATATCACCAATCAACGT GCGECCTCC
GGGAAACAGCCCT TCGCACTGECTGGET TGEGTCTGAC

>DHS67
AGGTTTCTCCTTCCCCTCTTTGI CCGECT CCTCCTGCGECCECCACCGCCCGTACTAC
GCGCACCGCT CCGACCT GCGCAGCCAT T TCACCCACAAACACACATTTAAATGECCC
GACCGCCCCCCCGT CCECGECAT CGCGCAAGCGECCGCCCECECACT GCCCGECT GEGECA
TTGGAGICTCTCCTCCGCCCTCCACT TGT CGECCGI TCTTCGTCCAGAGATGAACAT
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&C

>DHS68

ACT TCATGGEGTACT GGAT CAGGGAGAAACCACAGGAAAAGGAAGT TACAGCATTCTA
TCACTGCAGACCT GAGGACATATACACAGAAGAAGAACCAAATATCCACCCAAAATG
CTCTAGGATTCCCATGI TTTGGT TCCCT TCCAAAAATATATCACAATTCAATCAGTC
GIATGACCAACAGCAAGGGT TTCAACAAACTCTTTGAAATCTAGAAAATGCTCTTGA
TACTCCAGG

>DHS69

CTATGGATGGTGTAGCGGT CAGT CATCTCGCCCCT TTCCCCT TCECTCTCAGGT CAG
AGGACGCAGGTAACAACT CECCCCTCTAGCGT TT TACAGGAGAGT GAAGCCACCGCG
CGGAAGCT CCAGGT CCGECECCGT CGCAGAAGAAT GECGT CACAACGACTAAGTAGCG
TAACTCTCGCT CATAGGECT CAGAGGECGGAAGCGCGAAGCACATTCTGT CACGCAATT
GGAGT

>DHS70

TTCTTAAGGAGCAGAGT CTTTCGI CCCTTCGCCCCAAATCGCTCAAGTCATTCCTAG
GAAATCCCGAGAAACACT TCACCTCACCTGTCAAATTGCACAAAATCCACTTTCGAA
TTTCTCCCGCGAAACAACGT GACGT CATTAACGCGGEGACCT CACCAGATGAGGACCC
AAAACT TGECCCGCCCACCT CCGCCTAAGCCAAAAACCGCCGCT TTCAAATCGCCAA
TCAAATTCTTCCTTGECTTCGAGICT

>DHS71
GGTTCTGCGACTCGTCTCCTCCGECTCGATGT TATCCTCCT CGT CCGAGGAGCCTGA
GCTGCTGCTCCCGTATGCCGCAAAAT AGCT CAGAGGEGT CCT TCTCCTCCGCT GCCAT
GACGGECT GCGAGCGACAACCCAGCACT CCECCCGAAGCCGGAAACCGGAAACCGEEAA
GCCACCCCAGEECCCGECCCCT CECGT GECCCCECCCCAACTCTTACAAATAAGCCT G
CA

>DHS72

ACGCTGGTCAAACT CACAAGACCGCAGCAGCCGECCT CCAACGECAAAGCTCTAGEGA
GAGACCAT AGAGCCCCGEECEECEECGACGECAGCCT AGGECEECCCCCGACAGCECT T
TGCACAT GCCCAGAGAGTACTACGT GGT TGCCCTACGACACT TCCGECCGATGCCTC
CGGEECTCECGT CCCT GAAGCCCT CGCTGEGAGCCCGAACCCGCCCGGACGECEGET GCA
TGCTGGAACTTGTAGICTT

>DHS73

GCCAAACCCAAGT CTTACACTCTTAGTGACCCCCTCCTTTCCTCCTTCCCCCTTAGG
TCAGCAGGGT TTACTCATTCCAATTGCAATGCTCCATGT TGCCGGAGTAGCTCCTCG
CTAGAAGAGAGATTAGT TATGT CACCGT CGECTCCTCCCAT TGGT CCGEECGTGI GG
AGCGCCGECGECCAT GACGT CAGACGCCCAAAT GAGT GEEGECEGT GAGGGEGAAGGAGGA
GGGAAGTAGGACTTCAACA

>DHS74

TCCTTCCTCGGACT CCAACT CCCGECCGT GCCT TGCGCTGAGATCCCTGCGECAAAGA
ACCGCECECTGIGTCCAAAGT GI TCTCTGGAAGTI TGTAGT TCCTGTATTGGT GAGGECAA
GGAGGAGGECGEGAGT GACT CGECGEECCAT TAGCTGT GT GTAGT TGCCCGGGACTAGEA
GCTTAAGT GAAGAGGTACGCCT TGT TCGGT GGAAATCAGCCGTAGCCATGAGI TT
>DHS75

CTGCCT TTAGCAAGT GCTGACTGCACTGAGTCCACTGEGACCTTTTCCTTTTGEGT T
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TCGAGGCTCCTCCCACT CACCCCCACCCTAGT GCTCGAAGAAGT GAGT CTGCAGCTG
AAGGGT TCCTGEEGAGT CAGTCTTTCCTCTTACT TAGGAGGGEGACCAGECATACACA
CACTGI CACAGGT CAGCCAGECCAGT CAGGGACCAGTGACTCACCTTCCTCCTCAG
>DHS76
AGGTACAGCCAAGATTGGAAACAAAACTAATAGAGATCCTGATAAATTCAGAATGI T
CTTATTCATTTAATTTGI TAATGCTTAATTCTAACTTGAGEGATTCTGATAAATTTA
CCACTTAACTGAGAGGAATGT TTTTGAAATCAAGTATTTTGATCTAAGGAAAACACT
GGGTAAATTTTCTGICAAATTGT GAGCT GAGATGECTAAGACTAAGTATATGCAAGA
AGATAATCCTTGGEGTA

>DHS77

GGATAGAAATACGT CTCCGAGT CCTCGT CATATTGGAAGT CCTCGATTTCCACCTCG
TCATGAAACACT GCCAT GGT CAGCCGEEEGET GECCGAAGEEGT AACGCCCCAGCAGTC
CGAGGCCAGCT CCGAGEGT TTAACT TCGCCCGAACCGECCT GEECTCGECATCATCA
GGT CGECECCEEECAAGGACT AGCCCT TCCGECGCATAGGECAAT GACGCAACT CCeCC
CTGCGCGECCAAAT GGATAACCGGT AGCGGET

>DHS78

GAAGT CCGACCCT TCGATTAAGCCCCGCCT GAT TGGGAAAGCCTCTGAGAAACTATT
TGCATGATCTTGAAAGAGCT GT CCTGAATGGT TGAGGTATGTAAGCCGAATGT GAAA
CAGCCTCTCTCATTGGECCTAAAT TCCCCCCCT CGAT CTGCGT CGCCAT CCCGECCCT
GCTGGACCCCEEEET CAGT AGGAAGCCECEEEET GGT GGCGAGAGAGGACCCAGGT G
TC

>DHS79

GCTCTGCTTCACTTCCATTTCTAAGATT TAGAAGCAAAGACGCGAAAGAGAAGCT TGG
CGGEECCCAGCT GEECT GCEEGAGGAGAGGEEEGAAGEGEECCCCAGECT GGAGCAGAAGT
TGCTGGT GCCCCGAGCT GCCTTGCGGT TTAGGCCCAGAGGT TCACGCGAGCGAGCEC
GCTGTGGT GAGCGCGAT AACCGECGAGCCGECGAGECGAT TCCGAGAAT TTCTGAAGG
CTCTGT

>DHS80

GGGAAACCCT GGACT CCATCCCGEEGEAT T TGTCCCCGT GT CGAAGAT GGTATCCAGGT
CGCCGAAAACT TCCCGGAAGT TTAGACCAAGACCTACTTATTATCTACGGTGTCCGG
GAAGGT CCATGATTGT TCCACATAAAGT CAGAAGGGAGGAAAGGCGCACGCECATTG
GGGACT TGACT CTGGAAAGCGT CCAGACCAAGGT CAGCGGAGAGT AGGCATGTAGCT
TCTGCA

>DHS81

AGT CCACCCAGT TTCCAGACT TCTGCCCGEGET CCTACACT CACCGECCAAGECCGTCT
CAGCTGCCGATTTTCTCCAACTGIGI TCTCCCTCTCCCGECCTAGGTATCTCCATAG
ACAGCTGCTCATGCGCACT TCCAGCCCGLCGECCATGT TCGGT GAGGEECCEEAAGI GIC
GCTCTCGCCCCGCCCATAAACT CAAACT CAGAACT GCCCCACT TCCGCTCACTCCAT
CTT

>DHS82

TAAAGGGCACAGT GAAAAGGAAGT TGGTATCAACGT GATCTCGACTAAGGEGACCGAG
CGGAAGT CCTCAAT CGT ACGCCACGCGGAGAGCAT GCTGEEEECCCEAAGGAAGAGG
AAATTCCAGT AGCCGATCAGGAGT CTGCAAACT CCGGT GGT AGGGEGAGCGECGCTGCT
GI'TTAGAGCCACGAGT TACCGGAGCGCCTGAT TCCT GCGCCGAAGT CAGT GGTGECC
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GAAAGT CCCGAGT CCCTGTAAAACCTGAGATT

>DHS83

GCCGACATTGTCCTTGT TCCGGACGT GCCAGCTCTTCTTGEECAAGATATTCATGEC
GI'CGTAGCTGICCAGGGACT GECACGCCCGECCTCTTTGCACT TCCGAT TGECGAGAG
GATGCCCCCCTTTTTCT TGTCCCTACT TCGACCGCGGAT TGGT TCCGAATTAGT TGG
TACGGECCCCCTCECCT GTAGCGACAGGT GAT TGECTGAGACGCCCT TTATCACAGCG
AATGCTAGG

>DHS84
CCATCTGCTCCTTCTGATAAGAGACT CGTCTGT CTGCTAAGAAGGTAGGGAAAAGEC
TCACTAAGAAAGAATAATGCAACT CTGCAACCT CTACAGCCT CCCTGEGT GCTCAT
GGACCTGCACCAACTAATTAGGGT TCAAACCAACATTTTTAGGATGTATTTGGATGG
GATTTGAATTCAGT GTGACTGCGCTCTAAACAGCACTACATTCAGCTACTGGTGTAA
TTTGGACAATGAGC

>DHS85

GGAAGGAGGAAAGT CTAGCTGGT TTCGECT TCAGGAGCCT CAGAGCGAGCGEGCGAA
CGT CGCGACGACCGECT GAGACCTAGAAAGACAACGACCACT CTGCTACGCCTGCAA
CCGT TTAATGCCGCCGECGT CCCCAAGCGCGECECT CTCACCCTGCECCECGT TGCGAC
GI'CACCACGCT GI' CCAGCCCACGECCT TGCGEEGAAGACT TTAGEECCAATCGT GT
>DHS86

CCGCCCTACTCTATTCGCATCCECCCGECCCGT CCCCAAGACCCCAAGI CCCGCTTGC
AGCGCCCT TAAACCGGECCACAACAGCT CACCCATCCTGT CGECGECCACGEECCTGAG
CGAAAGAGAGAAGCACCGCAGGAAGGAGCCACAAGCCACCGECGAGCAAGCCCCECCC
AGCCAAGGACCCCGECECCELT GT CTCCECCECECCT GACCCGAGECTGEEGTCTCTC
CTTTGAAAACGACG

>DHS87

CTCAAGAAGAT GEGECECT TCGAGECT GAGGGAGCT CGECCCCGAAAAGACGCCTECEG
GAGATGGECACACCTAGCTAGGACCCCATACT GEECAGGCGATCCTTCCGAGCATGAG
CACCTGGECGCTAGCGAACCACAAT TCCCAGCACGCCAGECECCCGI TTCCEEEECEC
GCCGCGCGAACCCCGAAGT GGT CACGGAACT CEECTGCGEECTCCATGGT CTGAGT TGT
CAGCCGTITGITT

>DHS88

CTTCAGAAAATCCCTGCCACCTCGATAGGACGT CCTCTTCT TGAGCTCCCCTCTCCG
GCCCTCCCTGATACAGCAAGGT TGAGCAT TCGEECACTGECTTCCCGAACTCACTTC
GACT CAGGCACAGCAGGCAAAGAT TCAATGGEGT AGEGECCGGACCGACT GCCCGACCT
TCGCGGTGCTTCACT TGCCT CACT GCGCATGTGCCAAAGACAAT CACCCAAAGTACT
CGAAA

>DHS89

CTTGTTGCTAGGEGGAAGCT TTGAGGEEEECECEEET GGACGCGACAGCAGCGGECGATCT
GCGACT GCCCCCAGEGET GGAAGT TGEGAGEEECAAAGGAAGCT GCTGCTGEECECEG
AAAAGGCCGCGEGAAAATAGACT GCTCCGAGGT TAGCAACCAT CTAACCT GGAAAAGEEC
CTCCAAGT GCCGAGGAATCT TTGCGCGT CGACGCT GGGAAAACT CAATCGGTCAAATC
TC

>DHS90

AAACAAACCT CAACGCT TAGCCT CCCGGECACCT CCTAGGECCCGAAGCT TCTCAGCC
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CAAAGCCGCT GCTGECTGCAACCT CCGT CCCGCAGT CCAAT TAGCAGCCGCGACCCG
GCGECCCECCCACGCCGECGT CACGAGT CAGCCAAAGAT GECTGCCCCCAGGTAATTTG
AGCAAAGGCCACAGT GAACT CCGECGT GECT GAGGAAGGAGGAGGCACCCACAGECT
GCTGGGAGGAGAGCATAAG

>DHS91

GAGATATGGEGEGACAAACAAT CCTCGCAAAAACGGTACCCACCGT GGTCGCTGAACT G
CAAGCGAGGACCCACCGCGACT CACCTAGACACGCGACT TCTGCGT GECTAAGACEA
AAT GECCAGCGEGECGECCT GCGCAACCTAAATAAGGT CCCT TGTGCGAGT TCTGCGCA
CGCGCAGCCAGCT GCCCGCACCGECCCCGT TCCGT CACAAAGAGCTCTGGECGCATG
>DHS92

CTGCCCCTAGAGAACCAGGT GEGAGGT CAGGAAGGT CTGACGCEGAGAAGEGEGAACT G
AAGGCCT GI TAGGAAGGCAGGECGCAAGACAAGEEGCAGEEGAGAGAT TAGAAGGAATA
AGACGCGEEGAGAGGECAGECCTAGAAGGAAGCCGEEGAGCT TTAAAAAT AACCCCGECA
CTGCCCAGAGCGECGEECTGI TCCTGECEAGT CACGCTGACTCAGCACATTGCCTCTGC
>DHS93

ATTGCAGGAACAAACGCT TCT TGCT GEEEEGAAGACGGAGACT CT TATACCGCGEGA
GACTAACCT GT GAGCAACAGAAGCACCACGCTACAAAGAGCATGACGAGI TCTTCCA
GGCT TGEGAAAGCACGEGT AAAT GCCCGCEGT CCT GCGCGLCCAGCGEEGAGCAGTAG
AGACT TCCGGECGT CEECT GCTCGCAGEECT AGAGCGT CGAACCGEGACAACCGGAGG
CTTCAGCTCACCTCGGATTGTAAAT

>DHS94

ACT TATCAT GGCGGATAAAT GGAGGAGT ACGAGGCAGCAAACAAGCGCT CCGACEEC
AAAGAGCT GCGCGATGCGEGET GECGECAGCGCT TCTGGAAACCT CCAACCACGT GGG
TGAGGGEECEEEEGET TGGT CACT GCCGECCCAGAGECCCGCT CT TCCAECT GAGGECGECCG
CCCGCGCCECCT GACCAGAGGATACT CGACT GCCGCT CCCEGAGCCAGGEECGTACAG
GIAATATGCTCCGCAG

>DHS95
GCTACCTCCCAAGAGACCAACACGACAAGCGECGCGCCCACCGCATTGCCATGGECAAT
TCAACCGCCGCTGACACCGGAACCGCGAAACT TCATCAGGAGGT GACCCCT TCCCGEC
GI'TCCGCGEAACGGEECGAGT CCCGCGCCTCTCCCAGT TGTCTCGECGTAGT CCAGCT
GGCCTCATTGECT CACAGGAGGAAAGT CGTCTTCCCTCTTGITTTGCCTCTCGI TG
>DHS96

AGAGCCACCCAAGT CTGCTCGCTCCTCCT CCTCACT GCCEECCECCGCCCAGCTTCC
TGCACTTCGCT GCAGT CACCGCCGECCCCGCCTCTCCT GGGACCAT GTAAAGGECGEGA
GAGCCT GGCAGGAGGAGGEEECCT AT GEECCEEECEECCCEEEAGEET GCCCCECTEC
CCTGCCCCACCAGT GCCAT TGGAAGGGECCAGCCT GAGCCT CCEEGACGAGEGT CAEG
GI'GAGGAAT TCCAGACT TCCCCAGEGT

>DHS97
GAAAGGATAGGT ACCATGTCAAAACCGCAAGT TTAAGCAGT TAAAGAAGCTTTAATA
GAATACTATTGCAACAGTTTTATTTTTGT TGAAGT TAGT GACTACT GAGT CGGCCAT

GGCAAGTATGEGECAGCCCTGCGAAGTAATTCTCCTTTAATTTCCGAAAGAT GTACCCA
CGAGT TTAAAGGCGAGT GACACCATAGCAACCAAGCCCCAATAGGAAACAGCCACAA
GCC
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>DHS98
AGAAACATACCTTCCTCCCCATCCCCACCCCTACCGAAAAGAGAGCATCCACECCTC
AGAGCAAGAGACCAGCAAGGAGACCTGCCATGCCACT CCCAGCCAACAGEEGEECAGA
AGCGCATCAGT TGCATCAGCT CCCTAACGGGTAAAGAGAGCAGCACAGCACGCCTAC
CTTTGACAGCCTTTCGTGGTAATCTGGACTCTCCTGCT TCCCTCGCAGECTEEEEEG
TACGAACCAGAAACACACATTGACAAACTCAGCECT

>DHS99

TAAACCAAGCCCCACAAAGAAGT CACTTCGGCGATGTAAACGCGACTTTGCGECTTC
CTGGGCTGCTAAGGT GAAGGACGCCCGCCCTCCCCAGAACTTGAGACGCTTATTGGET T
GGCGATGTI CGT CACTCAGAGT GACGT CAGGGGECGAGGAAAGAGGECGGAACCGTAGAG
ACTTGGCTTCGGECCCTTCTAGCT TGEEGEGET CCCGEGAAGGAGCTGGGAGGACCTAG
G

>DHS100

CTCCTCAGTCCCCACACTCCGGEECTTCCCCAGT CGGTCAGCACCCATCACCTGCACC
CTCGGGCCGCGEGECAATTCACGGAT TCCGCGCCAAGCTAGGT CCAATCGT CCGAGEG
ACCGGCCCCGCCCAGAAGCCGT TCGCGECATCCCGCTGT TGCCATGGT GACCAGAGC
GGTGI TTGTACGGECGGECTGCCGAGGCCCAAACTCCCTCTTCCCGCCTCECECCTCCC
TCTTCCCGCCTAAGCTTCAACT

>DHS101

CAGGGTTCACAGCTGI TCTGAGCCCCGCCCCCAGGT GECAGGGECAGCCCAGI CAGTC
AGT CACGT GCTGGECGECTGECCAAT CAT CEEEEECEECECEEEGAGEEGETGGTGI GG
ACGGAGAAAGT GAAAGGT GAGGCACGGCCCTGCAGATTTTCCAGCGGAT CCCCCaaT
GGCCTCATGI CGCGCAGT GGAACCGATCCTCAGCAACGCCAGCAGECGT CAGAGECG
GACGCCGCAGCAGCAACCTTCCGGGECAAACGGTAACT

>DHS102

GAGCCAGAGAGCCAGACGACTAGT GTGCGCGAGGEECCECTTCCECTTCCGT CAGEEG
AGGCCAGAGGAAAAGGGGAGGEEEGEGT CGEGTGCCECGAACTTGCTCTGAGEGEGT TA
GCTGCGCCTCGGATTGATCTGCGTCGTGCCTCGATAGGCAGTAACCTTCATCGCTGC
GGTTGCGTAGCGT TTACCCATGCGCCATTTGAACTTGTGCTTAAGGGATTTATCTTT
GCC

>DHS103
CGCAGTTAAGGCATTGCTACTAAGAAACTCGTCTCTGAGAAATATCGGTGGTTGGAA
GGTTGTAGGGT GCTTCCACCGAGAAAGCGCCTACCCAGTGAAATACGCCTGTGACAG
AAAAACCGAGGCCAAGCCCTGCCAGCAGT CTTGCCCAATCACGGTGCTGAGACAGT G
AGACAGCCAGCCCGGEEGAAAGT AGCCGT GCTAGGACACAGGAAGCGATACCACAAAG
AACATGTGAGTCTTGTGAACAAGGAATG

>DHS104

GAAGGAAT TCAGGCTACGGAGAGGGAAAAAAAAAAT AACCGAAAGCT GGAGGCCAGG
TGCCGAGAGT CGGAGGT TTCCGGAGAAGCGAT GAAGCCCAGCCAGCCCGGAGGTGAC
GTCACTCGACAACCCAGTCGATGATGTCATCATTGGAT GCGAGAGGEEGECEEEECTTG
GTAGT CCCTCAGGGGAGT TTAAGGACCT GGGGTGTAGGACCCATGGAAGGCTCTCAA
ATAGCAGAGCTAGAAACACTGGECC

>DHS105

CTAGGTGAGGCCAGTGGTAGAGACT TGGT GGGTGCAGACT GECCTACAGT AGECGEEG
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GCCTCAGGCGAGGAAGCGT GGTCATGCTACAGAAGGGEECGECAGT TTGAATGGAGECG
AACCAGT TTGGATAAGGGEECGEEEECCATGCT TGT GT GGGT GTGGT CAGT CGCAGAGG
GACGGT CATTGGGEEEGECEGAGACT CAGGT GGGCGGAGACT CAGGT GGGACGGACAGA
AAGGAGGAGT CGTACCTG

>DHS106

GTGCACAGGAGGAAATTTTATTGTCTCTGATTTCAACT GT GGAGGT GGGT GGGGAAG
GGCTGGAGGCCT GGGT GCGCEEEGET GEEEEEEGT CAGT CAGGGGECAGGACCACT GT GT
TTTGGCCGGGACATAAACACT TAAAAAAAAAAAAAAAAAACGAGATCCAGGRAATTG
TGAAAAAT TGGAGCT GEECCGGGET GCGGTAGT GAGCACCTGCAATCCCAGCACTTTA
AAAGGTCGAGGTG

>DHS107

GCTTTCGI TCCAGAAAACGT GCCAGAGGGCAGGCCGTCTTAATACAGTGAAAGAATT
GAGGAGACTGGAATGAATGGTATAGGT GGTGEGGT GGT TTGAAAGACGGGAACGTAG
CGGGCGGAAACT CTCGAAAAGCGACT GCGCAGGELCECECECCEEECECEGACGCTCAC
GGGT CACCCAGGGTATCCGCCCCAAGCGGAGAATAT CGECGCAAGCGCGGAGTAGCC
GITGTCACGCATG

>DHS108

CTCTCACCCGCCTGITCTTCAGCGTI CCTCGCCTTCTCTCTAGGCTCTGCCACAAGGA
GCTAGGACCACGCTCACCTCACGATTTCCCTACCTGCCTGICTCGCTTTCTCACCTG
CGTTCCCTCCTTTCATCCCGGAGCCCGGAACCTCCGCTTCCGECTCCACGT CCECCe
GGAAGAAGATCTGCTGCACACTTCCGTTTCCGGT CCGIGCCCTTGEEECTCCGTGIC
CTGCTGICTTTCCGTC

>DHS109

AGACCTTCAATAGCGAGGT TGGTATGGECAGCCGGEGT TCCCCTGCTCCTGCCCGECACC
GCCCCCACCCCTGGT CGAGECCEEEECCCEGAGEGT GEECECEEECCTECEEGTTTT
TTAAGGGT GGGGT GAGCGGT GGCCTAGCAGT GCCCGTGEGEEGAGEGGTGITTCTCCT
CTGGGTGCCCCTCCCCCEGEGET CCGEGAGGAGEGT TGEEEGAGEECCECCCTEEEECG
GAGGGAGGT TCTGGCGT CTCCGGCGT CCTATGGAATGGCTGCGA

>DHS110

CCAGTACAACCTAGGGACGT CAGGGEGT CCTGEGACCCACGAGCCECTCTCTGCCEEC
CGGCTCCTGGECCCCTCCTAGCAGACCCAACCGACATCCTTCACCCTCAGI TAGTGCG
CAGGAGGGACCGGEGACGCCAGCCGACTGCGCTCCAGAACTATTCCCATTGGEGECCAGA
GAATGAGT GACGCACTAGGCCCCGCCCCGEECCCGGTGEGTTACTCCTTTCATGCCCG
G

>DHS111

AATCTATGCAGCAAACAAGCT GGAACCCGCT GEGTGECACCT GCAAGCAGCCELCCG
GACGCACCCGTAAGGACACACGCCGGAAGTGCGT TCGCCGCCATCTTACTTAGGGAC
CTGCTGGEEGT GCGEGEGAAAAGGCGCAGT CTCGGT GGGAT TGCGT GCAGGAGEGT CGT
GGTCTGGCTGI GGCGGAGGAGCATAAGAAGGTAACGCGACCT GECGECGGECAGACAGG
GCTCGAAGACCTCATCTTGATTAAGAAGGCCACAAATTCG

>DHS112

GAGTCCACATAGT GCGT TTGAGACGGECT GTGECGGECAGCAGCTGGTGCCTGI CAGTA
ATCACGCATAAT GCTGCCECCECCECCECCECCECCGTCACCGCTACTCTTGCCACC
GCCGTCGCTGCTGCTTGAGATCCTGTI TGCTAGTI TTGATTAACTCAGGGT TGEECTGC
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TGCGT GCGACT CTTCCAGCT CCCEECECGT CCCCAGAGGT CCCTACCGEEGT GECACG
ATCTATTATCTAGGAAGCCAATCGATG

>DHS113

GGCTACCGGTTTCTAATGACCTATATGTAAGT TAGCTTTATAAGAAAGTI TCTGAGT T
TGAAACTCCTTTCAGCAAGTATTTGTAAGT CAAAAAAGCGAAGAAGAGGCACCATTT
ACTGTCATTTCTCCTTGTGACTGAGATTACTTACTACAAAGAGGAACTGACCACTTT
CTCTGACATCTGAAATAGAAAGCTACAAAGGCTGATAGGCGTGECTTCAAAATTGT
>DHS114

AACCTGAGT CCCTGCAACTACATTTCCCAGGGEGECCCCTGEEGTAACCCTAATGTGAC
TCTGGEEGEECGEEECCAGT TGGACATCCAAT GAGAGCACTTCCCCTGCAGACTTTGEA
AGTGAGAGCACTTCCTCATAGACCTTGGATGTGGGAGGATTGCATTCAGTICTAGITC
CTGGT TGCCGGECTGAAATAACCTGGTAAGTGGAACTCTGTAAGGGECTTTGAAATTG
>DHS115

TGTTCCATAGAT GGGGACACTAAGACCCCAGGT CACAGGCTGCAACTGGAGAT CCCC
AGACAGCTCTGGECCCCAGATGGTTTCTGTGTGACCTGAGCTGGATTTGEGECTTCCT
GTGAAAGCTGGATGCACT GCCACATGGGEECCCACATGAGI TCCTGCCTGCCCACCT G
GGACTGGTGCTGAGTCACTGTGGTGCCCTGT TAGCAGGT TAAGCACTGT TCTGCCAA
AATC

>DHS116

GT CTCCACATCCCCTAGAAAAGAAAAGACGGEGTGTGGECCTTAGGT TACAGCGECGECC
GCCAGCGT TTGGT TGCATGGCGCCGEEEGAGEECGCCCTAACCGAGAAGCTGCTTAA
TACAAAGAGCT CCAGGCTCCTGGECGGT TCACCAGGT CTAAACAGCCGEECTTTATTT
GT GGGGGCGATTGAAAAAAT TGAGGGT CAAGAT TGGGGTGCTGT GCAAATAAATGCG
TT

>DHS117

CGGACCGTACACAACCACT CCCGGECATGCCCCGCGCACGCACTACCTCTCCCACCCC
GCCCCTCTCCCGCCCAAACACGTGACCTCCTTTCGTCTCCGTCCACGCCCACTTCCG
TTCCTCCACTTTCCCT TAGGAAGGAGGAGGGAGCT GGGGEGTGT TAAAAGCGTAGCGA
CTTCCTCCTCCTCCCCGCCCCCGCTCCTGTACCTCCCGCTACAATGTICTTCCGEGTC
GCTAGCGCCTCGACGCCTTCTGGGAAA

>DHS118

CCTTTGCTGGATTATCTCCTTTCAACAGT TTTATTGTAATTACCCTGAAAATGCCGC
TATATATAGAGT GAGCCAAACAGCAGCT GT GCCT GGGGEEGAGGGEEGAATAAGAGGAT
GGGCGEGECAGGCAGCAGGGAGGAGGT GGGAGGAGGAGACAGGAAAGGAAAGGEGAATC
AGACAGGAAGAAGGGTAACAGCAGGGEGEGAGGEECAGGAGCTTCGECAGAGATCTCAGA
ACTCTGGTCTTACGGAGAACC

>DHS119

CCTGACTCCACAACGT TCAAGAGAATCACTCACACACACACACACACACACACACAC
ACACACACACACACACACACACAAGCTATTTACTACCTAAGCTAAACCAAAGAGAAT
GCTGCAGGCCCAAATATTCATATTGTGCTGGAATTCATAAATAACTAAAAATCTTTG
ATTCTCTTCTATTTTCTCCAAAAGGGAAACAGT TTTAACACATGGGATTAGGTITCAC
AAAAGATTTTCTTTATTTCCTCCTGCTCATGC
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>DHS120

CAGCTGATAACGT TGATACT GTGCAGGCACACATCTCCCCACATTCCCCAGECTGECT
GAACCAAGTGTACCAAACTAATCGCAAGGACACAGCTTTGAGCCTCCCCGECEECAG
TCCCTGGAGAGAGT CCGCTCAGACAAAGCAAAGCGCGCT CCCAGCGEEGAGEEGT GG
CCACTTTTTCTTTGITCTCCCTTGGAAAATCGGECTGICTCTCAAGTCTCGTAAACCA
GCTG

>DHS121

GGAGGGT CTGATCAGGGT TTGGEGEGECTGTAGAT GGEGCATAGGGECAGAGGT GGAACCT
AGGACAAAT GCAGGGEECGEEEECT TAGGACT GAGCGACAGCGGEEGT CTGT GGAGAGEG
GCCAGGACCACACGCCCCGT AT GGAGGEGECEEEECCTATGECGAAGGGECGTAGCCTA
GGGAAAGGGECT GGGACCAAGECT GGT GEEGEECGT GGCCTAGGAACAAGT CTCGT GT
GGAGG

>DHS122
CACAGAGAAGGGCGAAGACCCGCCCCTGCAGGTGATTGACGGEGECACTCTCCTCCAAT
GGTCAACGCGCT CGECCCCEECEEECT GEECAAGGEGCCGLCGECTCGCGGAGGAATCT
CTCTTGCCCTTTAGT CCCGGEGECAAGGT GT TGCGGECCGECGECCATTTTCTCGAGCCGC
CTGTTTCGGGTGCCGCCATGT TGGT GAGGAGAAATCACCGT TACGGCCACTGICCAA
ATC

>DHS123

CGGACTGCTCATTGTAAGGAAAACTATTGCTGGACAT TGCCGCGGTGCTGECAEEET G
CGGGGTTGGT CCTGCCGEEEGET TCTCTCCAAAAGGT TCCAGT CCAGAGGGCACGGAA
CAAAACTAGT TCTCGTACGGAGGAGCGCGCGECAGECECTTCCGGACT CGT CACGECT
CCCTGAGCCGACCTGGCAGT CCACCCCCTGCGCATGCGCAGTGTGCAGGCCTGCTAG
ATTACCACCCGGG

>DHS124
CAGGGAAGCGAGAGGAGAAGAGGEECCCTTTTATTTTCCACTCAGATTAATATGAAGC
AAAAGT CAAATATTACCTGCAGGGATTCTCCCTAGCGCTACTCAAGCCGTCAGACCC
ACGGCATGCACAATCTTCCTGATAGAGGAGCCGCCGGACTCCCTTATTTATAGCCCT
GGCGATTGACAGCCGCAACATCCAATGACGACT CCGCCACCGAGAGECEEECTTCCT
AGACT

>DHS125

AAATTGGGGET CTCTAAGGT CAGGGCCATGCCTTCCCCTCAGACT GAGGCGECTGAGG
GCAGGGT CCTCAGGCTGATGGECT GT GGGAGT CGTGCCACGCCCCTCGTGCCCCCEEG
AGGCCCGECCEEEECTGEGTGEEEEGATCCGGTGGT TCCACATGGTGCAGTI TCTGCG
CTTTGGCCACCAGATGECAGCCGAAGCTAAGGGATGEEECTGCCGTCTCCCGICTTG
CTGICCTT

>DHS126
AACTCTCGCGAGTCGAGGTATCTTCTCCCCAACCACTGCTCTTATTTTAATTATTGC
AGACGGAAGT TGAAGACTATTGACATAGTAAATAGCTCTGGGTGECTTGAAACGAAA
GITTAACTTTGCGGACAAACAGGACT TATTGTAGGGGGTGGTCAAAATAGT CCCGGEC
GGGGECGEEECCATGACCCCT GACGT CGCCGGT CCGECECECAGT TCAGT TTGECGEGT
TCC

>DHS127
CCGTGATCCTACTGCTTTTGTCATTTCTTCAAAATACAGAAACTGCCATTTGTAGGEG
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TCAGTGTATCTTCCAACGCCTAATTCTGTITGTCTTCAATATCACCCGTCATTCACTC
ACCTCCCCTCCACCCAAGAAATATAAGT TCTGCTGCAATTTATGTGTGAAATAGGAT
CCAATTTTCCCCAGCAAAAGAT GGGAAAGAAAAGGCGAGGAATAGGTCAAATGAGGA
AGATACTCCCATG

>DHS128

AAAGAATGT TACGGGGCATATCCTTTCTCTCAAATAATGGAACGAGGT TAAAAAAAA
AAGGTTAAACATAAAAT GGCGECGEECTGGATCGGATCACGTGACCGCCATTTCTTT
CCTTCCCACCCAAAGGAAAGCCCTTCCTTCAGAGCAAGCGCAAGACATATAGCCCCG
CTCATTGT TAAGCGAGGCCAAGGCAACCCTTAGGCGCGCTCTATTTCCCCTTTCGTA
GCGA

>DHS129

GAGAGCAGGCAGAAGGT CAAGGAAGT TGTACAGGGAATGCCACCTCCCTGCACACCA
TCATCTATCCTGGGCTTTCCAGGGCAACCTAGATTTCAAACCCTCTGCTCCCTGGTG
CCCCTGT GAACAGCAGAACT CACCACCCTGTGCCCCTAAAGT CCACTCACTGCAAAT
GCAGGGCCCCATTCTGAGACTGCATTCCTAGCAAATGACTCTCCCTGGTCAAGGAG
>DHS130
CAGAGCAGGACAACTCAAAGAAATTCCTCCTCCCCCAAGCAGACCACCTCCCTGTGT
GCTGGGAAAGAAAACATGAAATCATCTCTTTACAAGATGGACCTTACTGAGT CACAG
AAAGACACCTTCAAACTATCAGCTCTGTIGGTCTTCCTGGGEGTAACAGAGATAGGGAT
GCTTTGTAAAATAACCTATCTGTGGCTATCTTCTGTCTTGCCTAACCTTATCTCCAT
CACTTCCCAAGAACTC

>DHS131

CCTGCGCCAGTCTTTTAAACCGGECT CGGAGGECGEEEECT GECGACGECEEGAGECCCe
GCCCCCTGCCGECCCCECCCCCAGCTCCACTTTTGGITTCTCTTTCCGCGGTGECGT
CCGGCGAGGACCGCTTCGGECCCTGTI TTCCCTCTCTTCTGGACCCTCCCECEEEECCe
TCTGCCCGCCTGT TCGCACCT GCCCCAGCACCCGCCTCTCGAGEEGECTCTGECCCCG
ACCCTGCGCCTTCCGGCCACTTCTCGG

>DHS132
AAAGAGGAAAGGGCGATACCACCCGGAGACCTCCGGECAACTTTCTGCCCGCGECAGC
TGCTCATTCACGCGT TTCTTATAAGCCCAGGAGCCAAT CAGAGGECTGCGT CGGGAGG
AAGT TGGAGCGCGGACATGCCCCCTCTACGGTGICCTTGCAAAGT GTGGCAGT CACT
ACAGGT TTGAGGAAGGCTCTGT CGCTGCTCTGGECCGTAGGCACAGCGGACTCTGGAG
GACACTGGITTGTA

>DHS133

ACGTGAGCGT TTGGGATATAATCTTTGCAAATTGCCTATAGT TCATACAGCACAGCA
AGAGCCTCTCTCTCTGCAGCCAGICCTTTATGATCGATCATACCCACCCCCTCTCCC
AATGGGCTGTATCCTAAGGGTAAGTAGACAGCATGGGT TCTCTTGCTTAAAAAAAAT
CGTTAACTCAACGGGEGEECECCTGCTGCTTGAT TGEGAGTATGT CGGCATTTAGAGCC
TG

>DHS134

AGAAGACAACAGACAACCGTTCAGCAGTGTGTCCATTTGI CCCTTCCCCTGTIGGAAC
CCAGAAAGTAACCCACTCCAAAAATCCCACACTTACTTTCCGGECAGCCEECCECECe
GCGTTTCCGAGAAAGGAAGCTGTCACTGT GCGTCTTCTGCGCAGGCECCCGAGCCCT
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CATGGGAGGTGTAGTCCAAGT TTGTGGGAAATGTAGT TCTGAGAACCGAGCTTGGT G
CTAGAATCTACCTGAGGTTT

>DHS135

TGITGTGGGTTTGTTGTATTGCTGCTGTI TGT TGT TAACAGCAGCTTCTCATCTTGTA
ACTACAAAGTAGCTGCTTTAACGCCATAGTACTTATTAACATTCTCTCATTATTGIT
AATAAAATCTTCATTTCT GAACACAGCAGGGCAGAGAAAGAGAACAGCATAAGGCAA
TGGCCACATCCATGCCATAGAATACACGTCAAGCATATACAATCATTTAAGCATTCA
GAATGCCCAAGGAGAAATT

>DHS136

AGGGCGGTCCTTACAAGACGGGAGGCAGCAGAGAACT CCCATAAAGGTATTGCGGCA
CTCCCCTCCCCCTGCCCAGAAGGGTGCGECCTTCTCTCCACCTCCTCCACCGCAGCT
CCCTCAGGATTGCAGCTCGCGCCGGT TTTTGGAGAACAAGCGCCTCCCACCCACAAA
CCAGCCGGACCGACCCCCGCTCCTCCCCCACCCCCACGAGT GCCTGTAGCAGGTCGG

GCTTGICT

>DHS137

CTACATTTGGAGATGGECTTGAGI TGTTTTTTTCTTAAGCAAGCAGCAAAAATGAGCA
GGTITTTTTGITGITGCCTTTTTTAACCCTTCTTGCTCTCAAACAATCACACATGGAT
TATGTCTTCTCGAAGCTGCCTTCCACAGAATTTTTCTTTTTTTTTTCCTGI CAAAAA
GCTTGAAATGTAAAAAGT TTTAATTAGAAATGTGAAGGGTGAATTAAACTCATTTCC
TTCAGATCTCCCAAC

>DHS138

CCTTCACTTAAGGCACCCACAGCTCCCTGACCTGCGCGCAAGGCCTCAGGCCACAGG
GGTCGATGTAGAAGACT CAGCCATACCTTTGT CCCGCCCCGCCECCCECCATGTCCT
GGCCACCTCATCTGAACTCTGCAGI TCTCTTCGCTCAGGAACACAGCTGATAAATCC
TAGCCTAGCCCGTATCTGCTCTAATCT CTAAGCCCCT CCCAGGGEECCAGEEGTEEGET
TGTGGCTTATACAGGAGCTCC

>DHS139
GAATGTTGCACATCTTGGAAAGAAAATCTATAAAAGTAGTCTTTCTGCATTATATCT
ATATTTCAGCTTTTTCTTCCTCTGAAATAATAATTGGTGCAGCCAGTIGECECTATTTG
CTAAGCAGGAGGCACATTTTCCTTGCCTGTACAGACAGAGGGTGAAAATAAAATACC
ATTACTGGT TTGTAGCACT GT GGCAGT GGGAGACGAGAACCAGGCCTCATATCCCAG
CTGGCATTCAGCTCTGICTTCCTCCT

>DHS140

ACGGGCCACCATCTTACATTAGGGTAAGACT CCTCCGGECCTCCCGT GCGCAGECGCA
CGCTGAT CCGGECCAGGAGGEEECEEEEGAGEEECEEGAGGAGCEECEEECEECTGAGT
GGGAGGT TGCGGT GECCGCTCCCGECAGCACCCTGEGAGTI TGAAGT CCTCGGAGEGTA
ACCTCCCAGGGGECACGCCGEGAGT TGAAGT CCTCTCTCAGAGGGECGGAGEEGATCEC
CCACCTCACGTGGECTGCTGGACTGATG

>DHS141

CTATACCACGCCCAGAATTCTCTCAAAAGGGAATAAAACACAGGTCAAATTCCTCAC
CCACACACTCCACAGT TCAACCCCT GCCAGGGAAACCAAAAGCAGGAAAGGATCTCC
AGCGGCGCCATTCTCATTTCCGGT CCCAGCACCCCGCCTCCATGACGTCAACGCGECC
GCGCCACCGGEECTGCGTCATCTCGGECGECGECCECT GCCAGGECTGTACACCTGCTGEC
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TGCCATGGECTGAGGT GGECCGTACCGGEGATCAGCTACCC

>DHS142

CAACAACAACAAAACGT GCAAGAGCGCGECCTGCGCACACGGT CCGCTACGACCCCCA
TCCCTCTTCGGEECGT GEEGT GECGCTGEECGCATGCTCCCCGECAGCGCGGTCATCC
TCGCCTCCTTCGGECCGECTCTAGCCGECCCCACT CECTGCTCTGCGEEGAGECEEECG
CTCCCGCAGGGGT TCCTCCAAGAT GECGECGCAGAGGAGGAGCTTGCTGCAGAGT
>DHS143

ACATGI CCTGCGT TGCCATATGGCCGCAACTACTTGCATCTCCACCCAGITAATCTG
CTCTGGGGECCTACAAACATCTGACTTTACAGATAATGCTCTAAGGGT TCCTTGEEEC
CTGCAGTACTGTCAGGACAAACTGGTTCCTTAGGCAGCAATGAGATTAGTGAACTAA
ACGTCCACATATCAACCTGAATGATCTTCAAAACACTGCTGAGTGAAAAAAAGTAAG
AAACAAGCTGAGACCTATAGCA

>DHS144
TTTTCCTACAGGCTGATCGAAGATGATGAAATGCCACATTCGCTTCAGTAAACAGAC
ATCTCAAAGT CCAAAGGAAACAAACTCAAAGGT TAGT TCATTTGTGTCTCAAATAAT
ATTCATCAGCTGGTTTGCTAACTAGGGCAAGT CTCTCTGAAGCAAATGCACGAAGGA
ACGCGGGTATCATTATCCACTAGGTGGCAATATAGAACAGGAGTAGCCTTAGCCTTA
GCCTGITTACTGACACGTGG

>DHS145

ATTAAAGAGGCGGT GCTAAGCTGCAGACGGACT TGCGACT CAGCCACTGGT GTAAGT
CAGGCGGGAGGT GGCGCCCAATAAGCT CAAGAGAGGAGECGEGT TCTGGAAAAAGGC
CAATAGCCTGT GAAGGCGAGT CTAGCAGCAACCAATAGCTATGAGCGAGAGGECGEEGA
CTCTGAGGGAAGT CAAT CGCTGCCGCAGGTACCGCCAATGECTTTTGECEEEEECGT
TCCCCAACCCTGCCCTCTCTCATG

>DHS146

AACTGT GGACTGGGAGAGACATTTGAACCCTCTTTTCTTTTCGCTCCCCTTTTGCCC
CCTTGGGEGTGI GTGAAGCGAGGAACGTAAAGGAAGGCGAACATTTGCECTCTCTTTTT
CCTTCCCCTTTCTCCGT GGCTGT GTAGCGGAAGAAAGGGAAGAGAGACTTTTTGITG
TTGITTCCTTGACTGGGEGTCTCCACCCTCCTGCTGCTTTCTCTGCGCTTCGATTCTC
GITATTTGCC

>DHS147

CCTGTGT GAACT CGGGAAACT CGCAGGCAACACAAACGCT GCECECGAGT GCeeace
CGCTAGGCGAGCGECGCECCECCAGEECCGAAGGLCEEEGT CCCECCEECCCECACCT G
GGAGAACACGGECCT GGAGCT GEECACGCGEEEGT TECGECCGGTGACGCTCCACCGAGT
CTCGGACGCGCTCCTCECGECCCECCECECCCTCGGAAGCT TGCCCCCGAGCACCACA
GCTAGCAGGGT

>DHS148

AGCAAAT GCCCAGAGCAAACCCACCCCCCCCGCCCAAAATAAGTTTCTTTAAGAAAA
AAAGGAAAAGGGAAAAAAT GCGAAATAGAAAAAAATGATCTTCTGTGCTTTGCTTCA
ATGAAAATGAAATTTGAGCTCTGAGACTGGCCCCCTCTGCTCTGCAGITTTTTCCAC
TTCACCTTCTCACCCCGT CCTCCCAACACAGAGT GT GCAGGAGCGAGAAGGTECTGT
AAG

>DHS149

ATGTAGT CAGATGAGGCTCCCAGT CCTGGCTCTGCTGCTGAGCACCAT TGEECCGEET
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GGTTGGGTGAATCTCTCAGCCTCTCTGAGCCTCCAGCACTTCGTCCTTAAGAGTGGA
ACTGGT CTGGACCT CCCAAGGEGEEEGT CACTGGGTGCAGAGT TCCTGCAAGECTGGEG
CCCGGTGCCAGTAGCGGTCGCTCTGIGGEECCTTTCGCACGGTITGATTTTTATCTCC
CTGTGAGATTAGCGCCTGC

>DHS150

AGAATGTGGGAGAATTCAACTGAGT TGCTGATTGGATTTTCAAACTCATCGCAGAAA
TCACACCTTTGAAAGCCAAAGCTTTCATTTGTAAAACCTAGGCTTTTTAAGAGAATA
AAAGTATTCTTGAAAATCAAAAGGAAAAATTCTAAAAAGCAGTACATCAGACTTGTIG
TCCCAAGCAGGAAATTAGAAACACAGT GGAAGATGATGTAAGAGCTAATTTTTCCTC
CATATGT GGAAAACATACATGTACACACACACAC

>DHS151
GGGGTITTGACTGTGCTTTTCCCTCTTGCTTCCCTCGCTCTTTCTGCAGCTGCCACGA
AAACCCGGAACGECGEGAGCGECECCECCCCT CECGECACCTCCCTGECAGCCCTTGG
AGGCCGCGCTGEECATGCTCAGT CAGCTGGEECCGCCTCAGCTCTCGGAGTAGGAAGC
TCGGGECGCT CCGECT GTAAGGAGCCGECGECGEEEEGAAAATGGAGCCCTTCACCA
>DHS152
ACTGAGGTCTCGCCCGTTCTCGCGGACCTGICCGTGCGCCCAGCGECATCACGTITCC
GGGATGCCCTTTGCAGCCACT GGACT CCCAAGACCCCGGECCCTGECCACCGCCATCT
TCACCTTCTTCACGT TTCCCTTCTGCACAT GCGCAAAGGCCTGTCACGGCGELCTGAG
CCGGGCCAAACGT GACGGAGGAAGCCGGEGAGT GAAGAAAAGCCGAAGGGT TCAACAG
GGGCGGGEGTTTAAATACGCAGT TGGGAAG

>DHS153

CCTCTCGGGAGGGACT TAGGGGEECGT CGAAAATGATGTAAAGACCGAGT TGECGECG
TGGGGAGT TGT GGECT CGGAGGGCGAGGGT AACT TTCT GGGGEECAGGGEGAAGGCAAGG
CTGTTTCCCCGGAACGGGACCGGAACAGGT TTATTCGGGGT CACAGAAGGAGT CACC
TGCGCAGATACATGAGGCTTAAAACCTGCCCTTTTATTAATTCAAGTACTGITGAGG
GCCTG

>DHS154
CGAGGTCAGGGATGAGAGACTTTTTTTCCTAGAATTGGTAAGACAGGAAATCAATCA
GAGGCAGAGCGACGCCTCTGECTCTGGT CTAGTGGTGCAGCGT CTCTAGCCCTCGCC
CCGCCCACCGT CCCCGCGAGECGT CCACT CGCCGAGCCCCECCCTCACCCAGCACCC
ACCCCGCTCCTCGCGCCCTCCCCGECCTGT TCCCGCCCTGIGCTGAGECTGCGCAGTC
GGTGCCATCTTCTAC

>DHS155

GCCACATTTAGCCAGI TGTACATTCATTCAGGCTGCAATTCTTTCTTATCCCTGGEGEC
TCAGGGCCGCACCCAGACACACGAGGECCGEEGCAGECATGACTCAGCAGCCCTTAGEA
TCTGCGTCCTGTGATTTTCTCAAGGAGCACAAAGGT GAGCGTAGCCATGGGEGGAGAA
TAGGGAAGGAAGAAGGGECCAACAGT GECCGAGT CAGCTCTGCTTAGICTGAACTGCC
CCT

>DHS156

TTTCAGCAGT AGGT CCAGGAAAACAGCCGCCCCGCCCCCTCCACCTCCCGAGACTAG
GAGCCCGCCAGGGT TAAGTAGGAGGGATACCCTAGGGEECCCCGCAGEGTTTTTAGEG
TTGGGGTGGATTGGAAATTGT TCATTGCCTTTCAGT TCCGGGACATAAAGCGCCECTG
GAAGGACACT GAGT CACCAACCACCGCCATGEECCEGAAGCCACCGECCCTCELGT CA
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ACTGCAATCTAGAGCG

>DHS157
TTCTCATATCCCATGACATTCCATATAAATTGCATTATTGCTTTATAGGCCACACAA
CATTCAAAAGTATGITTATATGCATTGCCTGITTTTCCTTGATCTGATAAGACTTTG
ATACTGATTTTACTACAGAAATTTAAGT TTGAAAATACCACAGTI TAGTATTTCTTCT
CAGAACGT TAATTGTTCACATCACTAATCACTACATGCATATTTAGCTCTGATTATA
TTGCTCAAAAACTGCACCCATTATCAGAACAGT

>DHS158
CAGGCAGGAGGCAGATAATTCATTTTTAATGGGGTAATATGAATTCATCAACATGGA
CAGATTCATACACAGAATTACAAACACAACTTGCACACATCCTGTAGATATAAACAG
TCCTTTGCATACTATGT CCGEGGT TGGTGCCACGT TGCCCCTAGGTGICCATCAACC
TGCTCAGGGEGECCGECAACGCCCCCTGGTGECTGCCACAAGAACAGT TTAATTCTAAT
TTCACTTCATTACCTTCACACTCGC

>DHS159

CAGCTCCTTCTCGT TGTACCGCATGGCT CCGCGEEGAACGEGRAACCCEEECECECe
CTCCCGGECCGCCGT CCCCGECT CAGGCT GEEECCEECECCAAAAATGTCTCAGEECEL
AGACACGGAAGCACCCCCAGGEECTAGT GCGCCTGCGECACCT TGEGECCAGCCATECCG
CCCGCCTCCGCTGCGT GECGCTGECGACCCGT GECTGCTGECET GEECEEEGETACCG
GT TGGTAGGAGAGACGGACC

>DHS160
AAGCAGGAATTAGCCTTGTAATCCGATCCTTTTAGICTCTGCATTTAATTTTAAGCA
AGAAACCAGGAGACTAAAGATGTAAGACTGACGTAGAACAGCAGAGGEGECAGTATTTA
CTCATGACTGAACCCTCTCTGGECGCAGAAAGT TTTACGT TTGTGAGGGATCCTTGT
GGCAGAAATGTATGACATATGCCCTGTATTTGCATTGI TTGECTTGAATTCTTATTT
TCTAGGTTGGTTCCCTTAAAGG

>DHS161

TCCCAAAGTCTTGTCTACGTTCTGTTAAGATCAATAGT GAGCTGCTTGAGGCTGAGT
ACTTTGIGCATTGTGAAGCACATTCTAGAGATGGGGAGAGACACATGGEGEECCTTATC
CACATTGGAGTCTATATTGTGATCTTCAGAGGATAAGT CCGCAGTAAAGGCTGTGAC
TAAATTTATGTAGCCCATGCTTAAATGAACAAATACTGTGGCCTAGGGAAGTAGC
>DHS162

GCGAGTGTATGATTTGGTCACAGTACTGT TGCTTTGACATGCATAATGCTAATAACT
AAGAAAACATTACAATATTTTTGAAATTTATCTGTAACATGT TGAGGTAGECTTTGG
TAATCCATTGCTCACAAACCTAAAGAGGAACAGT TTTTTTTAATCCAGAAGAGGEECG
CAAGAGAAGGCCAAATGTGT TGAGTAATTTGT TTCTAATTGAAAAGCTAGATGTATC
AGGACTCAAGTITTTGCTGAGTIC

>DHS163
CACTGGAAGAGGCAGTAGACTCACCTCCTCACACCCCACTCCTTAACCCTCACCAAC
TTGTCTGCTAGATCATGGT GCCCAGATACT TGGAAGGGT TTAGCCCTGGGEECTCTCA
CATCTCTCTTGITTCTCAGAAGGCAAAAT CCCATCAGACCT GGAAAGCAGGAGACAG
GGTAGCAAAT CCAGAGCAGGGGECTGIGGAACCACT TCCCATGTGAAGAGT CTGAGGEG
AGAG

>DHS164
AGGACAGATGGGACGCTCTCTCCCCGCGEECCCGECCEEECTCTCAACCTCGCCTCTGG
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TTGGCCGGEGTCTGCGAAGCTCTGEECTGCGGT TGGTCCTCTTGAAGAGT TAGTI TCCC
GCGGGAAACT CGGGGAGGAAACGAGT CAGCAACCCCAAACAGECTTAGGCGEECTAG
AAGCCGGGEGET CGT GT CTGACT GGGECAGT CGCACGECCEECEGT GCGECCCECTCGG
CTCTCGCGGAGGCCACAGCCTCGAGAAAGEGT

>DHS165

GT GAAAAGAGGGACCCGACAGCACCCACCCTCCAAGTAGAGGCAAAAGT TGAAAGT G
GCGGECTGECTGCGCTTCCGAAGAAACACGACT GGCGAAGGCTCACCTTAGICTCTA
CGGTGGGTCCCTCCCTGTAGCCGACCCGT TCCTTGAAGCGGEGECCAGAAACGCCGEECT
CGGCTGGECCGCACGTACGATACCTGGT TCCGCTTGCTCATGGTAGCTCTGGGTAAAG
ACAGAAGACAGGTTCCG

>DHS166
AGGTCACTCACCTCGGCTTACTCAGCACTTCTACTTCCTCCTACTTCCGCAAACAAA
CGGGECCTCGGEECCACGT GATGGECCT GACCACCGCTCTCCGCCAATCACTGGTGECCC
TGTCCCAGGCCT CCTCTAGGECT CCGCCCCCGCGECCCGAGGACGECEEGAGECEEEET
CCGCCATTTTTTTTAACTGCCCAATGGAAGGEGECTCCCTTAGCCAGGAGGACGAGCT
T

>DHS167
GICCTGAGTCTGGTCCTGT TGAGT CCTGAGT CCTCCAGACTGGCCCTGCCAAGITGC
CAGGCATCTGATGCAGCAGAGCAGCGCTATGCTGCCCTCTGCTGECCACATGGAGEC
AGTGAGT CCCCACACTGCTGI CCACTCCTGGCAATGEGCTCAGGGGAAGT GGACTGT
GITTCTGGTCCCTTGCTTCTGACAACCTGATAGAGCAGATATGGAAGGGCAGAG
>DHS168

TTTTCCGTTGATCCCTTAGTCTTGTAGTCGCTACTTTATAACCGGT CCCTAGAAGGEG
GGCGGTTCTTTCCGGAAATTATGACTGCAGCTGITTTCACTCCGCTGTGACTCAGAG
CGCTCCGGGECTGCAGGAGAGGAAGGT AGGGEGACCAAGCTACCGGT GCAGGECCTGGA
TCCAACCCCTGCTCTGGAAGACTGAGAGCTCCACATTCTAGCTCCCTTTCCCCAGTC
CCCAAATTTGTAGGEGEG

>DHS169

TCTGAGGACGCAGAAAGT TAATCCGCATGATCACCTCGTGATTATTTTCTGAGGTTC
TTTGGECCAGGECAGCACGCCCTCTAGATTTTGICATTTTACATATTGGAATGGTGCC
TTAGTGGTCTGGGCGT TACGT TACCGAAATAACCACCTATTAAATCTGCGCTATTTTT
CAGITTGCTACCGTACTGCTTACCACCTGITTTGITTTTTTTTTAATTGAGCATTCAG
TTCAGAAAACTTCAG

>DHS170

CGGAGCATAGT AGGAGGAGGT GGGGTCAGAATGAGAAATAGGGATGCTTGGEGEGCAGA
AGT GAGGTAGAGT CTTAAGAAGAGGAGGT GGGGGEGAAACTACATGGECATGGAGECCG
TGAAGGCAGAGCATGATTAAAGGAGAAT GGGCCCTACCTAGAAAAAGCAGGTGGATT
GGACCT GAGGEGEECGEEECCTACAGCAGEEECGEEECT TAAGACCAAGCTGAAGECT
GG

>DHS171
CTCACTCCGGACTCGACTGACGGGCAAACATCGCTTCCCCCCCACCGACTCTAGGT T
CCCCCCCTTTCTCCCCTCCCCTAGATTTTTTTTCCCCCCCTCCCCTACCTCTTTCCC
GGATGGCCTCTTAGACGACCTTGGATTGGTTAAAGT TCTTTAGAACCCGCCTATACA
CTGTTCCTATTGGTCCCTGGATACAAACAACGACGCCATTTTCCCACCAGITCTATG
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GAAACAGAAAGT TACGCCTCAAG

>DHS172
GCCAGACTCTAGCCGCTCTCGAGGGECCTTCGAACTACAATTCCCAGCCTGCCTCTCG
CGCTCTTAAGCCAGGCCCTGEGEECCT TGCCCTCCAAGGGCCTCGCACGCCGGAATCG
CCGGGCACT CTGGGAAGGGT CAGGCT CCGECGEEGAAGGCGEGAGCCGT TGEGGAGCTT
GAGGGGAAGCGTGGTCTCTCCCGGAAAAACCACTTCCACCGAGAACGCTGAGCGAGA
GCCAGTAACAGAG

>DHS173

CTCTCCCCAGGAGATGT CAGATTCCCACAGCAGGCAAATCAGCTTGGCAGAGAAGTA
GCAAGAACCT GAGAAGGCATGT GTGCTGT GAGT CAGCCTTGGGCAAAACAGCCAGGT
CTCAATGCAGGGGAACCCTCTGGTGCTGT CAGACCCATGCCAACACTGCCCTCTACT
GGCCAATTAAGCTGGT TGCAATTTTCTGCAAAAGAAATACCAGT GTATAAGGAGAAA

TTCTGCA
>DHS174
GCAACGGAAACTATACAGGCAATATCCTATTAGTGTATCAAAATTTTAACAAACTAA
ACACAGTATTAAATTGCAATTTTTTTTACTTTTCAATAAAATACTTGCTAAACAGTC
TTGTCTGAAATTATAAATTGCCCAAAGT TAACCATAAATGAGTCATTCTATTGAATT
TAACAAACATTTAACTTTGCAAGAAATAAATTTTTATTTTTCTTCATTATCATACAG

CATTTAAGAATAATAAATCTGICTTGA

>DHS175

CTGI CCAGTCCCCAATAGAAGGCGCGEGAGGAGCATGACATCATCAGCATAGAGT GC
CATTGGECTGGECAGACCCT GCGGEECAGGACGCTGI CTCCAGTGGCCAGAAAGT TAAC
TCTTCCCTAGGCTGGAGCCATGTGGTCTTTAGGGGEGT GAAGT TGEGGGAACTTCCAG
ACTTTTCCTTCCCTGGGT GACCAGT GT CGT TCGATGATAGGGGECGCCTATCCCAACC
AAACACTGGAAAA

>DHS176

GIGGTCAGGCTTGCTGI TTCGCGGAGT CCGEECCAATCCTGGTGT TAGCTTCCAAGT
AGGGAGGGGACAGTATCGAAGGTGTGACCAATCTTGT TTCCAGAGCCTGAGI TGCGC
GAGCCGCCAAAGGATGT GGCCAGCCTGEEEECGTGECTGTCAAGATCTTGTCCAATC
CTAGAGT GAGCCCAAACT CAGGGGCGGAGTI TTCATGATCCCGGAACCGGT GGTAGT G
TTTGGG

>DHS177

GGAAGAGT GCTTATCAGGACAAAGAGGEGEGECCCTCAGT TCCAGCAGEECCAGCTGGTC
TGGCCCAAGACAGGAGGATTAAACAGAATTCTTGGATGT TCAATGCGGECTCCATGEG
GACCTCTAGCGECTGITTTGTCGAACTGCGGT CTCCAGCCTTCCCAGCCTCAGGACA
TTCCACACCTGGATGGATACTAAGTAATACCAATAACCAACATCTATCCTAGGCAGC
GIC

>DHS178
GCCACCCAGTACACGTACCCGCCCGCCCCCATCAGCCCCAACCCAGAAAGCACECEA
CAGCTCCAGCAGGTCTTCAACAGGCGGTGT TCTGCTGEEGAGGT CEECECTCCEEGT
GTAGCT GGGGEECGECAGGT TTGGECEEECECEECEECEETACCGEGAGGCGCAGT GATA
TAGGACT CAAAAGGCT GGGACAACCGAGACCCCATGCTCTGGAACTCGGECCTCAACC
TTGGGECGTCTTTGGT TCAAACTGGCGTAAAC
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>DHS179
GACACCTCAACAGCTACATTACATTGAATTCACAGCATTCATAAAGTGTGGATTTCA
AAGTGAATCATCAGCCTAATGGAAAGT TCAGAGCAGAATGCTCCCCTCTCATTGGTC
ACTGTGCAGATCCTCGGECTGCCAGGAAAAGGACCAGAGCTGTCAACACAACACTGTA
GCCCAGGCAACCAGCCACACTGCTAGGAAGT TTTCAACACTTGAAAAAAAAAAATAC
AAGTTATTATAGAAACTTTCAGGTGCTCCATAGGTTGIT

>DHS180

TAACGTAGCCTGTGCAACT CTGCCACCTGCTGGECCTCAGGTCCTCAAAATCCTGAAA
TTGGEECTGGEECCTTAGATTGTGAACTAAGT GTCCTCTTGGCTGAAACAGCTCGCTA
TTCACTCCTATTTTCTTCTTTAGATTTCAATTAAAAGGCAGCTCTGCTAGITACTGT
GI TTTGGCTGGAATGGAAAGCCT TTGGAATAGCAGT GT TCCAGT GTGTGAACGTAAG
TAATAGGAGTAACATTTCAGGCCAATC

>DHS181

GCGT TACGACT GGAAAGCACGCGT GCGCACAGGCGACAGCAGCERAGEEGTEEEECC
AGT GTACGAGT GCGCGT GCTCGGT GGGAGCCCGCGGAGT ACCT GGAAGGAGGT GGG
GCGAGGTAGAAAGGAGT GGGGT TGAAAAGCGCT TGCGCAGGACGGECTACGGTACGEG
GGTGGGAGGGECT TCCGAGCACGCGCGCGGAGGCGEEGACT TGEGAAGCGCTCGCGAGA
TCTTCAGGGTCTATATATAAGCGCGG

>DHS182

GAGTAATGCAGGATGATGT GGAGATGCTTTAAGATTAAATAAGAGCTATATAAAGGC
TTGTCAGAATGAATTCTAATGTGCCATGAGACACTTTGCATACTCTTAAATATGCAA
AATGTCTCTTGGCACCCTAGAATTCATTCTGACAAGCCTTTATATAGCACTTATTTA
AACTCCGACTTTATTTTTAGGGAACAGGTACTCAGAGATACTCTTTGAATGGAAGCA
ACAAAGGGCAGIGITTATC

>DHS183

AGAGGCGGATTCTCTCCTACTACAGAAAGACGT CTGCTGT TTTGATTGGCTAGGAAA
GACGTCCGTTAGGACGTGTTGCCCTTTCTGT GTAAGCTGT GAGCGTAGGCGECCCTG
AGGGGGTGT GT TGCAGGGEGT TTCCAAGCCCAGCACCAGCACCCTTGCCCTTTTCCAT
CAGGGGT TCAGCCTAGGGT CCCCGCTGGT GEECGEECTCCCGAGT CTTGGAGAAGAGC
ACGAGAAC

>DHS184

GT TTAGAAGGCTCCCTGAGCAGACCCGT GCTTTCAATGCGCCAGGBCCCCACCCCTGC
CAGGCGCGGTCCACCACCAGCTGTTTGACCATTGACTCTACCTTCTGT TCCAGGECCT
TCCTTCGCCTCTACAGTGATATCTTCCTTCAGCCCCTTCCTTTCCCATGTGATCCCA
CTTGGCAGCCAACCCAGCCTAAGGCCGTCTTATCCAAGGECCGGECCCCTCAGCEECTC
CGCCCATCTTAGI CCCAGCAGGECCT

>DHS185

CTAACAGAAAGACTGGCGCAGT TAGGCTTTTTCGGAAATTCCAACAGCAACAACCAA
AATGGAGGCATTAAAATCGATCCTGATTCGACTGGAAACCTGATTAACAAGGT TAAG
GTCTCCTGGCATAAAGT TCAGT TACAATGCAGATATCGGT GAGACAAAAAAAAAAAA
TGACACGAAGAAAGGCTTGT TTACCCACCCTGACCCTGGEGECACTATATGECECTTTC
CACCCT

>DHS186
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TGAATATAGGCCAGT TCCAACCTCATTACACGATAT TGCATCCCGCCAAAGCCAGEG
GAAGCAATGGCCTCCCCATGCACCAAACTGCTAATAACGT CAGCCACTTTAAAGCAT
TTAGTGGATATTACACAACTGCGACTGACCAAGT TACATAATGTCTTACTGCACACA
TGGCATTGCATGAAATGAAAAATATAATATACCAGT CCAAAT TAGGGGAGEEEEECC
AAATTATAGTCTGGAACTCAGITTTCCTGTAA

>DHS187

GT GGCCTTGACACAGACAGCTAGT GTGAAT CCCCGCCCACAGAGGEECEECACGTITG
GIT TGCCGTACAACGTGGTGGTTCCCTGCATCTCTGCCCACGT CGGAGAGGT GCGTCG
GCTTCCGTACAACACGGATACTCTCTCTCTGACGCAACTTCCTGTCCTGCGCAATTC
TATTTGACCTTTGAACTGGCAAAGGCTTTTTTCTTCCTCTTCCGGGGACGI TGICTG
CAGGTATGGATGITGITCT

>DHS188

GATAAGACAAAGCCAGT CACTCCAGT TATGGACAGCTCTTGACTAAAATGAGACCAG
AAATCATTGGCGTGTCACCTTTACTTAGAAGT TGCATATGGAAACAGTATTAGGAAA
GGCGCATCTCTGGT TAAGATAAGCTGAGCCCAGGT TTTCTTTATTCAAAATGAGGCA
GGAGGAGCAGATTTAGCAGACTGACAGATAAAGTI TTTTATCTATCCCAGGCAATAGG
G

>DHS189

ACCTCTCTCACGT GACCCT GACCGGGECGCAGT CCCGT CAACGCCGECGCGCGCAATC
GCTGGAAGT CGGECT CGEEGAGECGT GEEEEGAGEEECEGAGCECECECCTCEETCCe
CGCGGAAAGCTACT CCGCGCGT CTGGAT TGGT CGCGAACGCGECTTCCCCGCCCATC
CCGCCATTAGGAGCGCTCCCATTGGECTGATGT TGECGCGAAGGT GCGCGAGT CAGCC
CTCGCGCTGGGEEGECECAGGAAACAATA

>DHS190

AAAATGGCGCCTTTATCAGCT CGGCGCACGGATAT GGGGEGEEGAGACAGAGGAAGAGA
AGCGGAAGGAAACAGCGATTCGAT CCCAACACGCACGCGCGEGAGCGECAACEEGT L
TGCGAGGGCTACGT TCAGCGCACGCGCACGCACGCGCGACGT CACCCTCCCCACGAA
GGGGGTAAAAAAGT CCCCCGCGT TCCCAGCTTGGEEGT GGT TTGCGAACAGAGTGAC
>DHS191

TATGCAGCATGIGTGAAAAGT CTGTTTCTGTTACAAAGCAGAATAATTTAAAAGTGC
ATGCTCTTTTCTGTGAAGI CCAGCCTATATATAAATCAATAGAGCAGAAATGTAGGA
AGAGACGTAAATTATATTTTGTICAAAAGGT CAACCTCTATTGGTCTGACCAGGAATA
TTATATCAGCATCTATGAACGCCATTGITTTGGEGECTTGGTTTTGCTCAGATATTG
>DHS192

CTCCAGCATCCTGI TGATAGTGACAGTAACCTCTTTTCCCATTTGGCAGAGGAGGAG
ACTGATAGAGAGAGGGT GAGT CACCCCCAGGCATGATGGAGAGT GAGTCAGAGAAGG
AAGGT GGGGAGT GCTCTGEEECTGCCTGT CCGECCCGEEECCCTCTTGECTCATGACT
CTTGCGTATGAAGGCTTTACAAGCACAGCAGCCACTTGITCTTTAGCTCCTTCCTGG
GA

>DHS193

CTTTTCTGGGTAAAAGCGAGT CAGAGT TGAAGGGGGECAACAGTGTTTGCGITCGEECC
TCAGAGGTGACGCTTCTTTGGEGEGEECEEECTGGAGT TTTCTGGECCGTGAATGGCAGAG
CGCTAATGGCCGCCTCCAATGT GGCCCAATCAGAAAGAAAGGAAGGCTGGGAACTAA
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GAAGCTATTGGT TGGTGATCCCT GGACCAAT CGGAGGAGCCGTGATTTGECGEGAGT
CTTGAC

>DHS194

CCCCTTTCCTAAACGTAGI TCCTCTGATTACCCTGTCCAACGGACGTCGCTATGATC
CAATTAAGT TTTGAGGCTCAGAGTGACGCCCTCTAACCTCACACTGICCAATAAAAA
AAGGAGT TTCAGATTAGCACCAGT TTTGACCAATGGATGAGAAGATCAGCGT GTATT
AACCTGTAGAAGCAGCACAGAGAATGATGAGCAGCCAGI TCACCCAATGGACCTGCC
TACTGCAGCGTAG

>DHS195

TCAGTATTAGCCAAGCAGCAAAGT TTTGCTGCTGTITTATTTTTGTAGCTCTTACTAT
ATTCTACTTTTACCATTGAAAATATTGAGGAAGTI TATTTATATTTCTATTTTTTATA
TATTATATATTTTATGTATTTTAATATTACTATTACACATAATTATTTTTTATATAT
ATGAAGTACCAATGACTTCCTTTTCCAGAGCAATAATGAAATTTCACAGTATGAAAA
TGGAAGAAATCAATAAAATTATACGT GACCTGT GGCGAAGTACCTAT

>DHS196
AGTGCTGGECTGACTGTCTTCACTCAGCGCTGTAATCGGCACATCTGCAGACAGGAAA
TCCTCCTCACTGAAGI TCCCAGTCTATTATCTGAGACACCTGGTGTGGEGCGEGTGAT
TCAGAGACAAACAAT GAGCGGEGGEECCCCCTGCACAGCAATTAACTGCTTTAACTGCT
AATATGT TTAATCCACCACGT GGAGAT CAAGGCTGCGTCGAGGAAGGEEECTCTGGTC
CTCCTCTGCTTCCAGACTG

>DHS197

TGGGACCGGAAAGAGT TTATAGATTTCCCGT CTACCCTACCT CTGAGGTGAAGGT GG
GACTGCCCTGTIGGAGCCCACCCTTTCCGT TATGCGCCCGCGCGGCGCAATGACGTAA
CACAGGCCCGCCCACTGCCCCTGT TGEGT TCCTGAGT CGT GCTGCGT CGACAACGGT
AGTGACGCGTATTGCCTGGAGGAT GGCGGACGCCGECATTCGCCGECGTGGT TCCCAG
CGACCTGTATCCCCTCGTGCTC

>DHS198

GATTCTGAGAAGAGAGGT CCCTGAGAGCAAGGATGTGTATCCTGGACACTAGAAAAA
TGTATCCCCCTCCATAAATTACTAGCTTGATTTTTCTAGGATTTGTCACTCTGGCAG
AAAATATCCATTCTCCCCGTCTTCTTTAGT TAGGCAGCCTGACTTTAATTATGGCAG
CCATGTGCTCAGCGAAAAGACTACATTTCCCAGTAGCCCTTGCGECAGGGACTGECC
AATGGAATGT G

>DHS199

TTGGTCATCATGGGATTGAAGT AGAGGCT CTCGT GGACGCTGGCCATGGCGGECCCEA
GACTAAGT CTCGGEECCCECEECECECTGCCGCCAGT TGTCACCACAAGGCACAACAC
TACCGGGTCTACATCTCCGCCCGCCCTCACAATATCCCAGGAAACAGACAT CCaCaT
GCTCGCGGCATTTGTTAACCAAT CAGAGCAGT CTGTCAGAGCACATGGGAGAGCGAC
AGCCAGTCAGAAT

>DHS200

CCCGT TGGTAGTAAAAGAACCAATTAGACT GGGAAAAAAAGAAGCAACGCCCCAGGT
TTCACCCCGGCT TGACAGACGCAATTGAGGCCATCCTTGAGT CCCTCCGCCCCCAAG
TCCAGTAATGCCAGCGATGGACAGACCTTCTACCCAATAGCACGCCCCTTTTCTGCC
GT TGGGT CCCGCCCCCT TGAGGGECTAAGCCAAT GAGCGCT CCGEGT CTCAGCEEEGT
GGAGGGGT TGCACTGCGGTAATATGGEC
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>DHS201
TTGGCTCATTTGGCATATCTCCATGCTAAATTTAAAAGTAAATGTCAAACACGATTA
TTATATATGTGGAAATTCACCT CCCAGGGACTTATGI TCCTCATCTGGAAAATGAGG
GGGTGGACCAGATGCTCCCTAAAGGECTTTCTAGCATTTCTGITCTCTGGT TTATGT
ATTTTGGGCATTGCATTTCACTTTTTGI TTACTACAAACT GAAAAGAGT GAAAAAGG
ATAATATCCAGCCTCCAATTCCCAATCATGITACAG

>DHS202

TACTGTAGT TTCTCCACGCAGAGCTGCTGT GAGGATTAAAAGAGGCCGCGTGAGITG
AGCATCTCGI CGCCATTACCGT CATCACACGCCCCCCACCCAACCCGEECEEECCCAC
CCTCTGCACCCACGGECGAAAGCACTCTTTCTAAACCACGCCCCGGATGI CCCECCTC
CAGCGGECTCGGAGGTCTTCACTTATTGGCCTCCCCAAACCAACATGGCGGECCCCCTA
CAAACTTCAAGCGCC

>DHS203

GTAGT GAAGGCCGTAAAGGT TGAAGAACCAAAGCATGCTTCTCCATCTCGECCTTTA
AGGTCCGGGTGCATTATGTAGCGT GGGGT TCAAGAGT TCATCTTGCATGACCAAGGG
AATCTAAAATTTTGACTCCTACTTGATATTTAAGCTCGCGGGAAATGTGTAGTAGT G
CCACACTGTGAAACGGTCCCATTTGAATGATAACTGGAAGGCGTGGTCTGGT TTGGA
GAATTGGTGA

>DHS204
AAATTCTCATCTCCTGGCTCTCCACACCTGCCACCCTGATGECCCCTGIGCTGCGIT
TGATGCCGCCTCTCCTGGAGAATGACCATGGTGATCATTCCTGTCATCCTCTGAAAT
CAAAAGAGAGAACGTGGGECACTTTCTTAAAAGCCTGAAGGGAATGTAGACATTCCGA
CATCTGGTAAGGGAGACGCTCTCCATCGCTTCCCCCGEEEECGT CACCGCCCCCTGA
TGCCCCGCCCTCCTCACGACTCAAGITCCTCC

>DHS205
GCCACCTTATCAATGGATTCTGAAATTATGGATAAGGGATTATAATCATGTAAAATA
GITTTAATTAACTTTAGGAAGTI TTTATCATCTTTCTTCCTCAGCTATTTCTAGGAAT
GAAATCAAGCAGAACCTCAAAGGTCATAAATTGAGAAACTTAATATAGAAACTAAAA
ATGTCTAATTGGCTGCTAGCTTGTGCTTCAGTI TAGT TAACAATATTTAACTTCCGCG
TGTCATACATGCTCTACAGAAGGEGEG

>DHS206

CTGTCTGAGACGGACTTAAACCT GCACCAGCTCCAGAGCCCTGCGGAAACAGAGATC
GGTCCCCTCCGGECGTCTAGGT AAGGCCCACCCTCCCAGACCGCAAAGAGCCAGGATC
CGACGGCAGCCTCTCCGGACCAATCACAACCTTCCTTCATCAAGGAGGCEEEGETCEG
GGGGEEECTGACTTTTCCTTGTCTCCGCCCCTTTAGTCGAAGTAACCAATCTCAGTIGC
ACCTAGGGGAAGTAATCGCAATGGGAG

>DHS207

CTGAGCGAGCAT GAGGGAAGGGCTAGCCACAGAGATCATGGACCTAATGCGEECECT
GAAAAT AGGGAT TAGGGCAGGAT TCCGGT TAGAAAGCGCCAGT GTTAAAGGCTAAGG
AGACACAGCGCCCCCTAAAGAGGGT GCGGTTTAAAAATCGCTAAATCAGTCCGACAA
TATCACGTGTCCTCGGCCCTACCAATTGAAAATTAACAATCGCTTCTTCTGI TCCCC
ATGGAAAC
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>DHS208
GGTCTGGTGACCTGGTTACATTTTATTATACACATTATTGGACCATAAGGACATTTG
TTTCACCTAGATTTTAAGATTATGGAGACTGCTGTCATTTTTATCTTATTTAAATCT
CTAGGTTTATTGGAAGAGTAAGATTGATGAACTATAGCATGCACAGI TTGGTACAGT
AGAGATCATTAATACTTTTAAAAGT TCTGCATTAATTGACTTGGAATCCTTAGAAAT
GGAGTGGTGACATG

>DHS209

GITTCTTTATCTCCCTGGGCATGTGECTCAAGGT TCCAGTGACCGTCCTTCAACCTG
CCGCAAACTTATCTGTGTTGAGCAGCTTCATGTGCAATTGAATTAAAACATCATTTC
CTCTCTTTTCCCAAGGGGTGTITTATCATCCTTTCTGGGAGAGTGACCATTTTGITCT
TATCTCTCAGAAGAAAATTGTCTTTCCTCACTAACACAGGT TCTAAGAACCTGACCT
TGGTGATGACAGTCAGTGCTACAT

>DHS210
AAACCCTTCAAATTAGCCTGGACTCGCCTGCATCTGGCTCGGAACAGAGTITAATCTC
AGGAGT GAGAATATAGCCCT CCGGT GGACGCAACT CGCGCCTGCGECTAACAGAATG
TCTCCAGGGEGAGGGEECTCTGCGT CCGT TCCGCCCAGGCCCTTCCGECTCACGCECCG
TACGGAAGCGT GCTCAGCGCTGEECTTGTGCTCCGTACGGAAGTGTGCTTTGGECGCA
CCGGAAGCCGACTCAACAGAGCTAT

>DHS211

ATGAAACGCGAGT GCCAGATTCGCGGEGEECEECTTCAGAATTAGATTGACGGT TCTGA
AGAGT CACGT GGACTGTAAGGCCGEGECCTAGT GGAAGACT CCTATGGACCGECTGGEG
TGGGCGT TAGGT TTGATAGT CGT GGACACAAGCCAATGAATGCACGT GAGAGGT GGT
GCTTGTAAAGATGGGCAGCCAATTAATCCAATTCCTGACGAGT TCTGGGTGATGAGG
TTGECTTTGGACTTTAATTG

>DHS212

GT TCGGAGACT GGACGAGT AGGGEGECGEGEECTGATACCCGAGAT GEGECCAGGT CCcee
ATAGAAGGCAGATTAATAATACCCATCTCCAGGAGCCGGEECCCAGAGACGACEEEEC
GGGGECCAGGAAGGEEGECEEEECCT TEGEGAGGGT GCTGT TTCCCGCCAAAGGAACT GGG
TTGTGGGT TGGAGCCCTTAAACCACAGGGEGT TCGT TCCCTGGTGCGAGGGTCGCTAG
AAAGCTCCGGTGGTC

>DHS213
ACTGCAGGTACAGAGCCTCCTCTTCCCGCAAAATGECGECAGCTCTGCCGICTTCCA
GAACCTTCCCCAATCTGCGCATGCGCCAAGACTCCCCGECTTTGGAAATAACCTCAC
TGGTTTCGCGECAACCGT CCAAAGTACAGGT TCTCATTGGCTAAAGT CCTAAGTATG
GGTGGAGCAAACTCAAATGCGT CTTAGCAACCACCGAGT TCCCATTGATTGGCTAAC
CTCAGAGACTCCAGAAAATGG

>DHS214
CGTCAGGTGGAAAACCCTATAAATGAAAGGCCCTATGCATAGGTATTAAATCAGGEGEC
TTAAGGACGT TGAGAAACCT CGAGGCCAACCCCCACACTATTTGGATGGGATTGAAG
GGGAAGAGCGGAGTAAGAT CAGACGGCAGTAGGACT TCAGCTCCCCGCCATCECTGT
GTCCTGT GGT TGAAACGATGGAGGT CGCCCCATCCCTGTCCTAAGGGAGGCAGTAGG
>DHS215

ACCTCGCCTCTGAAGAACTACAATCCCCAGCAAGCTTTGCGCCTGGEGT TAGCGATCT
AGCTTGCTTTGI TGCCCGCCTAGT TTAAGAT TGGGAGT CGCATTTCCAATGCGCAGT




30

ACCCTGGGATTTGTGGTCTCCCTAGATTAAACAGCCAGAGACACAGGTTGATGGTCA
TGTTGCATGCCTGGATCTGTAGTCCCTTTGAAGGAGT TCGCAGTGCATGCTGAG
>DHS216
GGCACAAGATTAGCATGTITACCTAAGAGAGCTTTTCTCAATGCTAGATGGCTGCAAA
TTGITTATAGATAAAGT AGCAGGAGAAAAATTCAACAAAATCCTGTITTCTCAGT GGG
TCATTATTTTTTTAGITATGCTTTTAGGCATGAGCTAATCTCTGATTACCTCAACAC
TGACAATAAAACTGATTTATAAATAATCACAATGGAACCATTCAGTATTGGAGCT
>DHS217
CACTGTCCCTGAGATCTGCTCTTCAAGAGGAAGCCTAAAGTGGAGAGTTTGTAATCC
TGACAACGCCCAGCTACCTGCGTACCCCGGACTCCAACTCCCAGT TTGCAACGCCAA
AGGGT CTAAAGGGCGAACGGGEEGECECATTGCATCCTGGGAGCAAGAATCGCGATAGG
TCTGATGGATTGTGGGAACTGTAGT TCCATGTGCGT GCGATGCACTCTATGGTAGGA
TAGACCCGG

>DHS218

TGCTCTTATAGCAGGCGGAAGCGT CACCCGGEGECCAGCAGCCECEEECEEEECEECEG
CCCTTCCCGGT GACTGCGTAGGAGT CCGAGCT CCCGAGGT CGCCTAAGT GCAAGCAG
AAGT GAGCGT GGCTTCCGEECAGCGCCCTCCTCAGEEECECEECTTCTTTCTCAGI T
CAAAGCCTTTCCCCGAATCTCTGGCAAGGACCTGAAAAGCTTTTTCTTACTAAGGT G
TGAATGACTGAGACGACAT

>DHS219

ACTTTGCAGICTCGGGTGI TCCTGCCCGGTCTTCTGI TCCTAAACTGCAGCAAAGGG
AAAAGGAACT GAAAAAGGCAGGCTCGT CGT TGCAATATCACCAAAAGAGAAAATTAA
CGGCATGCCATCAGGACCACAGCAGT TGGAGAAACAACTCTTTATCCCGECTTGCAG
CCACGAGGTCTTGAT TGGGEGAGGGEGT GGTGAAGAATAGTCTGTGEECTGCTTT
>DHS220

GGGAACTGTGTAGGGGTAGATTTTCGCTGCAGT GT TCCCCGAGCCTGTTAGACGCAG
CGCGCCGEGAGACT GAGAGAGGAAAGGATAGAGGAAGT GCTGCCCTAGGCTGCATGA
GTCGAAGCAAGCGT GTTTCCTTCCCGCCAGGCAAGT GCCCTTAGAAACCGEEECCCCG
CCCCCTTCCTGGCCTGCATTCCCATCCCCTCTCCCGEEECEGAGGT GAGGACCTCCT
TGGITC

>DHS221

GGAAGGTCAAGGTCTCCAAAATGTTGAGT CTTCTACTGAGGTTAGAGCTAGCAGCTC
CAGCAGT GTGGGCATATCTGCATGAAAAGGCAGAGAACAACCTAATGAGATTGACAA
GCAGTGAATCTGT TTGAGACCACATTGAGCCTGGCCATCCAGCACCAAGATGEECTTG
AAATAGCTCTCAGAGAGGCCAGAAATGCTGICTTTCAAACATGI TCCCTGGAGAAAG
GGAATTGITCCTGCTAC

>DHS222

ATATGCAAATTAGCTGCTCCAGT GCCGAAAGCTCCGCCCCATTTGTAGI TGCGTCGG
CTGI CCAGCACCCAGT GCAAACGAGECGT GEGTCCCGGAAGCTCTGI TCTGCEEGET G
GCCGCTCGCGCCT GCGCAGT GGAGGCGEECCCAGGECCCECCT TCCECAGEGTGIeaee
GCTGTI GCCGCTAGCGGET GCCCCECCT GCTGCGGT GECACCAGCCAGGAGECGGAGT G
GAAGT GGCCGT GGEECGEGTATGEGAC

>DHS223
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TAATACATTGGTGCTCCCTCCAGT GECT CAGCGGAGAAGGAGGAGCACTATCCT TGAT
ATGCGAATTGGAATATTTAAGAAGT GTATGI TGATCCTAGCCACGACT CAGATAGAAG
GAAAGCTCAGAATAAGT TAATCTTTTGGATAAAAGAAGAAGATTACCTCACTTTTGA
CTACAGACAGCTCAATTTGGAGATTT TACAAAGAACAGGAAATAACATATTTTGCCT
CATGITCATGCC

>DHS224
ATTGACTCCTCCCTATGTACCACACTCTTTCTCGGECAGCGACCT GT TGGECAGEGT CA
CAACTCCTTGEEGTCTTGTCTTCAGT CTGECAAGTCATAACTTCTTTCAGITTTTTA

AGAATAATCAAGT TCTGAGAGAAGATATGT TAACAAAATACAGCAGGGTGGITTATG
AGTAAAAGAGGTGATTTACTAATTACACTGAGAAATGTACCTGTCAGTAGACCA
>DHS225

CTTAGGGTGGAGT TAGTGCGTTCTTAGGGCCAGTAGGAGGCGAGTCTGAGTAGAAAC
TGATCCAGGT AGCCT CGGAAGGGATCACCT GCTGGATGEGT GTGAGCTCCTCAGEGT
GGGGECGCCGAAACCCTCATGECTCCTGAGGTAGAGCCGGECCTCCTTGGTAACACATG
GGACTGGGACTTTTAATACCACCCGACAGGCCCAGCTTGTCTCGTCAAGCGCTAAGT
AAAT

>DHS226

GGGGAAGT TAGAAAATCGGTATCACACGAAAACAGTCATTTCCCCTTTAAGGACCTC
AGT GGGCCGGEGAGCCAGCCTTCCCGCACCTTTTCCAAAATTTCCAATCCCCGCTTGG
CATTTTCTGCCCGAAGGT CTCCGATTGGACGCTCTGTACCAAT CGGAGGCTGGAGCG
GGCCCTGAGAGGCGCCCGACT CCGCCCCCGCACTGECCCTGCCCACTGCCCGGTCAG
CCTCGITGCTATGGGGACTGGT

>DHS227

ACTACCGATCCCAGT GTGCAAAGCCTCCAGGCTTACCTTCCCGGAAACT GECGECaEaET
GCCCTCTGGGACTTGT TCTGEGACTTGTAGTCTTGTACTGECGCTGECCCECCTTTC
TTCCTTAGT GGGGAAAACCGEGT GTAAGCCCCGGAAGTACTTGT TGCCTGAGCAGT G
GGCTGCTTAGGAAGAGAAGGT CAGAGT TCGCGGGEEECAGAGGCATTCTTGCCGCTGG
CCCAGTCACTATGTAGT GGAGGGGECAGACAC

>DHS228

CCAGITTCATATTTCCTTGT GGGTAAGAGGCAACCTCCTCATGCTGICATACCAAAG
TCAATCTCCACTACACTTTAGITCTGCCTGITCTTGATCTTTATATAAATGGAAACT
TGCAGTATATATTATATGITTTTGIGTCTAGAAGT TTGAAATCAAGGT GTCAGCAGA
GCCATTCTCTTTCTCACAGCTCTAGGGEGAGAATCCTTCCTTGCCTTCTAATCCTTCC
TTGACCAAA

>DHS229

AAGCAAATATCATTGCTGAGT GCTGTAAAAACACAAACT CAGCTGACAAGCCCACAC
ACCTTTATTTCTGCAGGGGTATCATGACTTCCCTGAAGTCATCCTTACTCTATCTAG
GTACAGAGTGTCAGCCTGGTGATAAGT GTGTACAGCAGGAATTCAAGACAGT TCAGA
AAGTTATCTTGT TTTCAACAGT CTAGT TGAACAAAAGGT CACAGAAAGGTGECC
>DHS230

GCCAAGGCCAGAATAAGAT CCCGGAT GCCAGGAGAGCCTACAGI TCACGACCGT GGG
TGATGCTTTACGT TTAGATTCTCCGCCGGAGT CCCAGAGCTCGGTGTTCAGGATGAT
GAGAAGGCGT GGAACGAGGACTTCAAATCCCAGAGTGCAGT TCTGCCTGAGECTTCT
GCATGCTGGGAACTGAAGT CCCTGAGAAGAGGAGGT AAGGCGCTCCCGGECATGCAAC
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GCGTAAGACTGCGACGGTAC

>DHS231
CTGTGCAAGCTAATCATCAAGCCTTAAAAACATCACACATATACACACACAAATACG
CTAACCAGTATTTTTGICCCTTGAGATATATATATTTTCTCACAAATGTAAAGAAGC
CTACACAGCTGITTCCTTTAAAGATAAAAAGGGAAAAAAATTATTCTGCTGCAAAAT
ACAACTAAAACAATTAGAATTAAAAAATGT TCACAACAAATATTTTTCAAAGGAATG
TCCCAAAGACCT

>DHS232
ACCGCACCCCTACCTACTTGACCCCGCTTCTCCCGCTCGCTGICGTICCAAACACTTC
CTTTTTTCCTTCAAAGGTCGCCGCTCCTGCCTCACCTCACATCCGTITTGIGGECTGCC
GAGTGCTTCCTGGGAATTGTAGT TTCTAAGT GGAACCGCCCCTCCCCGCCCTTTCCT
GICCACTCTGGTCCCCTCGTTCTAGGAGCTTTATTTTACTCTTTCCACTTACCCATC
C

>DHS233

TGTATGGCTTTTCAGAGAAGGT GTAGGAAGATTCAGATTCAGGT GGCCACCAATAGC
CTATGAGAACCTACACATTCTTAAAAATATGATACAACTTGAATTCTAAGTITCTAAA
ACTGAATTGAGTGGGGAATGT TTTAAGAATTATGAATTTCTTTACAAATGTI TTTCAA
GTAAGAAACATTAAACCAAAGTATTTATTTCAAAACTACTGTAAGTI TCTATGITGAC
TGTGGTGGTGGCTACAAATCATTA

>DHS234

GT GGGCTGCTGTGACT GAGCCCGAGTACT TGAGCAGAGCACCGT CCACAGCCTGCAA
TTTCAGAGT TACCTTCTATGGAATTGGAATTAAATGCCCAGT TAATACAAAGGAAAA
TTTCCCTTGTGCAAAATCTAATCAAATGTAATATGICTATATTATAACTACCATTTC
TATGACTATTATAATTCAAGT TCCTAATTATGAGT TCAGT TCATAAAAAAGAAAATT
GGCTTTCATTTGAGCAGCATTTTCAGTIC

>DHS235

AAAAGCAGCTAT GAGCGGAGACAGCCAAATCTATGCCAGCCTCGGCAAACGCCGATT
CGTCCGCAGT CACTTCCGGCAGT CGCTCTAAAAAGTACAGGAAGTCCTGCTTCTCTC
TGACAGGT GGGGAAT TTAAAAGGAGCGCGT GCGCAGAAGAGGCAAAATTCGGEECCTT
AACGAGAGGGT GCCCCCT TCAGCGCAT GCGCAAGGAGGCCCGCTGAACGCTCACCTG
GACTGTGGTATTTAC

>DHS236

CCCAGCTTTACCCTACAGACGCCTCTAGGGT CGCTGCCTGATCGCCCAGT TTAAGGEG
AGACCCGTCCTAAGGCCCACCCTCTGCCACCGCCTCCACTCCGGGAACCAATCACAG
CGGACGCCGGGAATACT TGCCTGCTCTTCCATTGGT CGTGGGT CACACGACGTGAAC
TGGEGECGGET GGCAGCACGCCAGGECCTCTGACGT CCCAGGGCTCAAGCGCGGAGGACA
TGTGGAACTCCACTCC

>DHS237

GCCCGGTACGTAGGAATAAATCTCGCTTCTCTCGCGAGAGT TGCGGEECTCCGEECEL
GT GCACGAGAAGGGGECGGAGT GAAGCGTACTCTCAACACGCTTGCGCAGCAGGECTA
AGTGACGCCAAGCAGT TTGCTGCACTTAACCACAACCAACATGGTGECTGCATTACA
TTACATTCCTTCTTGGGT GTGCTGCGEGAAGCAATCTCGGTGTTTACTGACTCC
>DHS238

GITTGGTTTTCAGGCCCTCTTCCTGGAGCT GGCTGAGCAGGGT TTCCAGGCATCCAG




33

CAGGTGGCACTGTCATCTGGGECTGGAGCATGCAGCCAGCAGTITCCCTTTTGCAACTC
AGTTGCCTTGGCTAAGGCCCAACCAGT CCCAAGT GCTCAGGACAGAGECTGGACEEG
CTCCTTCCTGCACCCCTGCTCTTGGGACACAGT GCCCTCCGECTCTAATAGGCCAGG
AGTTGGG

>DHS239
CTGCTAGAGGGCAGAAAAGGAGGECCTGGECCCTTTAAGAGCCAAGCTAATGGECAGCTG
GCTGAGGGGECTAAGAAAACAGCTTAAGGT TTTGTCCCGTTTCCTTCAGAGT CCCCCA
ACCCTGAAGGAGT TTGCGCAAAAATACCCTAAAGT TTTCCAGGAGGT GGGGAGGTCA
CCCCAGACCCCCCAAAGAGCTGAGCCTTCCAGCAAGGGATAGT GECTGEGAGEGETC
>DHS240

CGTTCATGTCCCGACTGAAAATGGGECTTCACGAAGGT GCTGGCGGTAGAAGTAGCTT
GGCGGACGCCGCTCCCCGCCATCTTGCCAAAGCATCCACTCCACAACCCCACCCCTT
TGCAAGCAGCGCGT GCGGACCGCGGECGAATGT CTTTTCCCATTGGCTAAGGAGGAA
CGCCCCGCCTGTATGCTGEGT GEGECEEGAGGATGACTCTGAGECTCTCGGATTGECT
GGGAAGCCTCTCT

>DHS241

CCACTGGCCAACCTATTCAGT TGCCAGGCGACATCGT TGCCAGGCGACTCCAGCAGC
GT' CCGCGECGECCGECGGET CGACATAAT CAGCACCCACT GCGCAGGCGCAAACAGCCCA
AGGCTGCGGECCGECTGCAAAGCGGEGAACAATCATTTACAGGGT TGCTGTGGAGACCA
AAGGCAGCTCAGCTTTGI TCAAAGTACAGAAGGGAAAGGAAGTGACTTATTTACGCC
CTTCTCTGTACTGGGTAC

>DHS242
ACCTGCAGCCTCTTTCTCTCCAGCTTGGEECAGAGTCTTGICATCTGITACCTCCTCC
ACCAGGCGCCGCACTTGTGCCCCAAAGT GTAGCTCCACCTCATCCAGEGTGGTGTCT
GT' GTCCTCCACCGT GT CAT GGAGCAGGEGECCGCCT GEGGACAAGT TCCCACTCAGCCC
TGAGATGTCAGCCAAGGGT TGCCCATTGCTGAATGGEGGECCCCTAATCCCCATCCCAG
GCTC

>DHS243

GAACTAAGCTCCTCTCAACCCTTGCAATTTGTATGT TGGACTCCTAAGATATAAATT
ACAGTTCTCCCACTGAGAATAGAGAATTTATCCTCTCTCTCTCTGIGTGTGIGTGTG
TGTGTGIGTGTGTGTGTGTGTGTGTGTGTGTGTCCTGT TCTTCAATGTCCAATAATT
GT GT CCAGGGAAAATAGAGAAGTACAAATGTCAGACTCTCAAAAAATAACAGAGTAA
GGGTTCTAGGT TGTAAATGCCTCAG

>DHS244
ACTCTGCAGATCAGGTGGGTTTGECTGTGAGCTTCTCTGGGT CCCCAGT GGTCCAGT
GGCTGCAAGT CCCCGT GEGECT CTGECCACCAGAGGGECAGCATGCTCCCCACCCACCC
TCATCACACTCACTTCTCCCCTGGCTCTGGAGGAGCTAAGACTCCATGCAGCGECGTC
CCCCGCCCTTTGCCCAAACTGCACGATCAAGT CTGAGAGAATACAGGAGATAACTCA
TCATCCTCGATTAGGCA

>DHS245

CTTTAACCTGACGT CACTCCCTCTCCCAAGGEEGTGT GTCTTGGAAGGCCGACAGCA
GAGACCCAGCCCT TCGCCGCGCCTGCGCAGAACGECCGAAGT GTGCACECCCCTCTT
TGGECGEECCT CAGGGECCTAGAACAAT GAAT GAGT CAACGCGCCTGCGCGCCACGAGAG
CCTACCCACGCATGCGCAAAAGGCTTAGCTAGCTAAGCCGCGEGAGGCTGAACGT CA
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TCAAACGCGCCATAGG

>DHS246

TATCCCAATCATCTCAGAACAAGCTGT TACTAATGTACTGGAGT TTCTGTGCAAACT
GTCTACCATAAACCATGAAAGGATTCAAAGT TCATAGITCCTTCTTTGITCCTTTGT
TAATCACTGACTTCTGACTAGT GGGAGGTGCCTCCCAAGT TTGCTAATGCATTCTTT
TTGGATAAGGAT GACGCACAGATTGTCCTAATAAGGACTTAGATTGAGAAAGACCGC
CCCCTCTGAGAAGAGGGGACAAGTCAGAGAG

>DHS247

TAAGCCATAGAACCCCAGAATCAGGAAATGT TTGCTAAACGAGGEEGECCTGECAGITG
GCTTCTTCTTGGAAAGT GGGGT TCCCTCCTTCCCCCATGGECTTGTCATTGGATGCAA
GIGGCTGECCTTTTGTGEGCCTGTCTGCGGTAAGTGCTTTGGTCTAGAAGAGT CAAC
TTGTGGTTTCACATCTGGECCGGGECTGACCAGATGT TGCAAGGATACAGAAAGT GGAC
ACTCAATCCCCTGGAGGACACAATCTGAGGCACATTA

I1. 710 non-TIS sequence segments

>non- DHS1

GGCTCAGCACACACTTCACTGCTGCCGT CCCACACAGGAGCTCCAGGCTCGGATCAA
CCCAGCAGCAGGAAAGT CTTCTTCAACAGGEGEECCAAGGCAGGATCCCCAAGGAGECC
ACCTTCCAGAAACTGCTAAGGAACGAGGT CCGEEEGECCCCAAGCCCTGACTGGECACA
GTCAGAGGAAAGT CAGGEGECGGAGCT CAGCCCCCGT CCCCTCCCCT CGAGAGCEEECC
TGAGCCCCTGTCTCTCCAT

>non- DHS2
CCCGTCTGACATCTCCTGT TGCCTGEECCGECCT CEECCT GGACCCTGAGGECCAACCT
AGTGAT GGAAAGAGAGCGAGCCCTAAAGGEGEECTGEECTTGGTCAAGT TCAGCACTT
CCTCCGCCATCTTCTCCCCAT CCCCCATCACGACCCCGEECAGCGICTECCTCTCGT
CCCCGTGGTGI TTGCCATCACCAATCCGTTTGATTGATCATCTCGGTGECCACAGGT
TGGTAATAAAGCTGGT

>non- DHS3
TTGGTAATAAAGCTGGTTTCAGAGCCTCTTGCATTTCCCCCAGGACCCCGTTGGCAT
GACAGGACT TGACACCAGCCATTCGT CACCTGCTGCCTGTGGTCTCTGCACAATGAC
CAGCAGACAGACAAGAGCCAGECCAGGAGGAGGCT TCGEGAGAGECTGEEECCTGIGC
TCAGGEGECTGAGTGAGACTAGT GGACGT GECCGECCCCATGCCTCTCTGI GCACGECT
GGATCTTGCAAACAGICGAGTC

>non- DHS4

ATCTTGCAAACAGT CGAGT CCTGECTGCTGCGCCACCCGEEGATGECATCGTCTGTC
ACACGCTTCACTCTCCCTGI GGCGCACTGECATCCACCATGCCCACCTCAGAGECCA
GGAGGCACGT CAGCCGEGAAGECT GCAGGGAACCCCCAAGCCCAGECCACCAGEECC
CTACCCTGCCAT GGEECGCACT TGCTCAGECCTCTCCTCACCACAGGGTCTCTGEGT
GCCTCTGTGAAGACAGGATCCCAGTA

>non- DHS5
AGACAGGATCCCAGTACAGGAAAGCCCCAGGCTGECCCCGACCCTCTCCTTTTCTGG
GAGGAAAAATGGEGTTTATGT TGTGAAT CCGCTGAAGCCCCT GGGACGT TGT CCAGGG
ACAGGGTCAGT GAAAATGT CTCAAAGGT CGEGGACT GGGCACAACGAGGECATTGACC
CCAGATGAATCCACAGAGCT CCCGGAGCAGEEGAAGTAGCCCTTGI TCACCCACATG
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CACAC

>non- DHS6
GTGACAACAAAGCAAAGCCAAGT TGGT TCECGTGTGACT TTGCGEECGT GGTGAGAA
CAGCTAGGCGTCTTCATGCTGCTGEGT GTCAAACTGAAACTCTCCAGCTTTAAGGAA
ACCAGATGCTTTTCTTGCTCTCAGAGT GATGTGCAGGECTGCCCTGAGCATGCACACA
CACATGCACACCCAGCAACACCTTCACCTTCAGACACCGCTTTTCTCTAGCGCAGCGT
CCCAGCTCCTTAGCAGAGGEECT

>non- DHS7

CTTCTCACACGT GGGTCAGCTTTGCT GCGEEEGTGEEGEGT TEGCAACTCTGGAGECTC
ATTTTATCGCCGGEECCAGGECAGT GATCTGCTCGGT GAGAAAAGAAAAGGCCATTCC
CTGCCTTTCTGCTGEECTCCTGGAGACT CCTGGAGACT CCCGEECATGEECAGECT G
GGT GGECT GGGAGCCCCGCTGAT GCCCGRAGEGT GEGECTGAGGT CTGGACGCCGACT
TGCCTTCCTACTTGAGCC

>non- DHS8

CCGACTTGCCTTCCTACT TGAGCCCAAACAGCCAGGT TTCTGGGT GGECAGAGECTG
TGTGCAGACT CCAGCACACAGGEGECACCTCTGACTCCCECTTCGCTTTCCTCCCAGCA
GATCTCCGAAGACCT GEGECAGT GAGAAGT TCTGCGT GGATGCAAAT CAGECEEEEEC
TGGECAGCTGECTCAAGTACATCCGT GTGECGT GCTCCTGCGATGACCAGAACCTCAC
CATGTGI CAGATCAGT GAGCAGGTAGG

>non- DHS9

CAAATGITGGTTTCTCACTCCAGCTAGT TTTATGGAGCCGATCCGECCCCCAAGGAG
GACTGGAAGAGAAATACTCGCTTTTGATTTCCTGTCTCTCCTGECGTI CTTGCTGCCCA
GGECCGECT TCAAGGCCGCATAGCTGCTTCCGTGACAGGAGATCCCCCTTTTGTGGAG
TGCGCCCCTGTGCCTGGTGI TGGEGATACAGGACCCCACCGACGT CCTGEECCCTGAC
TGCTATGCAGAGCTGATG

>non- DHS10
GICTTACCAGGAGCAAGATGGAAGCATCCAGAATCCCACTTGGT CCCCCACCeCTCT
TTCCAAGT GECCTGGAGGGEECAGATAACCCT GAGGCTCT GACGCT GCCAGECAEECCG
GCACTCCTAGCGCACTCACACTTCACCCACGGTGCAAAGAATTCCCAGCCTGGTAAC
AATGCCGCTTCGCACAT CAGGAGAAGATTCCGAGAGCCTCAGGATGECTCTAAAGT G
CCACTTTGTATGICACTGAGCACCTTG

>non- DHS11
CTTTGTATGTCACTGAGCACCTTGGAGATTTCCTGI GAGGCCAGT TACAGGGGTAAA
GGACATGCCACCCCACACGCTCTGTATTTCCTGATGATGGAGT CACTGECCGEECTG
GAATGECGCCTCTCCCTACCCCTCATTGACAATGT CTGTCCCACTTGCAAGAAGAAA
GAATACGGGAAGGT CAAGCTCTCAACACCCTGGCAGT CTGCTGGACCCT CCACCCCC
GCCTTTTCCAGAGGACGTGTGATGT

>non- DHS12

GAGCCCAGGAGT TTAAGGCTAAAGTGTGCTATGATTGTGCCTGTGAATAGCCACTCC
ATTCCAGCCT GGGCAACAGAGCAAGACTGT CTCAAGCAAACCAACAGACAAACAAAG
GCAAATGGTGCACCAGGT TTGECCATGGGAGT TTGECGECCCCCACTCTAGTGCTGT
GGTAGGACAATGAGCTCACAGGTGTTAATTTTCTCACTGTACTTCATACCTATCATA
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TGCAGITCATTTATTGECTTTGG

>non- DHS13

AGAGCCCGGAATTTTCATTACAACT TTCAAAGAGAGCAAGAGGAGGAGGEGAAAAACGA
TTTCACAAAAGCATTATCAAGGCCCCAACCCAGGATGCCCTGCTGTACAACCAAAAT
TTGTAAGAGGT CAGCCTTTCAGGGAGT CAAAAACCCAGCATGT GGAAACTGGECAGEC
CTTTTATATAGI GGGAGGGGT TCTTAAAACGACTACTGT TTCGCACTGAAGTCTCTG
A

>non- DHS14

TTTATAGT CCAAAGGT GCGEGTAGGEGT GEEGT GAGGAGAAAAGGECTAAGAGACATCT
TACATTTAACTGCCTGTGTGGTGT CATGT TGAGCACAAATTACATCTATTATCTCGT
TTAGITGTTCACTACAACCTTTATGAAGT GCAGGCTACTAACCTCCATTTCACAGAAA
TGAATACTAAGGGT TTGTGACATGCCCCAAATCGTGTGCTCTGI TGAGCCTGTATTG
AACCTGTGTGACTCC

>non- DHS15

GTGGAGCATCTGI TCAAGATTGT TGAAGGACACATAAACCAAGT GTCCAAAAAGGAA
GTGACAGCCCCGGCAATAAACTCAATCAACAAGCATTTGT TGAACAGCTAAAGAGCT
GAGTCACTGCTTTAGACACAGATAAGGGGATGAGATAAAAATCCTGACATGACTTGG
GGCATCCATGT GACCAGT GCTGGGGAAT CCCACAAGGACGGAGACCAGAGAATCAAG
ATAAGACTACCAAGGCAGCCA

>non- DHS16
TGEECTGGTGTGTGAATATCTATAAATAAGTATATATGGTGTATATTATATGT GTAT
AAATAAAGT CTGTACATATTGGAGCT CTGGGAGATGCTGGAATAAAAGACAAGAGTT

ACATCTGGACTTCATTGAGGT TTTGT TGTGGT TTTTTAAAGCATGATGGGAAAGAG
ATAGAGAGAGCAGCTATTGGTAGAGAGEGT TTATTCGGGACCCAGGAGCCACTCTTA
GCCTTGGT

>non- DHS17

CAGCAAGAGAACACACACACCACACATCCTCTGEGAAAATGATCTCTCAGACACACA
CTGAAATGTTTTTAATCAAAGACCGATACAGTAGGAATGCACAAGGAGT GCAACGTA
AAAAGAGGT CATCAATGTAGCTAGT GGCTTCAGT CACAGAAATAGCACGT GCCCCCA
CTGATTACAGCACCGCGGEEGAGACCGT TATTAAATTATACCGTACGGCTCCGCT
>non- DHS18
CCCTGAAGATTTCCAGI GTATTCCACAGTGT TTAAAAAATAGT TTCCCCAAAAATAT
ATCTTGAAAGCATTTGACACAGTGGTATTTGTGECGTATCTGECGCTTGICAGIGTG
GGECCCAGGCCT GATGAGCCACCAGCCCAGCACCCGAATGCCTGCCTGAAGGTGECEC
ACACGT GTGCCTGEGATGT CCGECTCTTCACAGGGEGATCAGACTGCGEGTCACGT TG
AGAGCCAACACC

>non- DHS19

CTTCCTTTCGGAGGTCGAGT TCCTAGCATTTCCATCCGCTCCTCCAGCCCGCTCCCT
GCCGGTTTAGCTGAAGCT TCCCTTTCGGGEGAGT TACCTAACTACCT CCCGAAGCCGT
CGITCTGCTGCTTGGTTAATTCCTCTTATCGEGEEEGAATTTTCTTTGITCGTTTGT
TTTTCCTCCCCTTTAAGT CCAAGATAAATGTAGT GTGGAAGATTACGTCATCGC
>non- DHS20
GCATCATTTCAACCCCTGCTTCAAAGGGT TATGATAAGGACT CGAGGAGECTATGGA
TGTAAGGCACTTGT GTGGT GCTGGT GCAGAGCAAGCACTCAATACATGIGEGTTGTT
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AGTCCTATTCGCTCCTGACATCAGCAGCTGGEGACTCCGCTGACTTCATGGTGAGCCC
CAGAGACAAGAGAGATGGGATCACCCTTTCCTTGERACTGI TCCTCCCCTTCCTCC
>non- DHS21
ACCTCTCTGGECTTCCATGCTCCGCCTGTAAAATGEGEECECTATTGCTTCAGCTGCT
GAAGGGAGGEEECTGECT CTGAGAGCCCCAGGACT GECTGCCCCGT GACACATECTC
TAAGAAGCTCGTTTCTTAGACCTCTTCCTGGAATAAACATCTGIGTCTGTGTCTGCT
GAACATGAGCTTCAGT TGCTACT CGGAGCAT TGAGAGGGAGGCCTAAGAATAATAAC
AATCCAGTGCTTAAGAGTCAGG

>non- DHS22

CTAGAGCACAGEGAGGAACTTGTCCATTAGT TTGGAATTGTGTTCTTCGTAAAGACT
GAGGCAAGCAAGT GCTGTGAAATAACATCATCTTAGICCCTTGGTGTGTGEGGTTTT
TGTTTTTTTTTTATATTTTGAGAATAAAACTTCATATAAAATTGGECCCTCTCTTTTG
TTCCTTTGAGT TGGAGT TACATACAAGAT GGGGEGECATTACTCCTTTGGAAATGCCAA
GITTATCCTATGGC

>non- DHS23

TCTGGATTTAGGGT TGCTTCTGAGGAGCTTTTAAAACTAGACACAAAAAGAAGTTCC
AGCCGATTCAGAGAAGCAGT CCAGT CAGCACAGCAGCTCGCGGITTTCCCAGGI TCA
TCTTGACGCATCCTGAGCTACTTAACTTCGGTTCCTATCCCACTGATCGTITTTAGAG
CCTGAACAGACAAAACATCCTGGTTACCAAGACTCGAAGAATGCATAAGCTGGRACC
AGGCAAAACAAACAGATCACT

>non- DHS24
TGGACAATTTGGAGT CTGT CCATGGCAGAT TGGATGT GAGAGACCCACTAGACCTAT
CCCTCTGICTTACCAAAGTCCCACAGT GTCCCCAGGECCATACTCTTTGCCTGGACAA
TAGCAGGCACCCAGTACTGGT TTCTGECCAAACAATGAAGTAATGAATGAATGECEG
CAACGCTGGCTGCATGGACT TCCCCAAGGT CACACAGTGCACTGEGAGTAGTGAGT T
GGGICTC

>non- DHS25
ACTCAGAGCACCTGI TGAGT GCCACCCCAAGCCAGCTTTCTCTTGCTTTTGTACTTT
CTCACAGATGAGT GAGT GTGAGGAGGT CTGECCTTCCGTGCCTGT TACCACTTCCCC
TCCAGGTCCCTGGTGCCACAATGCTCTTGCCCCTGCGGT TGAGTI TATCTCTTACAAC
GAACT CTGGCCAGGGT GEGECATGEECCTAGACCCT GGAGT CAAGEGACTTGEGTTC
TAATACAGCCTCGIT

>non- DHS26

CTGTCCAGAGCACAGATTCAGAGT CTGAGCAAATTCAACCCAAATGCTTCCGGTGCC
TCCTCCGT GCCTGGECAGT GGGCTCAAGT CCCACCAGTCACTTCCTAAATATGAACTA
ACCATATCATGATCTGTGI CGTGAT TGCTGCAGCT GCGECGEGAGCTCTCGCEGAGAG
ACCTGGECAAGCCCTATCTGCCAGCCTCCACCGCCTCCTTCACGGAATTGCCTCCTTC
TTGCTGGAGCTGI TGTGAGAACCAGATGAG

>non- DHS27
CTCCTTCTTGCTGGAGCTGT TGT GAGAACCAGATGAGAACAACAGCCAGCATGECCTG
GAGAGCTTTTCTGCACCCAGCACGGT TTGEECTCTTTTCAAGTGACGCTGCGTGI GG
CCCGGCCAGCTCACCACACTCACACGT GCCTCTCATGCCTCACACCCGCAGEECECC
CACACCCACTTCCACACTCACACCCGCCCACCCCCCTGCTCACAAGTGCGTCCTC
>non- DHS28
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CCTCCTTTGGTCAGTGGT TTTAGGGECACTAAAGT TCACTTTTGT GGGTAACCTGCA
CTGITAGCTGI TGATTTAATTAACTCAGCCTTTCTCTTCCTTGACCAGAACACGECC
AGCCGEGECTGCTCTGCAGACACCCAT TTGGACAGCCGACGGCTGGAGECGTCTGGECA
GCGAGGAGCATGT GGTCCCTGECAGCCACT CGCCAGCCCCGCTGTCGT TGACAGCTGA
GIGITTTCT

>non- DHS29

CAAGGAAGATGACCT AAGGACCAGCT CCCAGCAGAGAAGCACAAGCCCTGGAGT TAGT
ACAGCATGCCCGCATGTAAGCCCTGATCGCAGACT CTACCCTGGAGAGGTATAAGEC
ACCACTGATGATCAAGT CCCAAGGT CAGCAGGECAGCCTGIGEGGAATCCCCATGCAG
TCACCATGGGECCAT CAGT GCGGAGAT GGGAGCGEGTGAATGGAGGAGCTGGAGTI CTG
TGCTGAGGTICTG

>non- DHS30

CTGGAGT CTGT GCTGAGGT CTGGACGAGACAGGECAACCGTAAGT CCCACTTEECCT
GAGACAGT CCCAGTTTCTGCCTGTAGCCTCAGTGTAGT TAACAGCAGTGICGCCTTG
CACTCTCAGATGICCTGGTTTGGACAGTAATTATAGGGT CATCCTAAGGT GAGGATA
TTCTCTAAAGAAGAGGGGAACTAACACTGACTGCATTCCTACCAATGCCCAGEEECC
TTGACACAATTTCCCTCATTTAAGCC

>non- DHS31
TTAAGCCTCACAACAACCCTAAATCCTAGATGCCTCTTCCTGCACATCCAAGGTCAG
AGGGCAGGGAATAGACATTCAAAGAAAGATCTGTGECTTTGTCCAAGTCCACCTTTC
AGGTGCTAACAT GT GCAGCGGEGATGAAAGAGAACT CTCCACAGT GCCTGEGEECCAGC
TCCAGCAGGAGGAGCCGGECAGGAGAGAAATCTTTAGAGTGTTCTCTTTAGCTTACCA
GCCAGATAGGGAAAGAA

>non- DHS32
CTTTAGCTTACCAGCCAGATAGGGAAAGAATTTTATCATGTATGGGGAAAAAATAAC
AAGTCATAATCATAATCATCCACTTTCAACAGTGITTTATAATACTAAAGGGTAGAA
ACTCAAAATAGATGGECCCTTTGT TCAGCCAGACAGAGGAAAGGCCTGGATCTGCAAG
CTCAGGCCCTGAGCTTAGT GT GGAGAGACAGCAGCCCAAGGAAACAGGGEGEGATAAAA
TTGAGCAGCATCAAGAAACCACAG

>non- DHS33
CTGTAACCCAGACAGCTCATCTCAGGGEGCCCAAGGAGAATATTCTGATGT GCAGAGT
TGGAAATCTGGATTTGTATGTGCAGTATCTTGATTCTGAATGCACTGGGCAGGCTGA
ACCAAACATCTTTGGT TTAAATTGGEGECTCAAAGAGCCATTAGT TTGECACCTCTCCT
CCCACCCTCACAAAACAACAAAACAAGCAGAAAGAAGCATGAGCAGGAAAGEECTGT
CCTGGGEGAACTACACTGG

>non- DHS34

CATCCTAGGCT CTACAGAGGEGAGAGGAGGGAGCT TGEGECCAGCCCTCAGCCCACTCC
CTTCAGGGTGCCTGGAGGCTTGCACCCAGGTCTTTTCGGGT CTCAGCCTCAAACTTC
CTGAAGGGAGGAAGGAAAGGAGGGAGT GGGAAAAGAGAGAAGGAAGGAAACATTAGG
GATTGTGCCAGGECGCTTTGCGTATAAGT TCCCTCTTAATTCTCACAGTCATGAAATT
GGTGGAGGAAGACAGA

>non- DHS35
AGTGAAAGGCTTGCGCTAGATAAGCTGCATCCCTTTCCCGTCTTCCCTCTGCCGGGA
TAGGGECCACCACAT GGT TGGEGECAGT GCAGGGGAGGGAGT TTCCAAAGT CTAAGGCTA




39

GGECCATTTCCCAGGGTCTGGTICCCTCAAGGTTTTCTCCTTCCTTTCTTCCCTCCTTC
ACAGAAGCCACAGATCAAAGACT GCCCCACAGCCAACCTCAGCTTCAAGAGCTTCAG
TACCAC

>non- DHS36
GAACATCTGTTAATGCCTCTCAGGCCACTAGGT TCTAGGAACTCAGT TTGGGAAACC
CCACCCTCTAAAATATAATCCTAACTCCTCAGTAGGCATGTGAGCCCTTCCATTGIC
TGCTGICTGCCTCCCTCCCCAGGATCATTTTTCACCTCTCTCTTATACCTCTGACAT
TCGCCCTAGAACTGITTGTGGTTCCTTAAACATGCTGTICTTATTTCAAACTTCAGTG
CCTTTGCATATGCTAT

>non- DHS37
TTTCAAACTTCAGTGCCTTTGCATATGCTATTCCACCAGCCTAGAATGCTGI TCCCT
GCTGTCCTCTGAGT TCAACACTGCCAACTCTTTGAAATGT CCCCAGCTCCCTCAGEC
TGACAAAGT CACACCAGCCCCAATGTTCCTGCAGTGCTAGCTTTATGCTTATCAGCA
CTTCCCCAGACTATAAATGTGITTCTCGCCTGTAAATCGICTTGCTTCTTGCTCTCT

CCTGGECCTAATTCTTCAG

>non- DHS38
CTCTCTCCTGGECCTAATTCTTCAGCTCCTATCAATCCCATTAGATTCCCATCTCCCT
TTAATACATTTCCTCTTTTTTTAAAAAAAGT TACCAAGAATGAGTTTCTTAGI TGCA

TGAGATCAAAAAAAT CCTAAATTCTACACTCAGAAAGAAGAGT TTTAAAACACTTTT
AGTCCAAAAAATGCATGTTAAAAAT GGCACCCCCCCTTCCCCCCAACCCCAAGCATA
CAGGTCTCTTTTCAT

>non- DHS39
CTCCTTGATGATAATGGTAATGACTCCCCTTCTGATGCTAGCTCCTTTCATTGACAA
TGTCTTCCTTTAATGAAACCATTTTATTCACTGACCACATTTCCCAGT GATGACAGC
AACTCGCCTCCAGAAGAGAACCCATTTCTCTGATGCTATCTTCCCTGCAGCTGCTGC
GTGGATGT GCTGEGT GCTGAGCAAGCT GGAGCTCAGGCTCTCATACATTTTGEC
>non- DHS40
CTTCGGTCAACCCACATGTAACTAGGTCCTGTGTTGCTGCTGGGAATATAGT GGTGA
ATAAAACAGT TTCCACCACCAGEGGAGGEECCACCTAACCCAGCTTGACTTCCCAAAG
GCCTTTGACATTTGAGCTCAAACATGAAGAATAGATGATAGGTAGTAGTTTGCTGEGT
GT GGAAGAGT GGAGGT TGGCATAAGAAAGGECTGTCCAGECAACGT TTAGCACATGCA
GTATA

>non- DHS41

GI TTGAGGECCT GAGAGCAGT GT GGTAAGCCCAGCAGGGAAGAAGCCCCCTATACTTC
TCTAAAGCCT GGGT GCCTGCT TGAGGAGGGAAGGECAGGAACCCAGEEECAGEEGAGG
GGATCTCTTCAGCAATTATGATGACCACTGTAACCT CCTGECCCAGGGT TCCCAGGA
TACTGAGT AAGGGGECCCAAAGACTATAAACCCAGCTGTGAGAATGCCTGITTCGCTG
>non- DHS42
TGECTTCTAGGGAACAGT TAGTTGT TTTGCACATAGGCGAAGGAGGT AGCGEGECAGEC
ATGAGGAGGECT GGECTGCCATGAGCAGACCAAATCAACAGCCTCCCAATCTTCCTAT
CTCCCCACCTCACCCCACCCAGCTCCAGTATGATAACCAGGECAACT GCGEECCCAGCC
CAAGAAAGCCCACACTTGTCCTCCCT CTGCCCACAGCAACAAAAGCAGTGCAAG
>non- DHS43
TCAAGCCACCTCACATTTCTATTGGTCCTCAAAATTAACTTCCTCCTCCTGGAATGG
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GAT GGAGGGAGGAAAGCCCTGCCTCAAAAATTACCAGT AGAGTCATCAGCCCCAGT G
GTAGCTGAAGCAGTATACACACCCAGGECATGCAAAACTCACACACGGCATGTGTGCA
TACCCACTCCCACATGCACACTCTCACACACTGACACACAACACTCACACTCAC
>non- DHS44
CTCACACACTGACACACAACACTCACACTCACATACAAAGECACCCACACATGITCA
TACATGCCCGCACTCATACATGCTTGCAAACTCATGCACACAATCATACTCCTATTC
TCACACTCACACCTTCTCTCACGCACTCACACTCTCACTCTCATACACACTGTICACA
ATCACATACACTCACATGCAGTCTCACACTCATGCTCCTTTACATACTTACACGTGC
ACA

>non- DHS45
CAGTCTCACACTCATGCTCCTTTACATACTTACACGTGCACACTCAGACTCACACAT
TCATGCGCACTCACACCACCAGCCATCTTCACGCCTCTCCCCACCCTTCTCCTTCTC
ACCACCTTCCCCACTCTCTAGTGGT CACAGACTCATTAAAGAGTAGCAGAAACACAG
GAGGCCTCCAGGECTCTCTGGAAGGT TTAGGTATCTGGGACAGGAAGAAGTAGGAGC
AGGGAGCTCT

>non- DHS46

ATCTGGEGACAGGAAGAAGT AGGAGCAGEGAGCTCTTGT CTGTCCAGCATGACAGAAT
CCCCAGGGAT GECGEEGAGCT GGECCT TGCAGCT CAGGAACAGT GECGEEEGTCACT G
GTGCTACAGCCACCTTCTCATCAGGAAAAAGGAAAAACCCTTCAAAATGGTITCTTTT
CAGCTAGI GCCCCCCAAAT CACAGCCCTGGAAATGAAGGAAAGGAGGAGAAAGAACC
AGGACAGAGCAGGT TCCTCTGACCACTTCAGGAGA

>non- DHS47

GAATGACT GAGGEGT GCT GTGGGAGCCT GAGAAGCCT GCTGEGEECTTCAGATCTGEGEGE
GACCCAGAGT AGAGGT GTAGGT GGGAGGECCT GECCAGCCCCAGECCTGCTACTCCT
CCCCAACCCCACCGCAGCCTGAGAAGATACATACT GACCCT CAGGT GCCGEEEEECAT
GGCACTCAGATCCACGEECTGCCCCTTCTCCAGEGECCTCCAGGACAGCACCGAATCT
CTGCAGAAGT TGGAAAAGCAGGTGTG

>non- DHS48
CTCCCGTGTGGATGTAACTTTTCTCAGTGACACGGTCCTCTCTTGCAAGT GGTGECC
ACGGGGTGT TTCTCCCTTGCCCAATAAGAGGGAAGGCTCATGTGAGAGCCGGATGEC
CTGCCTGGECCGECAGATGACCACTTCCCTCTCAGACCCCTGGEGACATCCGAGATGCA
GGT GAGGGEGTGEGTCACCTCCCCCACACCCTTCCAGAACTTTCCAACCTGITC
>non- DHS49
CCCTGTGCTTATGTTGCATTAAGT CAAAAGCAGAGT GGTCTATTGATTTAGGAAACA
CTAGCCCAAGGGGAAGAAATGACTAGAAACAAAGGACTAAATGTTTCCATGT CAACA
GAAAATAATGCTAGCAACAACAGCCACTGCAGTAAGCGCACTGGTCTCTCTTAAAAC
CCCAAATCGCCAGCTGI TCGECTCAGAACAGGT TGGAAAGT TCTGGAAGEGT GT
>non- DHS50

CAAGTCAGGCCATGCTACTCTTTCGECGGACTGCCTTGT TTAACCTCCGRAGTGCTC
TAGACAGAAGGTGCCACCGTAATCGCCTTTCCTAGATGAGGAGACAGAGGCTCCCAG
AGGGECCT GAGCCCAGGGCCCCT GAGGAGT GAGAGCAGCAGT GGGAATGGAGCCAGEG
TTGAGGAAT GAGCCCAGGECTGI CTGATAGCAAACCCCTGECCCCTGTGCTTATGT T
GCATTAAGTICA

>non- DHS51
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CGAGTACCTGGATGCACCTTCCCCCTGI TCCCCGTAATTGT TACTGCTCAGICCTGC
TGECTTCTGITCATTCGCTCTGCTTCAAAGGACTTTCTCTCCTGGAGCCAGATTGCC
TGAGI TTAATCCAGGT TTCCCTACTCGCTACTACTACTTACAGGCCTCTCCATCTCC
CTTCCAGCCTTAAACACCTACTGAGCTCCCCTGGAATTCCCTGTCCACGTI CCTACAC
ACTCTCCTCATGGAGTICC

>non- DHS52

TCAGICTTGI TTCCAAAGGCTGTAGT TGGAACTGTGCTTTGTAGT GT TCCCCCGCCT
CCCCCCCT CCCT CCGCCGEEEEEAGERAGCEEGAGCT GECCGAGATAGGAGAGAAAGCA
GCGAGCGCGATGTGAAGGECTTTGGTGCTGAACT TGGATCCAGCCCT TGCCTAGAGEEC
GCAAACAATCGI CCCATATCCAAAAGT CTTACGAAGGGCGCCAAAAGTTACTTAAG
>non- DHS53
GTCACTGAGTGCAGAGAAAGGAATTTCTGTGATGATTCCAAACTTAGAGT CAGTGCT
AAGGAAGAAT CCATAGAGCTCCAAGGACTTCAACCT CAGGGGAGAAAAGCAGT AATT
TATGGATCTTTCTAGAAATTACGGT TGEGT TCTTTCCCCTCTCAACCCAGECTTCCT
TAGTCACGTGACTGGAATTTAATTATCAGT GCCATAAATAATCTTGTGAATGGAAGC
AGTGTATTTG

>non- DHS54
AGTCTTTGCAAGAAAACTCCAAGGTATTTCATGTAATCAGATCCAAGAATATGAACC
CTACCAGATCTTTAGACATGCCCAGAGAAGACCGAAACCAAGATGI TCAACATGTCC
AGACAAGTAAATCTAAGACTAGAGACATTTATCAGTGCAGGATACCTCCCCTATCTT
CACGATTATCTGCTAACAGCTATACCCTTCTTCTTGGAGAAATTGCTCTTCCCCCTT
TCCAAGTAGI TGTGGTTGGACTGCTGGT TATA

>non- DHS55

CATATGCAAGGT TGECATGAACAATGEGTCAGGCTGICTCTTCTTTTACTGTGCCAA
TCTTAGATCTCAATAGGGAGATCAATCCTAGTGAACCTGATTCTGGEGECAGTCTTCAG
ATACCTACAGCATCTTCTTTCCCAGATTTGAGCACTTATAGTCTACCAGGAGCCACA
CTTAGTGATTTAAAGTCATCTGI TTTAATTCTCACAGCAGCCGTATGATTTCAGTAT
T

>non- DHS56

AAAAGT GTGATATCTGGGECCAAAGATTATATGTGCTTCAAAATGTATTTTGTAATAC
CATATTATTTTCTAGCAATATTGTAGCAAATCACATTCTCAGAAAAAACAAAGAAAA
AGCCCAATTCTGCATGT TATTGTCAGAACTAGATAACTTCGATTTTCAACAATTTTA
AATTTGATCGGTAAGACCTTTTTTTTAACTTTCGI GTCCAAGT GCCCCATAATTAAG
>non- DHS57
ATGTTTGCTCATGGAGCAGATTACTCCTTGGCTGGECCAACAGACTTAATTGTTTAAA
ATTATCCTAGCCAAAAAGCCAAGGCTAATCTGCTGCCTATAAAGCTCACATAACATC
TTTGGTGTTTTGECCTGEGATAGGT GACAGATTTTCTATTGTCCTGGT TACCTTCCT
CCCAGGAATGAGATCACAAGCAACGT CATGGAGTCATTACTACTATATACACTCTAC
AGGTCAGAGATTGGTCATGG

>non- DHS58

GTATTGECCTTGTCTTGGEGGTACT TTGGGAGAAAAAGCCTTTTGICTGTGT TGATAG
AATAACTTGACATTCAAGTGCTGTI TCTAAGTATTTCCTGATTTTTACAGI CCTAAAT
GGATTGECTTCTTTCTGGTACAATAGGT CAGGCTACATGTGAAACACTTCTGCAGI T
AAAAAAAGAAACAAGAATGTAAATCATGT GCCCTGT TAAAAGCAGCCAGI TCCTAAG
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ATGATTT

>non- DHS59
GACTGAACTGCACTTTGGTTTCATATTATTTGCTCTATAATATCTGAAACCATGATA
TGATTAACTTATGTGATGCTTAAGACAAGT TTAAAGACACAAGATGGGAAATAAAAT
TTGGGAATATTTTTTCATGGEGTAATGTGECTAATGTCTCTACCTTATTCTCAGCAAC
ATATTAGAGTATCATATCTAGAAATGTGTAAGAACACCAATCACAAAAACATGAGTC
TGCTTAGT TAACACAGAACACATGGAT

>non- DHS60

GICTTTTCCGTI GGTAGAT CAAACGCGAGGGEGAGT GAGGAGGECGAGCAAAAGATTGTA
ATGACTGAAGCTGITTAATTGTGATTTGTGGACGT TTTCCTTTAAAGACATTGGCAG
AGTTGGEGCTAGAACCTGGAACTGCCGGATCTTGGAGTCATATCGGGCATCTATCATG
AAGCCGAATAAAACCATAGAACCATCTGCCCATAAATCTCTGCCTGTATTAACTGGA
GIGGTCGCCTG

>non- DHS61
AACCATACAAAAGGT GGAGCT CTGEGAGGCT TGATGACT GAATGTAAGAATAAGGAA
GCAGATTATTTATTGCTTAGAATCTTAGATTAAGGCCAGCAGCAAAGAGACACGTTT
CTATCCAGAATGCCTGI CTATCAGCAAATAAGAAAAGCAAGGTGATTATGTAATCCT
GGGEGCAGGAAGCCCATTTTGT CTGTAACTGGAGCTCTCTGATTACTTAGATTCAAAT
CCAGAAACTAATGGECCTT

>non- DHS62
AATCCAGAAACTAATGGECCTTGCCAAACTGTGGTCTAGICCTAATTTTCTGICTCA
TTGAGI TTCTAGTGCTAAAGCTGT GATTGACAAAGATGGATATTTAGGCCATTGGAA
AAGGATTATCTAGAAGGAGT TGCTGGGGAACATGACACT CCCACAAGCTTCTCCAAG
GCATTTTTTACTCTGCCTTCCCTACAAAACAAGAAGATCCCTTCCCACTGGEGAGECA
AGTCTAACAGCCAGGATTGAAG

>non- DHS63
CAAGTCTAACAGCCAGGATTGAAGTATGGATAAGGAAAGACAGATTAGGAAAGAAAT
AGCTAGCACTTTTTGCCTACGTCCCTTTTGTACTAAGT GGCATCGGTCATTAAGAGA
AGGATAGTCAGATTGAAGAGCCTAATCCTGGGT TCTGAGCAACAGAAAATTGATGEG
CCTGGTCCTCAGGACTTATTTCAACTATTAAGAATATGCAGGCTTCCAAGGACATTG
GCCTTACAGTGICAGTCAG

>non- DHS64
CATTGGECCTTACAGTGI CAGT CAGGGT TCCCTGTAGCTTCAGGATTAAATATTTGCT
TAGAAAAGTAGCCACTGTATGECTCTTATCCTAGAGATCTCTTTCTTTCCTCTTCTA
AGTAAATGATTGTITTTCTGCTATCTTCCCATTTTTGITCCATTGT TGAATATTGGEGEC
TATGGCAGAGGT TAAGT TTACCATTTAGI TCATAGATTGTAGGAAGATGAGATGTCA
CCTTTGGACAGGAGAGGAATGGATA

>non- DHS65
GITTTCCATTGAAGCACACACTTCTCCCCATAATAATATAATGCACAGCACCTGICA
GGGATATTAACCATACATACCCACTCAAATGCTCCCTTTCCCACCAAGCTTATTAAA
ATAATAGT TTGTGGECCACAATTTCTTCCCTTCTCATTTATCCAATACACAGCAATCT
TGTTTCAAAACTCCTATGCTGCTACAGCTGTCCACAGTCTCATCATACGCATTCTTT
GC
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>non- DHS66
GGCCTTCGAAATCAAGGTATAAACTACAACAAAACACTTTCGAGATCTAGI TTGATT
GAAGAGTGCATTCTTACTTATTTATATATTCTCTGCAATTTCTGATTCAAGATAGTC
CACAATTCTAAAGGAAAACCAAAATAGAATAATAATTACAAAACAAAATAAAAAGTA
ATTGAGGAAGATAATTGAGCAACTTATTCTTGACAACTAGCTTTTTAACAAACAGAA
AAGTGCACTAAAAATACTGCCTAGI TGTTTAAAGTAGECTG

>non- DHS67

CCTGAAGT TCCAGAGTCTCTTAAATGCTAAAATATTAACAATACCATTCCATTTTTT
CCCCTAACACTCAGAAGCATACTGATACCCATCCTGTACACAGCCTTTTCTTGCCTG
ATAACAAGAGCACTAATGACAGAGCTATTGCATCAGGT TGATTAATAAACCCCGTCT
TAGGCAGCCTCATCATGT GGATAAAGAAAAGGAGT TAAGATGATGT TCCTGCTGCCT
TCCCCAACATAGAAACACACCCACAACA

>non- DHS68

AGAGT TTGGGTCTACAGGTGATCTTTTTTCCGGACT TTTAGCAATTGCTGTGGAAAA
AAACATTTTTTGTCATTGACATTTATTTATATATATAAATGGATGAATGGATGGATG
GATAGATGGATGTIGTATTTTTGAAGT CTAGTGGAAATGT TTGATCTCATCCTGGAGC
TAGAATGATAAATACTGI TTTCCT GGAGCAGAAT GAAGCAGGGAGATGT GTAAA
>non- DHS69
AAAACATGGATCATCACTCGAGACAACGATTTCACATCGICTTCGITTTTGATGICC
AGTTTCCGAAGCATGCCTGAGAAAGAAAAGCATGCAGGT CCTCACGECCTCCTTTGT
CTAAACCGGCGCAAGAT TCGECCTGCCCACCCGCEECEEEAAAATCGCTACTGEEATT
TACAGAACTCAGGT TGACCCCACTTGAAATTGACATCCCACCCTTTCCGGTCTTTGA
ACAAGAGCTGCCATTT

>non- DHS70

AAAAGGAGT GECTGECAGAGT GT CCTGECACCAGGAGGEGACAT GAGGAGAGACCAG
TGGACCAGT GCATGGAGCCT TGAGGAGAAACAGGACAGGAGAAAGGAAGGEAACTAG
CATTTATTAATCACTTACTGIGTGCTGGEECCCTTTGCAGGACACTTTATGTAAATCC
ATGCTTTTACTTTGIGTAAATATTCACAGCACCCACCACAGGGAAACATTATTATTC
C

>non- DHS71
GCCTCCGITTGITCCTTTACTTACTTGTGAAACCATCTCACCAGCCTGECCTAGAGC
CCAAGAAAATATTATGGGCATGT CCTGGAGGT CCAAGGAGCAAGAACTAGCATCCTG
AAGAACAAAACCT CTGCTGAGCTGGAGTGTAGT TGACTGACTCATCTTGGTTTTAAA
ATGAAAGT CCTGCATTCCAGGAACCCCTTCAGTCCTTATTAAAAAAAAAAAAAGATT
ATTGGT CACTCAAAGT GCAAGAATCCT

>non- DHS72

ACAAGGAGGAACATTGCTGT GATCTGGCAGGAGCT TTCCACTGACTTCCACCTGGAA
CCTGCCATGGT GECTGCAT TTAGGGAGCGEEECAGAAGCAGACACCAGGACCTGT GT
GAGAGGCAGCTCAGCT CTGCTGGAGGCCATAGGEEGAACGT TGCTGGAGGGACATTA
CTCCTGGEGTGACCCACT GGAT GGGGEGT GGGEGAAAT TCTCCAACAAAGT TAACCT GG
AATTGGTAGT TTTGACAACG

>non- DHS73
CATCTGITTCTTGGAGGECT TGCCCCACAT CAGGT GEGT GGGACACACCCAGGAGECT
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GTGCTCAGGATTTCTGGECCAGT GTCCCAGGT CACCAGGT CCCACCCCACCCCAGAGA
CCTCACCTGGAGTCTTCTCTGGECTCAACCTTGATTTGAGGGTAAGGCAGCGGTACAT
GTGTAGTAGCAGGT CAGAAAAT GGGAGAAAAGAGCACT GEECCTCTGGACCCAAAGA
GGATGGAGT TTCAGACT

>non- DHS74

GAAAATCGT TTGACCTCATCTATGCCCTGAAAAAATATTTGGGACTCCCAGGATTTG
CGGACCACACCTTGAGAACTGI TATGT TACTCAATGGECTGGECATACAGTAGGAATCA
GATAATTAGTATGGACT GAAT GGAGAGGCCT GGRAGCT GGEGAGGAAGT GEEEGET CG
GGT GGGAACATATGGATGCCTTTCAACCCAGGTGAAATTTGGEGGATTGTCCACGTGC
TCCTCC

>non- DHS75

CTTTCAACCCAGGTGAAATTTGGGGATTGTCCACGT GCTCCTCCATTCCCCATGI CA
GTGTAGACAAATGT TGAGTCATAGT TTGCAAAAT GCCTCTCAGCTGGEGCCAGGAGCC
CTGGTTTCCCTGCTGGACCCACCCCT CACCCCTCCT TCCCAGGCAGGCAGECAGECA
GCGAAT CCGGEEGAGAGGT GECTGCAGCT CCACCGCCCT CAT GGGEEGAGGAAAGT GCC
AGACATTTCTTCAGGACCATC

>non- DHS76

GGAAAGT GCCAGACATTTCTTCAGGACCATCCATCAAGT GCAGGECAGGECCTCTCCCC
TGACCTCCCAGECCTCTTCCTGGAGT CCACCCT GTGEGACCTGGACGTAGEGTGECC
ACTGGGAGCTTGGAGGT CTGECGT GECACT GCTCCCTGGTACACGECTGECAGITTG
GCGATAAAGAAAGGATAAATTGCTCCCCTCCTGTCCAGTGACTCTTGTTTTGTGCT
>non- DHS77
CAGTGACTCTTGITTTGIGCTTCCCGCCCACCCTTTTTGECACCAGT CAGGCTCAAT
TTATCGGCGAGAGGGAGCAGACATGGTCCAGT CCTCTCACCAGCCAAGCCGEEGATEA
ACAGCACT GGGAAGGCCTAACCAAGAGTGGT TGT CCTGT CAACCACAGCTACTGAAC
TTCCTGATGEGECCCCGGTGECCCTGTAGCCTCCCATGCCCCAGI TCCTCCCCACAAG
GCGGAGCAGACAGCCCCTGAAGAGACTG

>non- DHS78
CGECCAGAACATTTCTTGATTACCATGATAGACTTTGGAGATACAGAGATGTCAAGA
GACTCGACCCCTTTCAGGT GGAGGEEGAAAGCAGGAGT CAGTGAAGCAGI TGCATTG
ACAACTAACCATGAAGGCTTGAGATTATTGT TAGAACAGAGGTAGTCATATTTTTAC
AAGGACAACAACCAATATAACT TGGAGCCAGAGGAAGAAGGECTCCAGGAGTCTG
>non- DHS79

CATTAAAGACT GTGGGACCAGGACCCTAAGTICTCCTTTCCTTCTGEGTGEEGAGTTC
TGEEGT TCTTGGTGTGTGGGAGAAGT TTTATAATTGCTTCCAAACAGCTGGGT TTAA
ATATAAAATAGACACACTCATTTTTGECTCTTGGTI TTGT GTGT GGGAACAACATGAG
TGCGAAGGAAT TTCT GGGT GCAGAAGGAAGCAGCCGEEGATTTGACCAAGCAGGGTA
TCAG

>non- DHS80

CCAGTTCCAGI CCATCCAACTGGATGGTAGCTCCCCCACCGTTTTCTCTCTGCCCTG
GI'CCTAGGEGEECAGGEGETGCGTGTGCGT GTGTACGTGCGTGTGTGTGTGTGTGTGATC
ATCATGICTACACCACCCACCACCATCACCCCTATCCTCCAGCTTCTGCTATAGCCT
GGGAGT TCCCAGCCTTTTAGI CCCTGTCAGGATAGI TTCATTCTTGTTCAGCTTTGG
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GGCCCACACAATTTCAGTACAAAAGSEG

>non- DHS81

AGGTGAGATCATGGCGAAAGACT TCTCACATATGTATGT TAGGGGTACAAGATCTGTG
GTCAAAATGEECTGTGT GATCCCAGACAAATCACTTACCTTTTCTGAGCCCCAGT GG
TAACT CAGGATACCCTACCTGCAGGCT TGT GGAGAGGAT GRAGGEEGT GGTGGGAGA
GTACTTGTGAACT GTGEGGTGACATGAATGT TGTCAGT TGT CAGGGAAGGCAAGT CA
TGTCTAGT GGGACTGAGATAGAGCTACCCTGCA

>non- DHS82
CAGAGGGACAAAATGACCTTTCTTTCAATGCCATACACCACTTTGICTAAGGCAGI T
GAGGAAGGGAAGTAGATATAAT GGAGCT TAGT GGCAGAGCAGCTGGAATCCTGAGAG
AAGAGAATAACT TTAGT TCAGAGCAGGT GGGGAAAT GAGAGATTGAGTAGGAGGACC
AAGGT TGAGGGAAGCAGATCTTCTTAGT TGCTGT CAGCGECTGATGEGGAAGATTGT
TGGTAGAAG

>non- DHS83

CTTTTGCTGCCTGTCGT CACCGCCACCCCAACAGCCGGEECAGGCATCGCTGCCECCA
TCTTGGAAGCGEECECT GCGEEEEECEEEGT CTCACGT CAT GEEECEEEECCT CAEEG
CGGAGCCACCCGGEECTGACTAGGCACCCGEGET CCCAGACACCECGT GECCEEEEECTT
GT GAGGGAGCAGCGCCT GAGCCTGCCCACCT GGAACGCGT TGTAGGECGACCCCCT GG
GCGAGCGGEGTGCTAGEGT TCAACTCCACTACGCAGACT

>non- DHS84
GAGGCTCATGGAGAAAGGAAAGGCAGGCAGAAGGGAGGGAAGCAGAACGECCAGAAG
TGTAAGT GGGT GGAGAGAGGGT GAATAGEGGT CAGT AGGACAGACAT GGCGEGAGEA
CACCGCAGGACACAGACT CCAGAGATGCCTACCTTGECTCTTCGEEGTCTGEEECTG
GGECTTCCAAGAGGAGCCT TGACGT TGCACAT GGGACCT TGACCGCTGECAGGACTC
TTCCGGCGTAGGATGT

>non- DHS85

CTTTTGI TTCAACAGAGGGCAGTAGAGAACAGCAAACAGT TTACATTTCTAAGCCCA
GAAGAAATAAAACAAATCCATTTACAACATTCTCCTCAGGT CAAGGTACCCAAAATA
TGECACACTGTGCTTCGTGTGTTCATAAAT GGEGECATGT CCTTGTGAAAGTAGGECA
GATCCCGGAGAGT CAGCGACTCGTAGACGACCCTTCGTCTTGTGAACAACAGTTT
>non- DHS86

GGITATCTGGT TCCTTGCTGATCTTCCTACTACAATGTACTCCCTTAAATCAGAGEC
AAAGCAGCAGCATAAATAAGGT CTTGGGAAAGACTACATTCCTTGGAAAATAATTTA
ATATAAATCTGITCCTCTCAAGTGICTTTTTTAATGTGATTTTTTAAAATTAAAAAA
TAATAGCATCATGACTCTTGAAACCTATATAAATCAATAGGAATGCCTTTTAATACC
ATAATGAACATTGAAAGCTGAGTGI TGTTATTACCACC

>non- DHS87
ATGTGCATTCCTGGAAAGGAGT CGEGT TTCAGAGCCTGATCCGCAGCGTGECTCCTC
ACAGCACT GCGAGCCAGAGCT TGECGECECECEET TCCGT GGGAAATCTGAACACT GG
CGGECTCAGCAGCCCGGTAATCTTATCAGGGECCGCAAGAGAAAGCATTTTGGT TCCAG
AGAAAT CTGAAGGCAGCTCCGCTTTTCTCCAGTAATAATATTTAAGTCTGTGGAGCC
AGCCT

>non- DHS88
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CCTCTAAGTCACAGTTTCTTTCCTTGT TAAATGAGAATCCTGGTACCTTCTTTAGAA
GAGTGTATGAAATGATGTATGTGAAAATACTTTCTAACTATGTTTACATGCGCTAAT
CTTGCTTTTTCCTTAAAGT TGATATGTGAAGT TTGAAATGT TTAAAATGIGTATTTC
AGTTTTAAGAAAACTCTAAACATGATTGTGGTTAAGATTGAAAAATTAGT GGAGCAG
TTGICGGTATG

>non- DHS89

GCCTTCAGTI TTGGAGATAGGGTAGGGT GCATGGAGECTAGGECTTGECATCAAATGCA
GGTI TCTGGEGGTCACCCTTAGGCCTCTCTTCCCTGECTGAACCTAGGEGCTTGGEECCAG
CAGGAGGECCTGCTGGAGCTCTGCCCT CCACCT CTGECAGGCAGCCCAGECACCTGGT
TCTTGICCAGCTCACAGI TCTTGTACTCAGTCTCTCCCTGCTCCTGGAAGGT GACAA
TGACGAAGCCCACAAAGATGI TCATCAT

>non- DHS90

CTCAACAATCAAGT TACGGGACAGGAGT TAGGT CGECGCCAGGAAAGACCAGACCCA
ATCCTGGAATGGCCCTGCCTTTCAAGAGGT TGCCCCATCTATCCCTAATCAATCAGT
ATTAACAATCTGCCCTGTGEGCAGAGAGGCATACACCTATGEEEGACTGCGTGCATT
TTGTCAGAGACCCCTGGT CAGGCCTACTTTGGAGT GACCAGT CAACATACCATCAAA
CCAT

>non- DHS91

GGAGTGACCAGT CAACATACCATCAAACCATCAGAGAGT TGGTGEGTTTGT TGGACG
CCTGCCACAGGTAGCAGTAGCACCGT GEEEECTGCAGAAGEGECAGECTGECTELCCTG
GICCTACCTGACCATGTI CCATGAGGGACCTAGGCCCCAGCCATCACTCACTGAGECC
ATCCCTCGAAGGT GGAGACCGT GAAGAGGGACATCATGECTGAGAGCACATTGT CA
AGTGGAAGTCGCTGIGTAC

>non- DHS92

GAATCTGGTCTCCACCTAGACTGAGGT CCAGACATGCTCGATTTCCTTTATCATGGT
GAAAAGAGCAGGEGEGT CCCCAGT GCCTAGTGACCACCAGCAAGATGAGECCCTTAGCG
CTGTGGAGCCCCACCCACTAGEGTGT GTCTGGACT GCTCAGT GGGAAGEEECAGEEC
TGTCAGTCATTTCCCTCCCTCTGCATCATCACCGACACTCTTCTGGECAACCAGTICTT
TATTCA

>non- DHS93

ACAAAGT TTGGECTTTCCAGT AAGGAAAGGEGECT GGGECCAGAAT GGTAT GGGGAAGG
GAAGGGEGECAGAGCT GGEGAGT TCTGGAAAGAGAGGECAAT CCTTCTGCCCAGCACCG
TGGGECTTACATAAT GGECT GGAGGT GCGEGEECAGCCCCAGCCAGTGAGTGTCCAGA
GCCTGAATCCTGI CACCTTCTCCAAGAGGGT CTCTCAGGT CTGGGAAGCAGCGGEEECA
TGGAGAAGGCAGT GCCTATGGAAGGGEEAG

>non- DHS94

ACGCTCCACTGTGTGCTACAGTATACATCAGECATTTCTAGT TCTAGICCTAGTICCT
GCTCTTAACTTTCAAAGGCAAATCAGGT TCAACCTCAATGT GAAAGAATAAACAATA
AATCAGAGAGCATTTATTATAAATTGCCAAAGAAGGT TTAGT CCAGT CAGCCAAGGT
GCCCCTCTATTTCTCAAATGCTAAACCCACTCAGAATGAGAGGAGCTGCTCCATCAA
CCGAGTAGATCCAGA

>non- DHS95
GCTCAAAGGAGCATTTTACAACAGGAACCATTATCCCTGGTAGCTTGACGT CCAGCC
CTGACACGATTTTCTGATTGACTAAAAT TAGGGT AATGAGT TATGAGGGCAGAGAAT
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GCGAGCTGCGATCCCTGT AGECGEEEEECAGTACCGCCTCTTATTTCCTCTGCCCAGGT
GGT TAAGT TGGTAGATTGEEGT GTAGGT GT CTCTGGAGT TGGGECAGCAAT GGGT GGG
GTAGTAGAAGGACACCTGGTCT

>non- DHS96

CACAGCGCCCTCTAAT GAAAGCGCCECCECCECTGCCTGEECCCECTTECCCCELCTG
GCCCGCTCCCCCTACCCCTGCECCAGCGAGT CGEEECCCTCAGEEECTACCTGGACEC
TCGGCCAGGACCTCAGTGAGTCCAGAACATACT GAGGGAAAGEGCCGCTCGGAAAGA
TCTAGGAATGAACACCCATCCTCACACCCCAGGAGTGCCTTGGITTCAGITGAG
>non- DHS97

ATAGGT CAAGAGAGGCAGGTCTTCACCTATTACCCCCCCAAACAATATGCTTCCCTT
CCCTGTITTCCTCTTCAGGATTTTCAGCAATCACTGCCAGATGCAATCAGACTCCTTG
AATAGGAGCAACTGAGGCTTGT TTGTGECTCGGATTCATTAGAAT CAGGAGECTGAA
GAAAGGAATAAATTACTTAATTGCACAAAAAAGT TGCAGCCAAAGT GATGGTGAGAG
AAACTGATTGTIG

>non- DHS98

CCTAATAGT GTGAGCTGGGGACT TGGAGCCCT GAGGT GCTCCCTGEEEGT GAGEEEC
AGTGAAGT AGCACCAGT GGGACT TAGGGEGEGACACAGEEGAGCTGCTGECCTTCCCTGG
CCCAAGTAACACT GGGAATCAAACAGT CCCTAGGGTAGEGT GGGTAAAACAGGAGEC
AGGGEECTTCTCTGECCCCAGT CTCCCAGGECACCAGECAGTGTGGTGCTGCCTGACA
CAGAC

>non- DHS99
TTCAGAGGACCATCTTTCTCTTCCTGCAGGT GT CAGCGGAAGCAGT GECGEGT GGAT
CTGCCGGECCACCAGCGT GGTGATCACGT TTCACAATGAAGCCAGGT CGECCCTACTC
AGGACCGT GGT CAGGT GAGGCCAGGAGATGCATTACCTGTCAGGEGGTGT TAAGACAT
TAGCT GTGT CCCAGGCACAGT CAGACCAGGGECTGICAGT GGEEECTGCAGACAGEGET
CTCCTGACTGCTCAGCACAG

>non- DHS100

AGACAGGGT CTCCTGACTGCTCAGCACAGGGTGCAGTGT GTAGCTCCTCCAACCAAG
GGT TAGGACCAACATATGAGAATTTTCTACCCCAGGECTAAAAGTTTATACCCCTAAA
AGACCTATAAACTTTATCTTCTTGICTTTTCTTAGCGT GCTTAAGAAAAGCCCGECCC
CATCTCATAAAAGAAATCATCTTGGTGGATGACTACAGCAATGATCGTGAGTACTGA
CACTGATTTTATCCCTGIGTCTGG

>non- DHS101
CACTGATTTTATCCCTGIGTCTGECTCTTCTCTGEECACCAGTCTTCCTGTAGT GGG
GGT GCTAATGAGGCGT GAACAAGCCAGAAAT CAGATCCACAGAAAGAAGAGGTGCCT
CTGTGATGCCCCAAGGAGATAATCGGECCCTTAGATGATTGAGAATACTATGGTTGAA
TGCAAAGCCCTTTATGAACTCCAGGT TCAAAATGCTCTGCTTCTTTTCTTTTCCTAG
CTGAGGACG

>non- DHS102

TCTGCTTCTTTTCTTTTCCTAGCT GAGGACGGEGEECTCTCTTGEGGAAAATTGAGAAA
GTGCGAGT TCTTAGAAATGATCGACGAGAAGGTAAGATTCTTCTTAATTCAGCGCCA
AGACAGTI TGAATTCTGACTTTTCCTGTAATAACATAAAGAAGTGCTTTAGCTCAAAG
AGCAATTAATTGTCTAGCTTTTTTCTGICTCCCTCTACCAGAGCCGCTTGGGAGACT
TCTCCCAGCAAACACAGG
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>non- DHS103

GAGAGGATTCTCCCAGAGATGAAGT TACTATATTGITTTATTCCTTTCTACTGICTT
CTTTGCTAAAATGT TCCCACCTCCCAACTTAATAAAGAAATCCACAACCCTGTCTCA
TGCATAAGTAGCTATGACCCATCTCTCTCCTTTCATTCCCAATCAGTAGT TGTGAAT
GGI TTCCCACGATCATCACCTTCACAGCTATTCAGCTCTTCCACTTGGCTCCACTCC
ACATTGCTTACTAAGGTCA

>non- DHS104
CTCTTCCACTTGGECTCCACTCCACATTGCTTACTAAGGTCATTAGTATCTTTACAGT
TTCAGAATCAGATGGACATTTTTTATTCTCTTCTCACTTGAGAGGCAGIGTCATGTC
ATGAAATGAACCTCAGCTTGCTCCTTTTTCGAGATTTGACTTAAATGTCACCTGTTT
CAGCAAGGCACATGCTGACATGTICTTAGAAGTGTTGGEGTACAGITTTCTCTTTGIC
>non- DHS105
CCGACACATACATTCCATTTAGAACTTTTGTICATTGICTTATCATGACTTACAGATC
TGTCCCCTGCAGT GGCATACGAGGT TCTTGAGGGECAAAGACTATATCTACATTAATC
CTGTCCCAGTGI CCGGCCAATAGAAGGTATTCAGTAATAGCTATTGAGT GAATAAGT
TAATGAATGACTGAATGAATTAGTAAATGAATACTCATACATAAGTCTGGAAAACAG
AGACACGAAAG

>non- DHS106
TCTCAGCTAAATACCAGGCAGACCAAAGATGECTGTTTATTTTTCTTGTGCTTCAAA
TAGGCTTACAGAGAGCTCTGGTCCAAGGCGTAATTATACGGATGTGGTI TGTGCTTCA
GT CACACCAGGAGGGACCTGGAAAAATACT TCTGCGAATGECACGT TGACT CCCAAG
CCACCATAGCAAGACTCCAGAGCATGI TTATAAACCACAGCTTCACAACAGGAG
>non- DHS107

TAAAT GTGAGGCCACATGAAAGACAGTACATCTGTTAAATTCTATAAATTGT TAAAA
GCAAAAAAGGGAAAGCTTCAACACCCCATCCCCTAATATTTTGAGTATTAAAAGCAC
AGCTGAAATATTAGGATTTGAAATCTGATACTGCCCATGTACAGTAAGTAGCTTTGT
GACATTTTTATCCAGCTGTGGAGAATCTCTGCACTGICATCAGGTACAACAAAAGAT
CAAACCC

>non- DHS108

AGTTGGTACCACACATGCATCCTGCATGTI GTCCAGATCTGGGAGAACTACAGGATCC
CAACTTGTGAGGTGGACTCCACAGT TTCCTCGGECT TCCTGCAGACGCCTGCTTGGT
ACCACCTCTCCAGT GT GAGCAGAGCAACCT CAGGT CCCCTCAGAGGATAGGCAGCCA
CTCAGCAT GCAGGGECT GAGGT CATGGACCCCAAACATCCCATAGGGTCAGAAAGAG
>non- DHS109

GAGAGGT TCTTTACGGAGT GT GTGATCCGCATGAGATGECATGCCGAGT GCCATCTT
TGCATGECTTTATTTTTACTTTTAAAGAT GAGAAAGCTAAAATGGAATGTCTAAAAG
AGTATACAGGT CCTAAAGCCACACAGCCAGGGTGATGGAAATATGATATGATTCAAA
TCCAGACTCAGCGGECCCTAAATACTGTGCTTCAATCTTTAAAACCCAAAATACATGT
GGACCAATGTTTGGAGCAACAAGAGECTGTGCCTTTCTACAT

>non- DHS110

ATTCTTAGGGCCT GAAAGGAAGAGCGGAT GGAGGAGCAT GAAAGAACACAGGAGCCT
GCAGGTGAGCTGGECGT CCAAGAACCTGT TCGAACTGAAATGTGCTTGTGCCGCCATT
CCCATTTTTAAAGAGAGAATCCAACAGAAAAATGTGITGATTCCTTTCAGATTTGCC
ATGCCTGAGAAACACCGTTCATTCAGGCCATGEGACTGCACCCAAGTITCTTGECC
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>non- DHS111

TTGCTATGI GGCCAAGAACAATCAAGAAGATATGCTCTCCATGGAATATAAATCTCC
CTCCACTACATATAGTGTAATTTATCTCTTTATATGTAGCTAAGITTCTATTTGTAA
TGCATACAAAGCATCAGAACAGATGAGAAAGAAATAAAAAGATAAAGT GTCTCTCCC
ATTTCTCCCCACTCTCTTTTCATTGCACACTCCAGAGGCAAACGCTTTTAAACG
>non- DHS112

CATGITTCCTTCGTGGT GGAGCCATTGATGCCTGATTGAGAATCAATTCTTGAAAAA
ATTTTCTTCTGICTTCTTCAATAGGCCTTTGAATATACAAGACCTCTTCATACTGTA
TTCTAAAGATACATTTAACCTACACATATACACACACACAAAGACATTAAATATATA
AAGAATTAAAAGCTTACATATCATACCAAATTGCAATGTCTTCATCTTCCAGTATCA
>non- DHS113
GGCACTGCTTCTGTAGGAACT TTCCAT CCCAGGEEGT GEEGT GEEGAGGEECTGAAG
CTTTGEEEGAGT GCAGGT GCTGT GEEEGTCAGCACT CCTCATGCTGCTCCCGTGCTG
CCTGATTACCGCACAGECATTTCTGEEGECAGCCCTGCTATGCAGGATCTCCGAACAT
CAAGGGAGATGTI CAGCGCCTCTGCTTAGCACCAACGT TCCCACAACCATCCCAAGAA
GCACCTATGAATGAGGCAC

>non- DHS114
AACAGTATTTACTTAGCCCTGTGTGGCTCCACACAATGCCTTTGTIGTTAAAGGATTCT
TAAGT GTGAGACAT GGGECCCTGGACCACAGAGGEGEGACAAGACATGCACCCATGAGAA
GATCAAGAAATCATGCTAGGTAGCGCATAATTCAGGACCAAGT TGTGTGTGATTGI T
GGTGAACACATTAACAACAAAT CAGCAAATGGAGAGAGT CTGTGECCTTCCTCCAGA
GATCAGGGAAGCTTTAAAGG

>non- DHS115

TAGGT GGTGGTGATATGT GCTATGAACGAAAAAT GAGGT GGCTAGGAGAATAGAGT G
CTAAAGGT GAGGGGATGGECCAGT TTAGGGAAGCTGECGT TGECCTCTCTGATAAGAA
AACATTTGCACAGAGAGCCT GAGCAATGCAGGT GTCCTGAGGAAT GTCCAGGAAGEG
TAGATAGCAGGT GCAGAGGECCTGEGATGEGAACAAGCTTTGCATGTGECAGGGTCAG
CAAAAGGTAGAATGAAAG

>non- DHS116
ATAGCGTGGGTAACCACAGAAACTTGTGGAATCTCTTTTCCTAGAAAACATGAAGAA
CAGGAGAGAAGCCAGT CTGTCTGGAAATTGCTTCAAAATCTCTCTATAAGCACGATG
CTGGACTGGATTAGATGCCCCTTGAAGGATCCTTCCAGACCTACACCACTAAAATCEC
TAAGAAAAATAACTAAAATAATTCTCTATCACTTATACCCTGGAAAATAAAATAAAT
ACAATTTAACATCTCCCAACATAGI CACTAGAAACA

>non- DHS117

GTGTTAGAACAGCCCCATTCAGAGTGAGT TCACTCCCTGCGCAGT TGECTCACTCGG
CCTCTGICCATAGAGI TCTCTTGT TCACGCT GCAGGAGGAAATGGAGATTTCCAAGT
GCGGAAGGAGCCTTCCCGATGCTTTAACTCTTCACT GAAGGGAAGAGGAGCTGCAGAG
AGCGAAATAAAAT CTAAGCCGCCCCAGCT GCAGCGCCT GGGAGAGGAGCAAGECT GG
GCCTGGEGATGGAGGCCAAGGCAGCTGEGATCACTT

>non- DHS118
CTTGAGAGGGAAAGGAAAAGAGCAAAGGECATTTTTGATTGTCTTTCACAATCAGCA
AATATTTACCCAGT TTGTCTGCCCTAGCCCAGGT TCCACTGAAGGATACACGAAAGT
GCGAAGATGT TGTGTCTGTGCCCTTCCCCTGGTACTTACAGCACAGI TATAGGAGTAG
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AACGT TTGCATAGAAAAGCCACCAAGACAGGGAGGECCTTTAATAAGGEECCTATGAGT
AGTGT GGGCAGGAAGT

>non- DHS119

TTCCTAGCTGTGATTAGGAAGTCAGAGT TTTGGGTGGATGGAATAAAACT TAGT GGG
TTTAAACTCAAGAATTTTTTTCTAGCAAATAATACTTGACAGGECCTTGTAAGAACAA
TTAAGAATTACGT TCTAATCATAAATTCATAGCATATATAACATAATTAACTTTTCA
GGTATAGTAACATCAATTTTAAAATTTAACACTACCAAAATTGTTGACCTACACAG
>non- DHS120

GCGCCTTGTI CAGGT CAGACAGAGTAGGAGCTTTATATCAGGGT CTGAGAGAGAACTACA
TGATATAAACAAT GGGT GGAGCAAGGAGT AAGGAT CAGAAGGECCTACAGAGEECACT
GACAGTAAGAGAT TCTGGCATCAGGAATAGCT TATTCCTGGECACACATTAGGAGT GG
TCACAAATGACATCAACTTACCACAAACAGGT TGGECAAACTGTCCAAGI TGATGTI TG
AGCTTT

>non- DHS121

ACCATCTGACCT TGGT TGGAGCCCAGCAGT CCCCCACCCCCACCCAGT GGAAACAGA
ACAGAAAT GCGT GT GT GCCCAGGACCCGEEGECATGGGACCTCACATGT GGCTACAAA
TTAGATGGGCTACAGATTAGT TGT GGGT TAGAACCCCAGATGGEGTTCACCATCTTCC
AGGGEGECTGEEGGAACCCCCTCCACCT TGECTGAGAGATGAGCCCACTTCAAACACACT
>non- DHS122

AGAGCATCCTGCATTTGT TGCCT CGEGGT GCAGCCCCAAAGATAAAGCCAGCAGTGT
GCAAATGACAAAT GCTACCCCACCT CCGCCAGGCAGCCAGAGCCAGGGCCGAAGEAC
GCCGGAAAGGAACT GGT GTGGAAACCT GCCCAGGAACCGCACTCTCAACTGAGAAGAG
TCCGCEEECECGT CCCCECCCGECCECCCEECTGICACTCAAGCTCTCCTGAACTT
>non- DHS123

TGCCTTTGI TAACCCTTATCCATTTGT TGACATGTAGACTGT TTACAAAAAAAAAAC
ACATGGT TAAATGT TAAATTTTAATTAAGGCCCCCAAAAATTAAATATAACTTTTTA
AAATGAAAGGAGTCACCTTTTACAT GACTCAGGT GAAAAAACAGTATAAACATTAAT
TTACTTTGI GT TCAAAAGAAAATTCCAACT GCTGT TGGGGAAGGACACAGAAAA
>non- DHS124

GACAGECTTTGGGTATAGAGT GCTGAGGAAACTGAAAGACCAATGIGTCTTTCTTAC
CCCAGAGECTGECGCCTGECCTCTTCTCTGAGAGTI TCTTTTCTTCCTTCAGCCTCAC
TCTCCCTGGATAACATGAGAGCAAATCTCTCTGCAAAAAAGATATGEGEECAGCACTG
TCCACAACAGCCTCTACTGGAAACAACCCAAGCACCCATCACAGAATGAATTAG
>non- DHS125

CAGCATTTCCCAGGGT TTTCGGTAATTACACTCCATTCAATATCTGAAGAATTACAA
TAATTCTACATGGAATATACTTGT GCCCTTCAGATGCAAAGCCTTTAGAGAAGTGAA
AAAACAACTTAAAAGTAAATTAGCAGGGAAGT TATCATAGT TACTATTTATTTCACG
GCTCCATATATCAAGGECTAATTATACATTGTACGT TACATTTTCTGGGAGGGATTT
G

>non- DHS126

TCTTGATTCCCATAAGAGGAGCT TAGCTAGT GCGECTCACTGECGCCACCTAGAGCT
CCGAGGCGGAAAGGCCGT CECCTGCCCEECT CECEECT G CAGCGCGT GGAGACCGG
CTTTTGCCGCGAGCAGCAGCAACCAAGAGGATCCTGCGAAGAAACGCGACAGTTTGC
GI TCCAGCGGEEGAACGAGCCCTGCTAT TGEEEGT GGEGAGCACTACATGECAGTGEC
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>non- DHS127

GGTGATAATCTCGGCTCCAGATACTGI TACCTCCCTTTCCCCTTCTTGTGTGGTGTG
GTAATAGCTGT TAATTAGT TCTGGAGCATTACAGTATCACTTGTAGI TTCCCCACAC
CTTACCCACAGTAAACACCCTCTTTATTAAAATAGTATCTAATTACTCAATTAGTAT
GCATTCTCATTACACTCAAAACATTCAGCTGAAGTI TTTCTTCCAGGACTTTGACTGA
>non- DHS128

GITGGTTGGECTCATGTATTTTCAGGT TGACAGGCCTTTTCTGGAAGTAATGCCTTAA
TTCAAAGAATTATAGTAGATTTCTGAGAAAGT TACCCCAAATTTTATGAAAACATAT
TTACTTGGGCAAGATGGTCAAATAGAAGCATCTAGCAATTCTCCCCACTTCAGGAAC
ACTAAATTGAAAAACTACACAAAAAAGAACCTTCATAACAACCAAAAATCAGGTGAG
CAAACGCAGTACTTGGTT

>non- DHS129

ATATTAAGGAAAGAGECGT TGAGGAGGGTAGAAAAGACAGT CTTGAATAATGTACAC
CACTCTTCCCTCATCCCCTGGTAGCAGCCACCTGECACAAAGAGAGAATCTGTGTAC
TAGAGAGAGGGAGAGT GCAGTGACT GTGEGACT CAGT GCTGCCTTGTAGCAGT GGAA
AGCAATATGGGEGCAGAACT CAGCT TGCACCCACAGAAGGAGCATTTAGACCAGCCCT
AGCCAGAGGECAAATCATCCAGCCCAGTAGICA

>non- DHS130

GATTCTCAAGAACCAACCATCATCATAATTATGAGT TGTAGGCTCAAAATTGGAAAA
TAGGTAGTATTTTTGGGTGGT TATTTACTAGGT CCTCTGTGCAGGGAGAAATCAAAC
ATCACACATACTGGECATATCTGACAAACAGTGTCAATATTTTTTAAAGTACAATGGA
GAGT CAGAGT GGGAGAAAATGAGAAAACGAAGT TTAGAGGAAGAAGAAAACCAGAAA
TCCTTC

>non- DHS131

CAGT TTAGCGGECAGAGAGTAGT TCACAGTGEGAGGGT TCACTCTGITCATTCATTC
ATCCATCTCTCACTCCTTCCCTCCCCCTCTCTTCCTTATTGAGCAAAGTCACTGTIGC
TAGACACTGCGGATTTGGTACTAAACAAGCGGAAATGGT CCCTGAGT GGGGAGTAAC
CCTCTGTIGCTCCCCCAAGCCCCTGAGCCTGCGACCTCCTGECACTGTI TGEGAGT TCT
CTAGGEEG

>non- DHS132
CTGITGTCTTGACTGCCAGGT CTCCT GTGEEECCCCTGEEECCCTGTGATACAACCT
GTCACCCTGAGATGGACTATACTGACCTTCTACCCAGCCAGACTTTCCCCAGEECCT
CGCGCCCACTTCTGT TCCCAGAGCCACCTGECCTTGATGT CTGTATGCAGT GTATGG
GCGCCAGGCGAGEECTGGACAGEECT TTTGT TGGEGAACCACAAATACCTCTCGT TAGEC
C

>non- DHS133

AGATCGGAAAT CAACCAGCAGACCCCGCCCACCCCGACECCECEECCECCECTGCCA
GTICAAGAGCCCGEECEET GCTGCACCT CCAGCACT CCAAGGECCGECGACTACCGCEAC
AACACCGAGCT CCCGCATCACGECAAGCACCGEECCGRAGGAGEEECCACCAGEECCT
CTAGGCAGGACT GCCATGCAGGT GCGCTGCECCACACGTGEGTTCGTGTGCATTTGT
GIGIGr

>non- DHS134
CTCTCTTGAGGCTGACAGGAAAAGCCCAGATCAGCAAACCTTTCCAGTAAAGAGCCA
GATAGTAAATATTTTCCACTTTGCATCCCAGAATGI CCCTGT TGCAGCTACTCGACT
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CTGCACGT GTGGTGTGAAAACAGCCACAGACAATATGCAAATGAACAGEECEECTGT
CTTCCACTATTTCCTCTTTTAAACGTGTAAACTCTGI TTCCAAAATTAGCTGGTG
>non- DHS135

GATTTCTGTCTGGGGAATCAAGT TTTTGATTTGTGCTACCTAATGGAGGEGAAAATG
CTGAATTTCTTGCTGCTCTGI TTGAGAAATAGATGGAAGCAT GGGAGGAGCCAGAGA
CCTCTGCAGCAGGATTTGGTCTAAGTAGAAAAGGAAGATTTTTGI TTCAAATTGCCA
GCTGCTTATGTCAGACTGACTCCCTTATTATGCCTCCAGTAGGCCTGTCAATATGG
>non- DHS136
TTTCTTTGCTCAACCACTCTTCTCTTAAATTCTTGCGATAGAAAAGAGGACTTAAAA
GAAGTTTCAGT GTGGAACAGACATTTCTTACCATTTTCCCCATTTCATCTTTTCCAG
CACAAGCCCTGTAGGTATAAAGT TTGACTTGTGATTTCAGAAAGGCAGACAGTGGAA
GAGGATGGECTGCAAAGCAGT TCAAGAGGTACACACCAAGTAAGCACAGGTTCTCTCA
TCAGATTCT

>non- DHS137

TAATGCCAGGECT GACAAAGGACACCCGCGAAGAGCTAGCT GTGRAGGACCCECCTCCT
GCTGCCTGTCCCCTCTGCAGCAGCTTGGTGAGCCTCGAGT CCGCCATGEGEGTCAGGA
GCCCGEGTGAGACCAGCCCGCATCCTCTTCCCCATCTGCACCCTGAGCACTTGECCTCC
TGGECATCCCACAAGGGECCACTGCTGCCTGT TCCATAGATGEEGACACTAAGACCCC
AGGTCACAG

>non- DHS138

CTCTGGTGCTTCTCTTCAGCAGGT GCCCCGEEGAATGGACCTGCCGATTCTGTGEGT T
GCAAGT GTCCACAGCCTGAATCTTGAGGT CCCTGGT CCATGAAGGEGTCTGAATGAC
TCCTGATGI TGCTGI CAAAGCAT TGGACAGACAGGGATGCCAGECCCCTTGCCACAG
GCCCCGEECAGGT GGGAGCCGEECT CGT GGATGAGGAAGCAGAGATTGTGTCTGAGA
>non- DHS139

TCTTACCCATTTGAGGAGI TTCTTCATTTACAAACCTCTCCTTCTGATAGACTTTAT
CACTTTTGICTTATCATTAATCCCTTTCCTCTTCTCATCTAGGTATAAACCCCTGTA
TACTTTACACCTTCTTTTAAATGCTTAATATAAGTAACCACAGGAGAATCTCTTCTC
CCCTTGAAAAACTGCAAATAAAGATGTCAGCTATTGAGTATATTTGIGECGTCTCCA
G

>non- DHS140
CCTCCGCTCCTAAACCACTTGT GECGECGT G CGEGAATACAGEECECTCTGECTCTT
CTTGGEEECCTCCGECTGGT CCGACCATCTGECAGCTCTCTTAACCACCACGECCACCC
CACGAATGGAAGT TTGEGACGT GCCTGEGT TGCCCT TAAGGAGGACACCCCeaEecece
CACCGCCATTATGCATATCGT GGGAGAGECGECGT ACAGEECTGAGACACT CCTCAGG
TCCCAGAAC

>non- DHS141
AGTCCTACCAGGCCCAGACAGGAGGECACCAAAAGGACGCCAGAGCCTTCACCACCCA
GCAGGT TCTGTACCAACTGATAAAGT TGATAAAAGT GACCCCAACCCTTAGTAACCC
ACTGGTGTAATATAGAAACATCTATAAGGECGTATGTGT GCGTGTATCACCCTAGCC
ACGTACATAGI CCAGCAGCCAGCTCTATTGAGAGCAATCGGCCACTTCACTTCTCTC
CCTAGAACT

>non- DHS142
ACATATCTTCAGGGECTCACAGAACCCTCTGGACCACTTCCCCAGECTTCAGITGCTC
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ACACACTCTTTATCCTTCCCCAGT CTCCTGCTTCCAATCAGGATAGAGGT CAGTACT
AACATCCACCCCCCTATAGCTTTAGGECAACTCCCTTCCCTCTCTCTGCTTTTGICCC
CCCATCAGCACT GGECTAAGAACAGT GTAGEGEGAGECAT CCCTGEECCTCCTCAGEG
GTGACAGICTGATGTGACCTTCCTCCACCTTTC

>non- DHS143
TCCAGTCCATGGAGGGAGATACTCATGTATTTGACATTTGAAAACCATTTTTTTTAG
CAACTATGATAGTGGTTTCTAGACTTTGTCCTTAAGCACAAGCCATTCTTCCTATAT
GACATGATCATAACAAAGATTTATATATAGCTCCAGAGAATAGTGAGATTTGCAGTC
TTCTGATGGATATCAAAGT TGAAGGCTAAAAGACACTTTGGTGGTATAGCTGEG
>non- DHS144

TGAAGGCTAAAAGACACTTTGGT GGTATAGCTGGGAACAGATTCTGTAACAGAAAGA
AAAAAGTATGCTCAATCATTCACCATTTTATTATGAAATCTAGCTACGTGCTATGAC
ATACATAATGAATGTATGTCAATACACCCATTATTGTCACTTCATGTTTTAAGTATA
GAGATACTGTATAGGTGATAAATAATGCATTTGTCACCATTAAGTAAGTCATCACAA
ATGTGCAGTCA

>non- DHS145

GTCATCACAAATGTGCAGTCAAACTTTAGAAATGT TTAGATCTAAGAATCGT TAACT
TTCATTCTTTTGCCATCTTTCCAGCCAACTCACAGCTACATCAAGATCTTGGAAGCT
ATATGACCCTACAGTATTAATAGT TGACAAAATAGAAATAGATGGTCACGGACT TGS
GACTGTGECTAGTAGGT GGCAGAGGGTACCGT TTATAAGAGAAGT TTGEECTGTITCC
TAAAC

>non- DHS146

CTGTGGTCTATGCAAGT CAATTCCTTCTGAACCTCTAGGGECACTGCTCAAGTTGCTT
AGCCTAACCCTAGT GECTGCEEGAGT GGGAGGTGTCTGAATTTCCCCCACCCTCCTTC
CAGGCCAACTCCTTCCAAGAATCACTCCAGGCCCTTTCAGAAGATAATTTTGATTGC
ATTGTATTTCAAGGGT TCTAATTTTATTTCTTCAGCTAAAAAATAAGCTCCTTCCTG
GGACAGITCTATGTCT

>non- DHS147

TTCCTGGGACAGITCTATGICTTGITTTTCT TCCCGCCCCCCCCCCECCCCCACAGT
CCCTAGCCTAGCTGGGECACAAAATAGATTATCAATAAATTCTTGCTATATAAATGTC
TCCACCAGGGECCAGAGAGCTTCACT TGAGGCAGI TGCTGACAAACTGGATAGT CCAG
GGAGGCCTCCACAGCTCCTGAACTGCAGTCCTTCGATTTTTGGCCCAAACTAGGTCA
TGTCCTGAAGG

>non- DHS148
AAACTAGGTCATGTCCTGAAGGGAACAATTAGTATGAGTGTCTGGGACTCTTTCCTA
TTTCAACTTTACCTGCTTTAGTGTACAAAAGAACCCGAGAGATCATTTAATCCGGEGET
TTTAAAAACCCCTAGATCTTGTCAGAATTGAAAACATATGAAATAAAGT GCAGCATT
GCTCACCAATCAATTCACCCAACTCTATGCCCAAGAGGTTTCTACCAAACCCTT
>non- DHS149
AGGGECCTGAGCACATTTCAGTI CTGT TATGCAGGCT GAGAGGCCAGGECTCCTCCAAGG
CCCCATGAGCTACTGGT TGT TGCAGCCCTGI GAGGCAGAGGAGCTGCCTGCCTECTT
TTTTCTCCTCTTGT TGAGGAGCCGGT TGT TAGAGGTCTTCAGGTCCTTGATCTTCAC
CTGGTCGTAGI CTACCCGCATAGT GGCCAAGGCACTGGTCATCTCCTCCTGGGGACA
GAC
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>non- DHS150

CTCCCAGT GGCCTAGAAAGCTAAGGCCATGCACCAGGGCAGGACAGCACAGAGCCT
CACTCGGGECCAACCTAGCTAAAGGT GCTGCTATGECAGCAGGCAGCT CCCAGCCCCT
AGGCCCTGCCCATCTCTAGGEGECT TGAGCCT GGECCAGAGATCTGAAGGAGGT TTAGG
GTICAGGGT CCTCCATCCTGAAGT TCCGAGT GACAAATTAAAACACAACAAAATAATC
CTTTTGTTAAAAGAATGACCCTGEECC

>non- DHS151

CAAGGAGGAGT GAGAAT GAGAGGGECCAGCCAGT GT GTGAGAAATCAGCCT CCCCAAG
GCAGAGGTGAACCCTCAATCGCCCCTCCTCCCTTACTCGCTCACTCAGCATTCACAG
GCAGCAACGTGGT CCCTGGTCACCATGGCAACCAATGGCCAATGCCTTTCTCAAGEC
CAGGCCCATCTGCCCATCCCACAGEGAGATGT CTCTGTGGAAGATGGGAAGCCCAGC
CACAACTCCCAGT GECCTAGAAAG

>non- DHS152
AAAGTATGCTGGCTTTTGT CACAGT GACATTTTCCAAAGT GGAAAAAAGT TAAAAAT
ATCTCCCACCTTAAGT TCAGATGAAAAGT CACCCTTTGGEGTCGEGAATAGT GAGGEEG
ATGECTAGGECCCAGGGACT CCCTCAGGEGAGAGCGCTGAGT GCCATCTGEECTGEEG
CTGCAGCAAGGCAGEECTGGACT GCACAGGEGAGGCAGGCAGACCGGATCCAGCAGCC
TCAGGGCCCAAGGAGGAGT GAGAATGAGAG

>non- DHS153

CCACAAGT GAACCT CCTCCAGECGAGEGEGATGCCCTGCAGCATCCAGCCGTI CAAAAC
CTCCTGTAGAAACGGGAGCGAGCATCAAGCCTGTGT GTGT GCATGCT TGEECEEAGT
CTACCCGGAGGAGAAAGAGECT TCCGEEECTGECCCT CCAAAGCCGGT TGTACAGECG
GCAGCTCAGECTGCTCACTGCGEECCCTATGACCCTTTCTGEEECCCTGCTTECTCT
CTCCAGICTGCTTTT

>non- DHS154
CTTGACTTCACATGACCAAGAAGCTAGGTAATCCTGGGECATTGAAAGCTGCCCAAG
AAAACAATTATGCTGI TTCTTCACTCTCATCCTGGECCTCAAATGAATATGGGAAGTA
GCGAGACAATGAGGTGATTTTTCAGGATTTACTAACATTCCTAATTTCGCTATTCTCC
TTCCTTTAGCACAGI TATCAGAAACCATTCAGTCATACCTTGCCTCCCTGITTTCTT
CTGCCATTGAAATAACAGGEGEGECCTAACT

>non- DHS155
ATCTGAGAGTGCCATCTGCTTTACTCAGTCTACTCAGGTCACATATGAATCTCATGC
AAAAAAT GCCCTCACGGAACCATCCAGGATAATGI TAATATCTGGEGCACTGCATGAC
ATAGT CCAAGT GGACATCTAAAGT TAATCATCACAGCTTCCTTTACAAATCAAAGTA
ACTGITGTATATGAATGCAGCAGAAAACTTGACTTCACATGACCAAGAAGCTAGGTA
ATCCTGG

>non- DHS156
GTCAAAGGCCTGAGAATCAGAAGAACCAATGGTTTTCTTTCAGT CTGAAGGCCAGAA
GCCTCTGGGCCCGEGAAGAACCAATGI TTCAGT TTGAGT CCAATTTCACAAAAAACT
AATGTCCATTTCTGAAAGGCTATCAGACAGGAGGAATTCTGTCCTACTCTGAGAAGC
CTTTTCGITCTATTCAGGCCTTCAATTGATTAAATGAGAGCCTCTCACATCTGAGAG
TGCCATCTGCTTTACTCAG

>non- DHS157
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GGGECATCTGGGT CAGCTAGTAGCTGT TAAAAAGAT TAAAGGGAGGT GAAGACGT GTA
GCACTGAAGGCTGCACTGECTCACTGATACCTTTATTTTCTCAGAATTGAAAAGTTT
TTCATAGT TGTAAAGATAGTCAATACCATAGGTTTCACTTTTACTGCAGGAACTTTC
CAACGAGAGGTTTCTCTCGTTCTTTCTTTAATTTTATCTTTCTCTCACTAGGCAATG
CTGCACTTAACAG

>non- DHS158
GAGGAGAGGCTTCACCAACACGGEEECTTTCATCCACAGCGAGCGCAGAGCEEECTTT
GCCAGTTTATGGTCCTTTCCACTTTGCCTCTCTCTTTCCCTCGCTCAGTCTCTTTTC
CCTCTAAGACTTAACAAAGCCCTCATAAAACCCAAGCAGAAGGGTGAAAAGTAAAAG
CAACACAATTTCAAAAGAGAGAGT GCAAATAGCAAGCCCTCTGGAAGAGCTGAAGAG
GAAGC

>non- DHS159
CATTAATTCACATGAAGGCTGGTITGITTTTTATGCCACCTTCTCCCCTCTCTCTCTT
GCTCCCTCTCTTACCATGTGACATACCTACTCCCTCTCTGCCTTCCACCATGAGTAG
AAATTTCCAGAGGCCT CACCAGAGCTGAGCAGATACTGGTGCCATGTTTGTACAGCC
TGAAGAACTGTGAGCCAAACAAATCTCTTTTCTTTACAAATTACCCAGT CTCAGGCA
TTTCTTTATAGCAATGTAAAACAGACAAACGCACC

>non- DHS160

TAGT TGATGCAAATCTCAGACAGGT TTTTTTTTTTTTCTTTTTTAATGGTCTACTAT
TCTTTGTTAACTGAGACTCCCTGI TCTCCCACTACCCAACCCATAGGT GGCCTGCAG
CACCTGGTAAACAGAAAGGATAGATTTAATTGAAAGACTCCTTTTATTGCAAGGECAA
TTGACAAATGT TACCAGAAAATAAACT CCCACCATTCCCAAGGGAACGGATTTCAAT
CTGGTGGAACAGGCTAGACTACACGGAAC

>non- DHS161
AGGACAGAAGGGACAGGATATCAGCTAGATGTCATTGAATATATTTTGITTTGTAGA
TTTGECTTTTCAATCATCTACTTGI TTCCATGACTGTAACACTAATTTAAATTTAAA
AGATTCAATGCTGAAAAGCCAAACTCAAAATACAATAAGT CTAACTAAATATTATTG
GI TGCATAACCACACAGAAAATAGAAAAGT TATTCTATTCCTGATGACTTAGACTCT
CCTTGAA

>non- DHS162

ACACATTTCCAGT TGAGAAT CAGGCACTGACTCTAGCAACCCATGAACT CCCAGAAT
CTGAGATCAAGI TTTCCAAGTGATAGGEGTTGAAGCTCTCTTGTITGI TTTGAGGTGAC
TAGGAAGCACATTTCCCCCCTTTCTATAGAGCT GGAAAATAGCAGGEGEGTCTCTGACA
ATTCTCTCCAAAAACCTGTTCTCTCAAAGT CATCCAAGAATCACTCTCCCCTCTGCC
TCTTATACAGCCTTGT

>non- DHS163
CACTCTCCCCTCTGCCTCTTATACAGCCTTGTGGTAGGTGGTGEECTAAGGTGICTG
ACTATTTTAGGGTCATCATTTAGCAAGTCCAACACAGCTTCTCTGATCTCTCTTTTA
AACATGGGAAGAAGTATCCTCTTTTGITCTCAGCTTTGGAGT TTCAACTGATAGTAA
AGGTGCAGGAAT TGCAGGECCTGATGGT TGAACAGCT CTGGACAAATTTCGACAGCCA
TCACAGCAGACTAGACCACAGA

>non- DHS164

CACGAGCTACAGAAAAGT GGAACAGGATATAGT CACATTCAGCCTTCAACAAAGAGC
AGCTTATAGITATCTTTAACTTTTCTTGAAATCTATATAAATAAGGTGAAATTTTGT
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CTCTTTATCTGCTAGTACATAACAACAAAAAAAGT TGCATGATAAATTCTTAGCAAG
CACAAAGGTTAAGTTTTGGATTGCCTAACTTAAAACATGAGTGAGATGACTTATGCT
CATGTGGAGCCCT

>non- DHS165

AAAGACCACATTGAGT GTATTGGAGAAAAAATTACTTATTTTTCAAGAATGAAGAAA
AGGAGACATATTCCAAGCCTGCTTGGTGCCTTACATGECCTTTAACAGCTTCTCAGA
AAAGAGCACT CCAGGAATGGEGATCAGT TACACTGATCACCATTTTCTCTACAGI GCA
AAAAAAGAGGATACTATGCCCTGT TTCTAATGCTGCACT GAAAGGATCAGGTAAGA
>non- DHS166

TGCACTGAAAGGATCAGGTAAGAGAGAGTI TGCCATCTTAGTCTTTTCTACTCATATG
TGGCGAAATAGAATATGATAAT GAGGT GGCATGCAGAAAAAGAAGAGATTACCTAGT G
ATTTCATATGAAACCATCCATCCCCTTCACAATTGTTAAGTACCTAATTGAACAAAG
TTCTGTAACAGGTATTTTACCAGAATAACTGTGTAGTACCACCTAGAGACTTATGGT
TCAGGCCCTTAT

>non- DHS167

GGTAAGTGGGATTTGEGT TTGT TTTTGTAAACTGAACTTTTCAGTAAAACAATGTGC
ATAACTCTTAATAACATACTTCTTATTGAATTGT TAACACTTTAAAAGCAGCTCATG
CTTTACTACATATAGAAACTGI TTTAATGCTAATGAATGT TTGAATTTTGGCTAATA
TTTTTATATGATGACTAGAGCATTATTTTTCCCAAGT TTTTATATAATATAAATAGA
AAGTTTGGGCATTCGATACTAG

>non- DHS168

GCAGATTGGAGCT GTCCTCAGGCAT CCCTGGAGGCCCAACGAGCAGCCCEECCAGEC
CCGTTGTGGTTGACAGAGT TGGT GTCTGCCCACCCGAGEECAGGACAAGT GGATGAC
CCCGAGCAGAGCCCCAGT AGGGAGCTGTAGGEGEECCTGGAGCTCACCTCTCATTCTC
TTACTTAATGGAGAGAACT GCCCACCGCT CAGAGGAAGCGAGECACTCTCCTGTICCC
GCTCTCCCTGTGGGCTACTCAGAG

>non- DHS169

CCAAGCACTGGGEGATATAAAAGT GATGAAGGECACAGTI TCCTGCTCTCTAGAAAGGAG
CCCATGGATTTGECCTTCTACCTTTGGTGT TCTCAATTCTGCGACAGT CTCGGCAAA
AAACCCAACCGGGECATAAAGACTTGACATTCTGCACAGGAAGGAAGCACGCAGEGAC
AGAATGTCCATTTGT GAGAAAAAGGAGATACAAAAAATAGACAT CCCTGGAGEECTC
CTCCTCCTTCTTTCAATTTGATCC

>non- DHS170
CCCTCCCTAGAGAAGACAAGACTGTTCAACAGCATTGCCACCCCATCTGCCAGGT GG
CCGGAGGGAGCAAAGGCACAGCCTCCCAGEEECCCTCTGCTCTGACCTGECTECCTG
GTGGAAAAACACTACAAATCTGGTAGGAGGTGATTTGATTTTCTTGCCTGGT TGCGA
TGCAGI TATGGTGI TATAAAACAGAGGEGT CCGAAAGACT CTCACAGGGAAGCAGAAG
GAAATGGTCTTTTC

>non- DHS171

TGCTTAAAAGAGAGGCCT TAGGAAGGGAGACACAGCAAAACTGGAATCTAAGTITTGG
GGAGTACCTCACACGGCGGATTTGACTCTCAAGCATCATCCGTAGATTTGGTTTTGT
GITACTCCTGGGTGTCTTTGI CAGT TCCTCCAGGGGTGCCATGGACTTGCTAAAAAG
GITGCTGGAATCAAAATTTTAATTCACGTATTTGTATTGATTTAGTI TATTCCTCAGEC
CCCATCTACTTGCAAAGATTTCGAG
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>non- DHS172

CATCTACCTCATAATCTCGTITTTGGTCTAGT TGTATCTTTAACAGAAAAAAACTTGG
GAAAGTGT TTAATATTAAAAAAAAAACCACAATAAATCCATTTTCTACTTACATCGT
TTTGTAAAGT TCAACAGAACAGATTAATTTAAATCTGAGAAAGGACAATAATATGEA
GCGATGGAAGAGTAACTGATAAAATAAGTACAAACCATTAAAAAATGGT TATATCTAT
TTTTCCCACACACAGTGACAGG

>non- DHS173

GITGTGCCATTTCATCAGATCTTCTTATAGT CAATGTCACATTAAATTAGAATCTGA
GTAACTAATGT TTAAAAATAGCTGATATATTTGAAATTTAGGCAAAAAACTCATTTT
TATTTGTAAAATGTGCTCAGTGT TAACTTTATTGATAATAACCAAAAACAAACCTAA
TATTTTATGATTTTAAAATTATTTTTAAGCACAAAATAGACCCATGT TGGGGATGAA
TAACATGTCTGAG

>non- DHS174
AACCTCCTCAGGGGATTAGT TCTCAGGGECCTGGT CCGCTAGAAGCCAAATCGCCTGTG
CCCAGCCACCCGT GACGCCTGCAACAGGCAGGAGATCCCCCAACAGTI TACTCCCAGC
CTTCATTCCACAGGGTCTGGT TTTCCTGGAAGGT GGGAAGT CCCAGGGT CTGAGGAG
AGGGAGCGCAGGCCCCCATTTGTAGGAGT GAGT CAGCTGACCCGCCCCCEEEGITCC
TAATCTCACTAAGAAAGACTTTGCTCGA

>non- DHS175
GTGCTGGEGTTCACCTTTTCACTCTGCTGCTAGCCAAGCT CACAGCAGCCCTCAGRAG
CCCTGTCTCTCCCAGCTGCTCATGAGCTTGITTCTTTGGECCTGACACCACCTCCTTG

CTCCAGCCTCAATGTGIGTGITTACTTATTTTTAGAAGT GGGGGTAGAAAGT GGAGT
CCTCCCTGCATCTTATGAAAGGEGGCAGT GTCTCAGAGCTGTATCCATCCCGITTCGC
CATTCTGTGGGT GGAGEGTG

>non- DHS176

GAGGGTGI'CCCCTGAGAGT GCCAAGGTAGECGTCTGGATTGTGCCATCCACACACCC
TCTTCTACAGCTCCAATGGAGTATGGTGEGAGT GGAGT TAGGTGTCAGTGCTCAGT T
CCTCAGCCTACCATCTTTGCCAGGAACTCCCTGCCCATCGCTTCTCCATGITCTACC
CTTTGICTTCCTCCCCCAGT GCCACAGACCCCTCAGCCCCAGTCCCCATGEECCTGT G
TGTTGI TGCTGAGCACAGT

>non- DHS177

CATTCCATGATTATCCTCCTATGECTCGGACACTGI GGACTGCCGACCACTTCTCAG
CACAGT GGGCTGGACCAACCCT CACCCTGT AGGCCCAGCAGCACCCTGRAGCCCAGC
GTATCCACATCCCACTAATATGAGGEECATGCAGT CTCAGT GTAGT TGTGGAGCCCC
TCCTTCTGGECCCAGGTGCCCCCCGT CCACCTGT GGCAGCACAGT GTGCAGGEEECTA
CAGACCACGAATGEGTC

>non- DHS178

AAAGAGT TGGEGT GGCACT GAAGCCT GGT GCAGGGAGGEEGECCTGCCAGGGACTGGAAC
TCGATGT TTGGCGACAGT TTCTTGI CCCCAGGEGT CCCTGGEGECCACAAAAAGCTGCAG
GGTI CAATCCAGAGACCCCAAAGCCCTGECCTCCTGCCCAGCCCACTTCACACTGCCA
CCCCTGCATCCCTGEEGTCTGCTGEGTGCTTCTACCTCCTCCTCCATCCTAGCAAGC
TCCTATTC

>non- DHS179
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CTCCATGGCACATGAAAATGACATGGAATTCAGT TTCAGT GCCCGTGAATGCCTCTT
GCTGGCACCCAGCCTCATACACTTGCTTACACATTGICAGEGECTGCACTGGTGCTG
TTAGGACAGAGGECCATAGGECCTGCAAAGCTGGT CCTCTCCAGACAGECTTGCCGAGC
CCTGGECTCAGGCTCTGI GGAT CCATGCCGAGAGECCAGEGAGECCAGTGAGGTGCTG
AGGAAGGAT

>non- DHS180

GAGGT GCTGAGGAAGGAT CGECCCCATGCCCAGCTCTGEECTCTGCCGTGEGT TCCG
GITTCATCTGATGTGAT GGCGAATGT GGT GT GGGACAGAAGAGGACAGCGGAAGGT G
ACACATGTAGCT TTGCAGGEECT GT GGGAGGAGT CATGEEGECCT GGGT GGAGGT GCT
GCGAGGCT GACGEGECCGAGT TTCCGGAGCT CAGAAGGECT GGEGAGGTAAAACT GAGCA
TCATCAGCCAG

>non- DHS181
CTCAGACAGGACACAACAGGAATCCAAAATGECTTTTGCGAGGT CACAGGEGGTGAAA
GGACGGT GGCT TGGEGT CTGEEEEEAAGGAGAAGGECAT GGAGACAGGGTGEGACAAC
TCTCCCAGTAGAGCTAGGACACACGCCT CCGCCACATCCCAGECACCCTECCGTECC
CTCCGECTGCCTGCTCCCTCGGT CCTTCTGECCACGAT GEEEGT CAEEEGTCTGEGT
TCATCTCCATCT

>non- DHS182
AAGGCTCACCAGAGGACTTGTATCCTCCATGGAATATAGACAGCCTGECTTTGAATT
TTGGTCTTGCCAATTACAAGCTGTATGECTGTGEGECAGGT TATAGAGCCTCTCTGTG
CCTCAGIGTCTTCATTTGTAAAATAGGATAATAATAAAATATCTTGGAGT TGCTGGA
AGAGT TAAATGGAATTAATACATTGTAAAGTGCTTAGAATAGT TCCTGGECACATG
>non- DHS183

GGT TCGATTCCTAAATCACAAGAT GCCAGGCAAAGAAATGCTACACAAGEECTCTTT
GT CCATGGGAAAGGCACACGCTACAGAAAAGTATTTTAAGAAGCCAGCAATGACTGC
AGTGCTGCACGTAAAATGTCATCATGTTCTTAATGAGGCAATTGCTTGGTCAGTAAA
AATACTCTCGCCCTGGEGTGGTI TAGTATGT TGAAGT TAACTTGGACACTGCATGTI GGC
AGCCACAGCCATCTTCCCACAAG

>non- DHS184

AGCCATCTTCCCACAAGAAGT TAGGCTGCATGTAAATAAAGCCATCACCTACCCCCA
AGTGAATCCTATCTCCTTCATTGGACATGGAATTTTCCTGGGAACCTGI GTCCCTGT
GCCTTCTGECGAGGTGICTTCTTTCCTTAAGT CGAGTGCACCATTATTGIGICTGITT
GGAGTACTGGATATCAAATTAAACTGTGTGAGTGTGTCTGCATATCTCTGICTGT GT
AAAGGGATTTGGAA

>non- DHS185
TAGTGCTTCAGTGTACCAGGT TGGT TGGTCCACTCATTCACTCATTCATTCCTTCAT
TCACTCATTTTGTGAGECTGTGT TAGAATAGGAACAACACAGACTTCAGAATCAGAG
AAACCTGGAGT TCAAATCCCAGCTCTGECTTTCCTTGCATATTCCCTGATGT CTACT
TATCTTTTAGCTGTACTGAAAGT CATATGT CAAGCATCCAGCACAGGACTCAAAGCA
TTAA

>non- DHS186

AAACT GAGAGAGGEGT GAAGAGAGGCAGGT TTCCAAGTGTGCACTGTTAATGCCTACA
TAATCAAGACT CAGCTGT TCAGCACT GAGT GCGAGGGTATTTCTGCGAGACGEGT GG
AGCTTTTCTCCTCCTTGTTGGTGICTTCACAAATTCCAGCAATCAAAATAGTCATTT
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TCCTTCCTTGCCAATGTCATCTTAAAAGAACCTCTCTCTAAACCCAGGTGCTTAAAT
TGTCCAGTGAG

>non- DHS187
TGCCTGGTCAAACCATTTAACATATGACCATGTAAAAATGTAACAACCATTCTTAGC
TCACTCATGGECTGECCAGAT TTGACCCAGGEECTACAGI TTGCCAATGI TTATTTGC
TAAATTCTCTCCCTTTGT TGCATCATTTGAGAGAATGATATACCATTTTCTCTAAAA
AGTGAGGTGTCATTTTTTTCCCATCTAATGTCAGECTGTCATGACTCAGITACTT
>non- DHS188
GCTGGGAACCAAGCAATAAATACTATTTATTTATTTTAATAGTATGCTTAGTGGAAG
TATTACCAATATTTCCTATGCTTAAAAACATCCCCAAATGCATTTTGIGITAGECTC
AGCATTTTCATCGTAATTTACAACTTAAAAGGGTAAATTCTATTACTCTATGTCAAA
CCAACAACTGGGTAAGT GCAGAATGT TACCCTGTGAACTATGACCAAATTTATTGCT
GCAGTCATTAGTACATATTGATTCTGCTTATAACAACCCAAAGEG

>non- DHS189
TTCCAGCGAAACACAAAGGTAATTTTTTTTTCTGGTTAATATTTAGCAAGAATTCTG
CAGAGTGATCAAAAAAATCAAATACTCAGTATTTCAGAAATAGATTAAATAGGTTAC
TTTTTTACTGATAATGTGAAAGAATGATATAAAAACTTGATTTTCCTCAACAACATT
ACTTTCTTTTGTAAATGTGGT TTCTACAAAGATGAAACTACTAAAACTTACAGGTTT
TATTTTTTTCTTGITTTTTTTGACTGA

>non- DHS190

AAGTCTGAATAGCAGCTGGGTAGGCACAGT GCTCTAAGATGTCCTTGAAACTACCAG
AAAGAAAACT GAGAAT TTTGGGCATGAAACT TTACTGCTACAACTACTGCTACTACT
AGTAGATGACATTGAATGTI TTTCAATGTACCAAACATTGI TCTAGCTAGITTTCATG
CATTATTTCATTTAATCTAATAACTCTATGGGTAGGTATTATTTTCATTTACATTTT
ACAAACAGGAAATCTAAGECTTGG

>non- DHS191

AGTAAACAATGTGECTTTGCTGTCTTTGT TTTGAAAAGAATTAAATTAGAAAGGTGA
CAGTCTTCCTAGAGT TAGAAATTAACCTCGAGGTCAGAATAACTTAGCACTTATTAT
TTTCCCCACATGTAAGGT TGCATCTGAACAATGCACATGTICTGITCTGGGTGITTCA
TTGAATATTCTAATTTGAGACAGCCAGAGCCTGI GAATAACCTGGTTACTACCCACT
AGTGIGIGTGITGTGIGTGTGTTT

>non- DHS192

GAGGGGAGATTTAGAGAT GCGAAGAAAATAT GACT CCCAGT GACT GTGGT GGGAGAG
ATGACATGT CTGGAGGAGTATGGAAATGCACAGATTTAATCTTGAGCAAATCACTGA
AATTCTAAGGTGITTTTGITTCCTCGTCTGTAGAATGAGAGCATTAGACCACTAGAT
AAAGCCTAATGGCTCTTGTAGCCCGT TAGGAATTTATTGATAATCACTTCCTGACCA
TCATGCTATCCACTCACAT

>non- DHS193

GITTGEGGACTGCTCTTCTAAAGGGATAAAACAGT TGCCCTGAGTGGACTTTTTGAA
GATGTAAAGCAAGGECT GGEGAGATGI CCTGAGCACCGTGEGATAATGECCTTTGGA
TGGAAACTGAGT TCTGTCGT TCATTCAGCTGATGT TTAAGGGECGCCCTCCCTGGECA
GCGCCAGGGTGCTGGT TCTTGAGEGT GT GGACACCCAGAGCCAGT CCCTGCGECTCTCAC
AGTTTTCCCTCTGEC
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>non- DHS194

GCTCTCACAGI TTTCCCTCTGECTGCAAGCGECTGEEGTGIGECCCTAGCTGGTCCGT
TGGECTCTGCAGGAGT CTAAGCT GGGCT CGGGATAGCCGGACAGACCCCAGECCAGG
GGAAAGCT CACT CGTGECTGI CGCATCTCTCCCTCCAAGCAGGT CGAAGAAGEEEEC
AAAGCAGACACCCTGAGCTCCAAACT GCAGGCTGEGGATGAGGT TGTGCACATCAAT
GAGGTGACTCTGAGCAGCT

>non- DHS195

ACATCAATGAGGTGACT CTGAGCAGCTCCAGAAAGGAGGECAGTI TTCCCTGGTGAAAG
GATCCTACAAGACCCT CAGGCTGGTAGT GCGCAGGT AGGT GGCAGACCCCCACCCTG
TCCCTCCTACCACCTCACCCCACCTCTCTCCCTACCCTACCCCACCTCTGEGAAAAG
AGCTCGGEEGT TGGTAGCTTGECTTTAAACCTCCATGTATGGATCCTGCCTTTTTTTC
TTTTTTCTTTCCTATCTTGTGGGATGTGG

>non- DHS196

TTCTTTCCTATCTTGT GCGATGT GGGGAGGAAGT GGGGT GAAGACATTTCAGACACT
GCTGTCTTTCAGAACACTCATTTCCCAGCAGGTACTGGTTTGTCAGGGATAGACCTC
ACTGGACTACCTAAATTTTGGGACCT GATGAAAAGT GACACTCATCCCAGATGCGGET
CAGAGCTCTAATAAGCTTTTTGI CTGGTGCGACTAGAGAAAGAAATTGECTTGGAGC
TT

>non- DHS197

ACTTCAGGCTCCCCAGTAGT TGGGACTATAGGCACACACCACCACACCCAGCTAATT
GITGTATTCTTTTGTAGAGACGGAGTI TTCACCATGI TGTCCAGECTGTGAGCAATTC
ATTCTTAATATAGCATCTACTCAAATGTAGACATTCTCTGATTCTTAAAATAGGATT
TTATGAGGTTAATTTTTCTTTGTATCTCATTTGCCTTTTACAGATGATCTAAAATCA
TTTGGCAAAGGATGAGTGAAGTTATTC

>non- DHS198

GACAAATAAGCAGCTTTGGT TCTGCAATATAACCT GGAAATAGT GAGGACACCGACG
TGGAGAATAGAGAT GGGAGT TGACAGGGATCAATTGT TCTAATGCGGAATAATGCAA
GACATAAGATCAAGCCAGCAGGAGT GAGAAACAGAGATCATATCAGGGTGATATCTG
TGGGECAAAAGT AACAAGAAGAT AAGGT GTAGGECGGT GGAGGGTAAACCGCGAGECT
TCCATGAAGAAGAGT GECCTGGGAAGT

>non- DHS199

TGTAGCCTGGTGTGTAAAGCTCATTTAGT GAAACCTCAGAGCTATTATGTGTCAACT
TTTCTACAGTAAGTATTTTGCCACATGACAAATGT TCGGCAAATGTCGATGGAGT AA
CTCTGACATGATTTTCAGGCAGI TAGAGGGT CCATGCAATGCAATCAGT TGCAAATG
ATGAGGT TAAAGTAATGGTACTGTACACACAGTACTATCCTTCCAACTAGTAGGT TA
TTAACACCTATGTACATCTCCAGCTGCT

>non- DHS200

TATTGGAGAATTCATAGCCACACCAAATCTATGAAGAGI TTCAAGAGTGITTGIGTIT
TGECATTTTAAGAAGAAGGAAAATATAAT CTGCTAAGAGATGCCAGAACTAAGGGTC
TGATCAGCCCTTGAAAGGACAAAGCAAGEECTTTTGAGAAGTCTACATCTCTGITCT
ACATATTTCTTCAGAGAAAGAGTGACTTTTGTAAGCATTTTAACCATCCTACAGITC
AC
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>non- DHS201
TCCACCACAAAACAGGTAAGTAGAATTAAAATATAAAAACAGCAAAAACACACACAA
CAAAAACTGTTCCACCTTTGATATAAATCCTTTTTAACATCTACTGAGCAAGTGAAC
TGGAATCATCAATAGTCTGTATTAAAGTAAAAGAAGT TTATACTTTAAGAATTAGCA
TTTTTAAAAAAGACTACTATTAGAATAACAGAGT GCCTTCAAACATACATAAAATAA
AAATGGEGTATCTACTTATGTGATCTGAAGCACACACC

>non- DHS202

GAGGAAACCTGCCCAGT TCAGGECTCCTCCGT GEECTTTGT CAAGT CCTCCGAGACCC
AACAT GGCTGGAGACAAAGAAT TCCCTCCAAGCTAGAGCCTGTACAAAGAGEGTAAC
TTAAAGCAGTATTGT GAGAAAAGT GGAGGT GTGTAAGATCTTATAAAGAGGAAAAGG
AAAGGACTTAATAATTCAGTATTATCTTCTGATATAATCAGGTATTTTTATGGGEGCA
GICTGTGCTGT TAACCATAAGG

>non- DHS203
GCAGTCTGTGCTGTTAACCATAAGGAACATCAACTGATTTTATAGATATTTGAAGAG
TCGATGTAAAACAACCATTAACCATCACTTTCTTTTATTAACAAAAATAAAATAAAG
TCTTAAGTATGTACAGCCTATTATATTCAGCTTTCCTAGGTATACTTGCCTCTTTTG
ACTCCAGCCCACCCCACCTAGCTACACAGAGCTTACAGACAGGTCTTGGAGGATCTA
CCCTATCCCTATTCTGECTTG

>non- DHS204

CTACCCTATCCCTATTCTGGECT TGEECCAGAAAAAGACACTAACAAAGAGTGAAGAG
GAGGAAGAGGAAGATGGT TATAGAGACAGT GATGAATGGTAGT GGTAAGGGGGTGAT
GGTGGTGATGGT GTAATGGAAGT TAGTAAGATAAATCAATTACAATAATTGGATACT
TTAATCTTTTAAAACAATATCCTATAGATAGT TTTAAGCATTCAATAAAAGGT TAAA
TTCCACCAGI TTAGCCTCAGTCTTTCCACA

>non- DHS205
GCCTGTCTTTACTGCAATCTCTACACATAAATTGTGAAGATTTCGTGGACACTTATC
ACTTCCCCAATCAATACCCTTGTGATTTCCTATGCCTGICTTTACTTTAATCTCTTA
ATCCTGICATCTCATAAGAT GAGGAGGATGTATGI CACCTCAGGACCCTGTGATGAT
TGCGT TAACTGCACAAATTGTAGAGCATGTGTGT TTGAACAATGTGAAATTTGGECA
C

>non- DHS206

TTAATACGT TGTTCAAGGCCACAGGTAAGAATTTTATGAAATTGT CATGGAGAAAAT
TGGEECTCAAACTAGCTCTTTGATGCATTTGCTATGGGAACTTGGECCACATTATTAGC
TTCTGTGAGACTCAGCTGITTGI TTTCATTTTTAATGTAAAAAGTATAGAAAACAAT
CTATAACTTGCAGCATTCATTTAAAACCCGTATTATCTGCTGAGCACTATGCTA
>non- DHS207

GCTGAGCACTATGCTATGT TAGGGAGATAAAAAGT TAACAAAGACGAATCTTCATTA
AATAATATTATATCCCAGT GAGAGAGATGGACAAATATGT CAGT GGCTGCAAGAAAG
TATGATGTGT GCAGGTGT TAAAATTTCACACCATTCTATGTGT TTAGGAAGGGAGAG
CGAAGATCTGCCATCAGACTAGTI CCATGEEGTCTCATTGTAGGAAATGAGECTTACA
TTGTGCTTTGAAAGATGGACTGGAGT TAGT TGGATGA

>non- DHS208
GCTCTAGCACCTACAAGAGACACCCTCCCTCTCCACCGTGGATCACCTGICTCACCC
GTGTGAGT CTCCACACAGAAACCAGT CATGECCCTGCCTTTGCCCCCCTTGAAATCA
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CCCAAGAGGATGCTTCAAACT CAGGECAAGCACAACTGATACTCACTCTGCATGCGAC
AGCAGGEGGAGT GACCTTACGAGAAACTAATGGECCTCGCTTCCTGAGAATCACTGTC
AGAGC

>non- DHS209
CTTCCTGAGAATCACTGTCAGAGCCCGTAACATAAGATAAATCACAGCCAAGATTT
TTGAAAAGT TTCCTGATGAGAGAACCATGACCTTTTCAAGGGTAGTGATGGATTGAT
CAGGGCAAGCAATAGGTAGATTTTTTAAAACAAGCCTGGECGAAAAAAACAATGATAT
ATATCTACCAAAGT TGGECTGGAATACCCGECTGGT GTCCCAGT CAGGAAACACAGA
AAAGGTTACA

>non- DHS210

TCCGTAAGT CAACACGGT TTTATCGCAGGECCAACGGGAGGGATTCCGCAGT TCCCGG
CGAGCGT GTTCCCTGGAT TCAGAGCACCGCGECGRAGGEECTGAGCTCCTGGTCTTCGG
TGGACCTGTI GCTGACTCAGACAGCGGAGI TCCTCCTCTTCTCTCAGCAGACGECTCC
TCTTCCATCCACCACACCCAAAGACT CCGCCGACAGCCGAGGEEGAAAGAACTTCCAC
AACTAGGATTGCCTTGGATGTIC

>non- DHS211

TGAATACTGAAT GCGAGAGAGGACGGTGECATTGGECATTTGT TCAGGAATGACAAAG
GCAAGAAGCACATTGCCTTATTTGGT CAAAGGCT CAGGACT GGGAAGATATGGGGAA
GITCAAGAGGT TTCCATCTGGAATGAGAT TGGAAGT TGGTGCCTTAAGACCTGAGACT
TTGAAAATTATTAGGT TGGTGAAACGTAATTGTGATTTTTGCCATTAAAAGTAAATT
GCAGTTTTTGCCATTAAGAGT CACAGCAAAGAGTAAATGCC

>non- DHS212
TGTTACCTAGGGGACATTGTACTGCATACCACTGCTTTAAAGAAATTTACTGAAAAC
CAATAAAACCACCATATGTGTATGTTGACAGI TCTCACACACATTTTTTAAAGTGCC
TTTTAGAATGACAATATCATTTAATAATTATCTTTTTCACAGAAGTCCTTTTAATAT
CCCACAGGACAATGAAGAGACT GCAGGACCCAGT ATGGGAACTGCAGECTGACACEG
CGECCGGTAGGATCCTGCTTCGTGAATTTGCCCTCTGAATACTGA

>non- DHS213

AAAACT TGCAGACAATGGAGCCTACACATATGTGTCGAATAGCTTCAGAAATAATTT
TGCTCTCTTGTCAGT GCTGAGTGACAGCTCTAATAAATTCCTACATTTTAAGCAGAC
TTACATTTCACATGCACTTGCTCTCCTCTCTCGAGCAGAGTGGAACATCTATTGTCA
AATGCATAATATAGCATTAGAAATGCAAACT TGCTGTAGCCAATGGTAATGTGT
>non- DHS214
TAGAAATGCAAACTTGCTGTAGCCAATGGTAATGTGTTATTTAAAACTTATGAACCC
AAATGAGGECTTATTTTCTCCAAATTGAAATTTATAGT TTCATTTTAGGGTGCTAAC
TTGAATATTGATGGEGEGCT TAGGCATGCTGT TATAAAAT GGCAATGAGAAACAGAGCA
AGTAAGT GCCAGACACAGAGGAGCGATTATAGCAATGCATGGATCGTATGTAAAAAT
TGAGI TCCCTTACCCTACTGTGGECTAA

>non- DHS215

TTGAGI TCCCTTACCCTACTGTGGECTAAAAATGTAGGCGAGECTTTTGT GCAGGTAGG
GGTGGTATGCAGCTCTCAGTCTGTTAGTATTCTATTGECTTTCACACCATGTGAGT T
TAGTGCAAAATTAAAAAAAAGAAAAACACAAAAAGAGTAAAACAGAAATGACTGGTT
CTTCATATCTTCCAGAAGAGGAATCTTTGAGATCCCATCACCCCTCTGITAGATGAG
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CCTGTGATT

>non- DHS216
CCATCACCCCTCTGTTAGATGAGCCTGTGATTAATAGCTTTGTCTATCACCTTGGCA
AAATTGI TACAATATTATACTTTACACAATTGAAATTCAAATCAGT TCACCTAACAA
ACATTAAATGI CAGGCCCTGCTAATGGGTCAGAGATTCAAATCAAACAGAATACCTC
TTTTCAAGGAGGECT GCAACGCAGGEGEGEGAAACACTTATTTAAATACACTCTAGATGTC
ACGGTGTAGCACATATCGA

>non- DHS217

GCGECTGTGEGECTTCTACAGAGTAGT TGCAGCCCT GT GCACAGGECAGEEGEEEGTGTCAC
CGACTTGCATGI GGECAGGTCTTTGCTGCGCATCAGGTGCTTTAAGCTTCGGAACAA
CTGTGCAGGATTCTATTTTAGTATTCTGGAAGCATCATTGAGGAAGTAGT CCAGTGA
AGTTAGCTCTAAAAAAACTCTTTACTCTAACAATTAAAAGAAATATGCCAAAGGATC
CATAAGGG

>non- DHS218

TTCTAGAAAGT GGACACAGCAAGT GCAAAGGCATGACATCAAGAGAAAAAAGAAAAA
AATGAAAACACTATGAATTCGGGEGAACTATGCAAATGT CTGAAATGECAGAATGCAG
GACTCCGGAAGAATAGGTAGGTAAGTCCTTTGCATTTTATCCCAAAGAGT TTGGACT
CTGTGTTATATATAGTAAGGAACCAAGTCAGGGTTTTAGTAAGAAATTGGTGGGATC
AGATTTGAGT TTGGGAGAT

>non- DHS219

TGGTGGGATCAGATTTGAGT TTGGGAGATTAATCTCTTGGTATGAATGAAATTATGA
ATGGECTGAATGAAGGTACAAAACCCCGAGTATATTATCAAAGACTTTCTTGCAATTA
TTGACTGTGIGCATAAGGCATGGT TTAGGATAAAATCTTCAGGACTTGGTTTGGATG
GAAATAAAACCATTAATTTACCCTAGTATCATAGT CTGCTCAAAATGGATGGAA
>non- DHS220
AGGAGCCTCATTTAGAGAGCAGACATGECAAAGGCCTATTTGAGAAAGT GATTATTA
ATTAAGACCTGAAGAATGATTAGGAGACAATTAGATAAAAAGGGAAGAAGAGAAATA
ATGGGECTAAGGCAGT GAGGCAGAGAAGAGCTTCTTTTATTCCAGAAATGAAAGAAGC
CAGACAAGT TTGGGGAT GAGTAAAT AAGGAAGGEGAT GECAAGCGAGACACAGEEEG
TTTTGGTGGCAGCGATCAGGGAATTGTAGCAAAG

>non- DHS221

AAACCTCAAGT CTAGCAGCTCTCCAAGCCCAGCTGTCTCAGACAAAGAAGCTGACAA
ACATATGTTGAGACTCTCTATGCAGCACAGT TTGGTGAGAGCTATTTGATAATGGTG
CATTGGGATTGTACAGGAAGAGAGGEGCAGGAAGAACAACAGAAATAGTCTTGACCTT
GITGTCCACCTTAAGTATTGAGAATGGCACTCATCAAAATTCAGAGAGAATGAAAAG
CAAACAGAAAGTGTTCCTTGGT T

>non- DHS222
AAGCAAACAGAAAGTGITCCTTGGTTTTCAAGTTCTTATACAGITTTTCTAAGAGTC
TTTCAAGGGCTTGAGTGAAATCAAGTAGI TTCATTTTACTACAAGT TCTTGCAAGAC
AATCTCCAAATTCCAGTGGECCTGGTI TTTACCCACTCTCTCCTCTCCAAGI TTGAATG
CTCCTGTACAGACTTACTGCAATTTCACTTGAAGTCATTTCTGTICTCATCCAGITTC
ATCTCCCAG

>non- DHS223

CTCCCTTTCTGAGCTGEGATTAGGAGT TGATAATGGTCTTGCAAGT GCAGT TCTGCA
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GAGCGAAAGGEECCCGEET GCCT TGCAGCAGAGACACGT TCTGGGAGAGAGGEGT TAGGA
TTTGAGTAAGT TCACACTAGGAGGCTATATATACATGT GTGECAT TGCCCAGGGACT
GCGAGGGAAAGAGGAGAAGGAAAT GCATCACAACAATGACTGGAATGCATCAGCAG
>non- DHS224

GCATGTGGAAAT CCAATGACTCCCAGCTAGTATAGT TTGGGAAATATTTCACTCAGG
AGCAGCTCAAGCATGTATGCACTGGTGCAAATACACCTACAGCCTAGGT GTAGGEGGA
GCACACCTTTATGTTAGCAAACTGAAACCCATCCTCTGTGGACAATTCTATGCAAAA
ACAAAAGT GCAGTAGCACCAAATGAGCATGCTGECCTCTCGGTGCAGECTGECTGEC
AGCCAAGT CCAGCCTGCTGAGAGAGAAAATTGAAGA

>non- DHS225

CCTGCTGAGAGAGAAAAT TGAAGGAAGAAATAAAGCAACTGCACAAGATGAAGTICTG
AAGGTAGATGT GGAGACTCTTCTGGEGAAAT CTGT GGAAAAGGTCAAAATTTTGCTCG
TGGEECACTTTTAGAGCTGGACCCACTGCTGECGGTCCTAGT TTCATGAAAGT TCAGG
TCCTTTTTGI GGGGAGAAATACACACACATGCAAGCTAACTCAGAGTGTGAGCACTG
AAGTGT GCTGT TAGGAACAGG

>non- DHS226

GTGAGCACTGAAGTGTGCTGT TAGGAACAGGTATTCGCCAGCAGCCACTGITTTGI T
TTTAGTATCTGTCATTCGCAGT CGATCTGGATTTCAAAAATGATTCACTGACCACCA
GGGTCTGTGACTCCTTAAAATTAATGCAGT CTGTAGATGTGCTTCATTCTGAGAAGG
TACAGAAGAGAAGT GACATAATTGCAGAAAGATGT TCTGAATAAGAGT GCAAAAGAT
ATACTTTTCTGGCCACAGECT

>non- DHS227
TCTCACTGCTTCATTGTTTGTCACAGEECTCCTTGCTAAAGAACACAGAAGT CCATT
TTCCTCTCAAGGCTCTTCTCAACTCACAAACTCATGATGACTTGTCTCTTTGACAAT
TGCTACAGTI TCGTTTAATGGATGATTACTGAGT TCTTAATGTGTGCTGTATAACTTT
TTAGTATCTTTTTTCTTAACATATGCTTTTATAGITGTCATTTTCCTGATTATATCC
CATCTAGGGCTATGA

>non- DHS228
GAGCTGGAAGCCCTATAAACACTGAATCTGEGGTTAGTTTCTTACCTTTGTAATTTT
CTTTCTTTATGAAAGAATCCATCAGTAAATTGAATGTAAAGT TATCTGGAAAAATTC
CATATTGAACCTATAATGAAAATGAACATAACAGGAAAAAAAGAGAAAATTATCTAA
TTTAGICTGTAATATATGCCTATGTATTATTCAGAATAAAACTTGCCACCATTAGC
>non- DHS229

TGGTGTACTCCACAACTACAGT GCAGGT GGAGAGGCAGATGECCTCAATCAGECTAC
CAAAGT TTCCTCAGAAACCCCT CAGCAGCCAGTAGCCTTGGT TAGT CAAGCCATCAT
CCAGGATAATGAGCTTACAGGAAAATCACTGGT TATGGGAGGCGAATCAGCCTCTGA
GACAAAAGAGGAAGT GACTTCCAGTAAAAACAAGT TAAGACATCAAATAGGAGAAGG
ACTTCCG

>non- DHS230

CTGAAGAAATAACGGAGCCATACCCCTAAGT CCCCATCAATTCCTGGAGI TGCTCTT
GGAGCAGCTGECTCCATTGT TTGEECT TAGATGAGAGTCATGGGTATAGI TTTCTGA
CATAGTACAGCAGCCCCACAGCAATGGTATGCTAAATGAAGT CAGTCTCTTAAGAAT
CTAGTTTGCACATCTCTTCTCAACTCCCCATTCAGTGACTGTITATGTTGCTAGCTTG
AAAATTGECTAGGGTGGGAGATTTTACATTG
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>non- DHS231

GCCTAGGGTGGGAGATTTTACATTGCATGGAAAT CAGGAAAT GCTGCAAACTAGGACT
TCCCCCACTCCACCCAGAGCTGECTGTCAAACATTTACCAACATATTACTGI TCCAG
AGTAAGCTAAGGT CAGAGGAAAAGGACAATACCCTGGAGGGTCAGGAAACTATTCTA
AGAAGAGACGT TACCTACAGAGT CTGCCTATCCCTACCAAATCCCATGAGGECAGATT
CTTGTAATCA

>non- DHS232

ACCCCTAAGGGTAGAAGTGI TTGGATTTTCACTCCAGCATATATTCCTTAGGAAGAT
TTTCCTTTGAACTTGGAAACT CTGECTCTCAGAATGCTGCCTTCTCAAAGCAGECTA
ATTATAGTGATTCAAATGGECTCTGCAAGACAGAATGTAGACAGCATACAATTAGAGG
CTTGCTAAATGCCTGCAAAATGCAGTI TCTTCCTAATTTCATTACTGTICTCTTTTGAT
TACAGGCTGATTACTTTCAGCC

>non- DHS233
GCTTGTATAACACATTTCTGCCAAGAACAAATGATTATGGTGGAATTATAAAGCTCT
GAAAATGGAAGT GATGGCACAAACTTGAATATCATAGT GTGAATGTGGAACTATAAG
AGCAGITTTATCTTTATTATATTAAAAATCTACAGCTGT TTAATGATAACAAAAGAA
TTTCTGTTAGATTCAGCCAAGTCTGTCTTTATCACAGTAATGAATAGI CGATATGAA
CGAAAGGGCTGACTA

>non- DHS234

ATAGT TGCATGCTTGEGATTTGEGT TTTGT TGAGT TCAAATGTGAAGT TTATTTTCC
ATTAAGTATTTATCAATTTACACATTTTACTTGCAGGAGAAATTTTACAATTCCATG
TGATAAGAACT TTCCCTGGTCGAGGAAATGTTACTGT TAACTGGAAAATTATTGGEEC
AAAATCTAGAACTCAATTTTGCTAACTTTAGCGGACAACTTTTCTTTCCTGAGGTAA
>non- DHS235

GCCGTTGI TTGGT TCTTGAAAAAAAAAAAGAATTTCTGTTCTGTAACTCTATATTAA
ACTATAGCATGAGTATTAATAAAATAATTCTAAAAGATGAAAATAATTGAAAAAGTA
ACTTAGCAGTAGAAGTAATTTCTACTACTTTTAAAAAGAGTI TTGITTTATAATTCAC
AGCCAAGATAGTGAAATACAATTCTTAGGT TAAAACAATAATTGCTTTATAATGTAA
TCTAAAGTTATCCATTTACTCTTTCCCATCCCT

>non- DHS236

GGGTTATCAGGAATGGAAT TATGCCAGGGAGCTGTCATTCAAAAACCTCTTCTGATC
CACATTTCCCAGGTGICCATCTATGCATCCCCAGACAAACGGAATCAAACACATTAT
GCTTTGCAGGECATCACTGAAGCTACTTGATTTTTATGAAAAGTACTTTGATATCTAC
TATCCACTCTCCAAACTGGGTATGT TCAAATTCCACATTATTGICTTCATTTTTGCT
CATAAAACTTGCTTTGATCTCTTCCCTCTTT

>non- DHS237
TTGCTTTGATCTCTTCCCTCTTTCTCTTTCTATGTGATTTAAATGAGCACTGAGGAA
TTCAGI TAGCTCAGGAAAAAATAATTTGI TCCTCAGAGATGATTCTTGAGTGTAGAA
AATAAAATATTTATGACATGCCCCAACAGTGTGGATCATTTCTCTATTCTTTTATCA
GGT TTAACGTTAACATATCTGCATCGAACTCTTTCCCAGGCTGATCAGAAAGGECAC
ACACTGGAG

>non- DHS238

CAGAAAGGGCACACACT GGAGECT GGGACGGAAGCCAGGTAGAGGGTCCAGGAAAGA
GAT GCCGAGAAAAAGAAGGAACACAGT GACTGCTCTGTTCAAAATAGEGEGTCCACAT
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GICCAAGATGCTGTGECTCCCTGTGECGGACATCAACGCTCTCATCCATTATGCTCC
TCTTCTGT GGGAGGGAAACACACCTCCCATCGTGCTGCTCTTCTATGCCCAGCAGCA
TTGATTAGAGAATGGA

>non- DHS239
CAGCAGCATTGATTAGAGAATGGATTTTCCATTAAAAAATACATACACACACACACA
CACACACACACACACACACGCATTGCATATTAGAATTAGAGGGATTTCTGGAGGAAT
CACCATACCTTATTTGTACAAGGTCAGCAATCTTTTATAAAAGTTGTCAAAAGTTTA
TGTAGAGAGAGAACTGAAAACTATGCTTCCATCCGTTATCTGT GT TGGGECACT GAGG
TTGCGATGGTAAGACTGTG

>non- DHS240

TAGACTGCCACATGCTCCATTTACATAAAACCCATTAGI TTGCATTAAATACAAATT
AGCTGCTGATATGAATTAAATCACGTATAAATAGT TGAGAATAGCCGCAGAACCAGG
CATTTTAATTAATATAACTGT TAACCAGATTTATTTGTAAGGTAATCAAGACTCTTA
CTCATTTATTCTTTAGTACAATAGGECCAGECAACACTGECTGTCCCAGAACAGECCA
TCCTTTCTAC

>non- DHS241

GACCAAATGATTGACAGAAACCAGTGAACATTTTCATAGT GATCAAAGCACCCCAAA
GCCTGGTCCTTCTAGACTGATACCAGTI TGATCTGTTGI TTCGT TTTGGAGATGEGECAG
CCTCACTGCTGECCTCTCAGTGGTTGCTTTTAGGATACAGCTGTCTGCCCTCCGAAC
TGGTGGECTGGAGTATCCTCCAGCGAACAGAAGECTGTGGAATTTGTATCATGCTCT
>non- DHS242

ATTACCAGGAT GGAGGGCACT TCCCAGCACGAGCCGACACCCTAGAGEECACCEECG
AGCTCCCGAAAAAACT AGCECGGT GEGECGAGGAAGATCCGCGCCTCGGATTCCAGA
GAAGGAAAGAAAGCT AGAGGEGAGCCGGAGCGGAGCTGCACTTCACGCCGAAGTTTCC
CCTTCGAATCGTICTGCGAGT TGTAAGTGGTTTCTGATTGAACACAGCTGTCTAGCTGC
T

>non- DHS243

CCTGECATGATTTATTTGGTTCTCCGI TTGTCTTCTTTAATATGCAGGGECCACCAGC
AGGTTAAACAGT TGTATATTTTCCATTTAAAATTTCCATAATCTTTTTTGIGIGTGT
GTGAAAACCTAAAAATTGTGGTAACTTACCTGGAGACCTTGTGGAAACCATTTTGCT
TTGATTTTTCCAATCACTCACAGTAAATCAGCTACTGAATATATTTCCCCGTI TAGG
>non- DHS244

GGTCTCATTTCTCTCTCCCTTGAATGAAAAGT TGACCTGCACAATTCAATCTCCATT
GAGATGAATTAGAAATTAGAGECGT TCTATGCAGGT TTAAGCAGCTCCGEGATTTGT
CATTACATTTTTACAAATTTCCTTAGI GGGAGCTAACAATAAAGATTAAAAGCAATA
AACCTGCAAAGTACATATTGGAGCTAGATTTGAAAGGACACAACAAGCTCTTGCTCA
CAAAGAAAAGTCCC

>non- DHS245

GTICCAGAGAGCTTGCTGGTCTTTGCAGCGT GCACACACAGCGCGECGAGRAAGECECC
ACATACT GAGCCCGGEGACT CGGGAT GAGCCCAAGGCCCTGAGAGCTGCTGAAATAGA
GCCCCECCCCCCGECCCEEEAGAACCCAT TGEECAGACCCGACCCCTCCCACTGEECA
CGACCCCGCCACCGCCCCGTCTGCCCCTGGT CTTCCGGAGGAGCCTGCGECTGAATC
CTGCCTGGAACAATGGGAGTGCTACA

>non- DHS246
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AAGGCAATACACGATCAATATAGGCAGT GAAACAAAAGTATCATTTGCAAGT TAAAA
CAGACTTCCCAATTTTAAATCTGGT TTCCCCCTGAATATGI GGCATCCTTGGCAGCA
CTTCTGAGAGT GGCTGCTTTCATTCCAAGAAGCCCATGEGT TTCGGAGGT GGGATAGG
TGCCTTTCTGGECTTCTCATTGCTGCTTCTAGATCAGTCTCCAAATATCCCCCTTCCC
CACATTGGAATGA

>non- DHS247

GCCTATTTGTAGGGAGGECTGTGTAGCAT CATGGT CAAGAGT GCAGGCACACTGCCT GG
ATCCCAATTCTGCTTCTCACATTTGI TAATGGGAAGCCTCTTTATAAGCCTCAGTTT
CCTTATCTGTAAAGT GGGGAAACCAAAATTACCTCCCTCATCAGGTGGTCTTTAGAG
CACTCACTGATTTGCTGCATTTAGCAGAATGI CTGEGECTACAGTGAGTGI TTGACAA
ATG

>non- DHS248

AGAATGTCTGEGECTACAGTGAGTGT TTGACAAATGTCTGAGATCATTTTCATCATTC
TTATTATTCTGTACATTATACCAT GAGCTCCCCAATGGAAGAAACAGCTTAAGTITCA
TTGTTCAAATCTTCCACACTGTTTTTCATAACCCCTCACACTCTATGGGTGTAATAA
ACATTTGTCCAATGGAATTCTTATACTGTI TATACTCCACCTTAATATTTAAGTAGCC
TCAAGICTTTTATGGAGCA

>non- DHS249

CCTCAAGTCTTTTATGGAGCAAATGT TTTGGAAACT CAAAATAATGAAAAAGT GTAT
CCAAAGGAATAAGATTAGGT TCACAGATATAACCTTAGTATTTTTATTCAAATACAT
AAAAGT TACAAGGCAATATATCCATTTATTTGAATAGCTCAACCTAAATAAAATTTG
GAAAAGTATGTATCCATCAGT GCTATTGAGGAATAGT GGTATGAGTAATAAATGAGG
AATAAATCAGT CTGGGGTATG

>non- DHS250

ATCAGT CTGGGEGTAT GAGAGAAGGACCAT CTGECAGAGGCAATGGEGAAGCTTCATTA
AAGCTGI TAAGCCCCAGATACTAGGT CAAAAACAGAGCGATTTGI TTTGAGCTCTCT
AAAACT GCAAGTATGCATAATTGCACTGT GTAATCCAGCAAACCTTTGCCCCTTCCG
AGGTGCTCTGCTGCTAATCCTGCCACTGT TGCAGATGTI TTCCCTTCATCTCAAAGCT
TCTCCTGTGAGT TAAAGT GAGCCACAGT GG

>non- DHS251

CAGAGGCTAAATAGCTTGTCAAAGGT TACATAGCTAACAAGGTAGGTCTTATTACTC
CCATTTTATAAGAAAACT GGAACCTATGAAAATTGCCTGTAAAAGCAAGTAACT GGG
GCAGECTTTGAACCAGCATCTGI TGGACTCTCAAGT CCATATGCTTTTATTTCTGI T
ACTCTGCCACCTTATGTGGATTATCAATAGCAAATGGT TAAGGT TGECTTCCCTCAT
TCTCACCTTCCTTT

>non- DHS252

GITAAGGT TGECTTCCCTCATTCTCACCTTCCTTTGCCATAAGCCAGAGTGTACTGA
GAATAGTCTCGT TTGAACATTTGCCT CTGAGGAGAATATAAACAGGAAGGCAAGT CT
GATGCAAAACTCCATATTCTGAAATGCATCCCTTAAAACAATGCACCAAGGATCCTC
TCTCCCGAGGTGTCTGTCGCACTCCATCTAGCATACATATCTGAGAGI TTCTAAGEC
TTGCCTTTCAGATACTTGGTGGTTCCT

>non- DHS253
TAAGGCTTGCCTTTCAGATACT TGGTGGTTCCTAATAAGGT GCCCTAATCAGITTCT
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TAATCAAGGCAACACTTCAAAAGATTTTCAAATGAATGCTACAGACAGGT TTCCTAT
TTCCCTCTGI CTCAGAAGGCCCTCAAAAT CCCCTCCACT GAAAGAAACAAAGCCECT
TCAAGCCTCCCAAAACATCTTGAAAATACTCACATTTTCAAAAGGACTGCACTCATA
GGAAG

>non- DHS254

GAAAACCCTAGGECCATGI TAATTGGT TATACATGT TTGGAATGT TAACCAACGTATT
TGTCAGITGIGGTTTTTATTCGCTCTTAAACTTTGTGCATGCTTTAACAATTTATTA
CTTTTAAATCTAGAGTGAATTCTAAAGACTGCCGCTAAAGATCTGAGTTTTAAAAAT
GITGTTGCTGGTGGATTTCTTGT TCCTGTTACATAACTAAAAGTGAGECCATTTGTI G
GIT

>non- DHS255
GCTCACAATTGCCAGACTAATGACAAGAGATGGGTTTCTTGTATATACTTGGCATGC
AAATAATTGAGAAAACAAAACTGAATTACAATATTAATACAGGACTCTAAAAGAGAA
GCAATGAATGTACACCATGCAACACTAAGCAACCACTTCAATGACAAATATGTTGEC
TATGI CAATGCACAAAGATTGTAAATAAAACACAGCAATTGGATTAGGCAGAGATCA
CACCAGAAACAGCTATGCAAGT

>non- DHS256

AGATCACACCAGAAACAGCTATGCAAGT CTCGCAACAAAAATCCAAAAGACTGTGA
GCGECAGTAAGAGT TGTCCTGT TTGECATCCCATAAGI TTTGT TCCTGTAAACTTGCT
TAGGT TCATAACAAAAAT GAATGGT CCAGAAAATAAGT GCAATAGAAATGTGGAGEA
TGGAATGGT CATGGAGGAAT GAGACCACAGGGAACATCTCAAACAGGGAGAATAGCA
TATGCAAGCATTCAGAGGTAAAGACGT

>non- DHS257
GCAAGCATTCAGAGGTAAAGACGTATAGACTATATCAAGACATAGT GAGTAAACCAG
CTTAGTTTGGAAATACAGCTTTAGATCCTGATGTGAAGGCATATAGGCCAATCTAAA
CTGTCTGGATTCAATTTTATAGGT TAAGGAGAGT TTCTGAGGGT TTTGGAGAGCAGT
TCTCATTAATCTTCCTGTGAGAATTAAATGAGT TAAAAGTAAAAGTAAAGTTCTTAG
AACAGAGATAAGTGITTATTATTACTTTCACCTTTGCAGTATGICGC

>non- DHS258

TTACTTTCACCTTTGCAGTATGI CGCCCAAATAAGCCATTAGT TTCTTGAGAGTAGG
GATTACATCTTCCAGAGAAGAAAGGAAGTACTGEGGATCTGGTAACCCAGACTCATA
GCGGTCAGAGAAGACTTCCCAGTATAAACCAGAGAAGGCTTCCCAGTATAAATAATAA
ACCTTGITTATTATTACTTTCACCTCTGTGTATTGTCTCCCAAATAAGCCATTAGTT
TCTTGAGAGTAGGGATTACACCTTCCAGA

>non- DHS259

ACATTTACATGACATTGECACCTGGTGAGGTATTTCTTACCAGTI TGGTCCCTAGATA
TTGACTTTTATCTCTCCAGGAATTTTTGCAGTGTAATAAAACTCCTATGGTCACTGT
ATCATAGAGGECCTGGTTCTCCATTACCCAGCTCCCTGITATCTGTTTCATGIGITA
TCATACTCTTCTGAGI TATATGATTCCCCCCATCAAGCTATCAATTGTAATGICTCT
TAACTCAAAGTCCCTTGITC

>non- DHS260

TCTTAACTCAAAGTCCCTTGTTCTGAAATAAAAACCCTTCTTGI TCTTGAGCCCTCC
CAGCACTTGECTATCTTGGECGACTATGGATTTCAGCTGCTTTTTCTGATCTTCATTG




69

CAACATGACAGACTCCTGTAAGACTGCTATAAAGT CCAAATACTTGGATATCTTCCT
CGATACTGCCCACTCTGITTTACCCATGATATGCTGACTAATGCTTTAGATGCCTCC
AACAGCCAAGGAATTTGAACTAAACCAGG

>non- DHS261

GIGITTCCCATTGATAGCT GGAGACAGCCCAGTAGCTGTGAGTCGGTCTGACAAAGC
CATATTGAAGTACGGAGTACGGT TTCAAAGCAGT CAGAAAAAGAACGGEGAATGECTGT
TCAGGAAATTCTTCAGGCAT GGECAGCGACT TGECTGCAGT TCTGCAGT TGGAAAAT
CTGACTGGEGECAGCTTCTGAGCGCAGGECT GEECCT GCACACACT CAGCGEEECCEAGT
GGCCACCTCCTTCAGAGCTGCTCAG

>non- DHS262

AAAACGCT GAGGGT CAGGAACAGGT GTGCGAGGEGEGTTCGTTCTGATCTTATCCCAT
TTCTCAGTTCCTCAGAATGI TAGT GCTGAAAGGGACT GGTGTGAGAAGGCATCTGGT
CCAACCCCCTCATGTTACATGAGACAACT GAGGCCCAGAGT GEEEECTTTGTI TGCCT
AAGGT CACACAGCAAAT CAGCAGCAGTGCCTGECCTTGAACCCCGGTCTTTTGACTC
CCAGTCCAGTG

>non- DHS263

GGTCTTTTGACT CCCAGT CCAGT GCTCCACCCATGECATCTGTGGECCCTCTGGGAAA
GCAGGGAGT GACT CCAGGGTGACACGTAATGAGGT TCTCCTCTGATATACACGECCCT
TGGECCAAGCAGAGCAGEGAGCTACCTGGT GTGECCAGGT CCACTGECCCAGGGATGEC
CACGGGEECCCEEGT TGECCATGAAGGT TTTCACAGT TCCACATTTATTTCTCAAACC
TTAAACTGGTGCTTCCTTAGGA

>non- DHS264

GAGCATCTACTATGTGGGAAAGACCCTCTTTTTGI TCCAGT CATCGGCAGCTGEEEG
CTCTAGGT CCATCCCTGCCCT CCCCGAAGCAGGAGAGTAACCTTGTAGACTTCCTGT
TAGGGECCCTGEEGETCTCTGEGTGAATTTGATGCAGACT CAGCCATTAGCCTGECTGG
GCCACAAAATCAGGAAGCTTAGACCAGTGTTGTGGAACCTTGATTCCTGI CCCAGT T
TTGITCATT

>non- DHS265

AAGACTTTTGATGCCCTGI TTCTGGAAAGAGACTAGAAGGTATAGTCTCCTACCTGG
GATGTCAGAGT GAGTCTCACCAAAGT CAGACCTCAAGTCCAGTTTGAGCCGGACTTA
TCAAGGCAAACAGGGATTTAATCAATGCAAGCTTATGACCTGCACTTACTAGGAATT
CCTCGGTCATGEGGAATAATTGCAATCCCCAATCCCCATCACGAATAGGGT TCAAGA
GITTACCAGCG

>non- DHS266

TTCAATCATCTTACAGGAGT GGATGACATACCTTAAAAGATTAAGCTTCCCCACCTG
GCGATTTGTCCAGAAATTCAGTGTATTACAGCTTCTCAGAGCCTTCTTCGITCTCCTA
TATTCTTGIGT TATCAATAGTAGCTTTCTTTCTTATTTTATGI TTAAGTATGAGACA
CAGGCAGCTATGCTGATGGAGTCAGT TTGTACTGTCACTCATCTTTCACTACAACTG
CAAGGTTCACTTCCTTT

>non- DHS267
GICTGTCTATTTTGTGGECTTCCAAAATTCTAACTGCAAAATAAATGACCATCTTATC
ATGTTTTCCCATGECTATCAGGAGGATATAGCAATTTTATAGATTACTACATGGTCA
AGAATCTACGCATCGGATGTATTCTTTTCTTCTTCTTTACTTGATGCATTCAAAAGC
AACCACTGGATTTTTTTCAATGTAAAAAAGAAAAATAGATACCCATGCCAAAATTCA
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TGGGTGTAAACAGCCAAC

>non- DHS268

CCTCTCTCCCTCGACATCCTCCCCCCCATGTI GGGAGGGGAAACTTTTCTCCTACATA
CTTTCGAGTCCTTCTCGGEGECCEEGAAGCGCGGAGAT GACGECGECCCECCeTCeeaCC
GCCGCCCTAAGGTAT CCGEEEGT GCCT GCCCEEEET GCTCECECEEEEGET GCCTACT
CGEGEECTGCTCAGT GGGAGCAT CCECCGCECCCTGCTCTGCGGACT TTGAACCT
>non- DHS269
TGGTGCCTAGAATCCTGAAATGTAACATTGCCACCATAACCAAAAAAAAAGCTGCTA
CCAAGAGTGAATAGCATTTAATTCAGTAAACTTTATTTCTACTCACTAAACACAATA
CAGATTACAAATCCATGCAAATCACTTGACACTTTTCTAACAATTTCTCCTCTGAAC
AAGTATGCTAATATTCCTCCCATCTTCAAGATACTAATTTTAACCAAAAGCTAAAAT
TTTGITAACCTAATTCACAAAGT TCTAAGACCCTTAAACAGC

>non- DHS270
AGCTCTTCTACAGGAAGTGGCATTTTCCACTTGTGAAACGGTAGGTCATTCCCTGCC
TCATGCAGAACT CAGCCCT GTGGAGCCT CCACCACCT GECCCAGGCCCTGCCCACAT
GCAACCT CCCGCEEGTGECCCTCAATGACCTGCACGT CCCTTCACTCTAAGGAACCCT
GAGI TACAGTGGECCTTAAGGACATGTGTATTTAGAAGCCTTTGTGTACAAACTAGCT
CTGTGCGCTCTCAGITTAC

>non- DHS271
CTGGAATGGAATAGGEECTGT GT GGGCAGAAAAGAAATAGAACACGAGACAGGEAAAG
GCAGTGCAAGT GCAGAGGGGECATATGEGGT CCCCATGECTCCGAATGCTAACCTCTG
CCCTCTTTGCAGGTGGATGEECTCECECTTCTGECCGECTGI GCTCCGACACTGECTG
GCACGT GGACCCACATGCCCCCACATCTTTGIGECCACCAACTTTCTGAGCCTTGI T
CAGCTACA

>non- DHS272
CAGGAAGGAGGTGATTGATGATACACTGTCTTTTATTCTCTTTTAAGACCATGGAGA
CCTGTGAGGATGGECAACGATCTTGTCTTCTTCTATCAGGT TTGCGAAGGTGT TGCGA
AGGCCAGCCATGCCTCCCACACAGCTGCCCAGECTGEECTTCCTGACAAGCTTGT GG
CTCGTGGCAAGGAGGT GATGAGATCCAAATGI GCAACCACCTCCACATCAGAGCTCC
CTTTCATTCCTAGTIC

>non- DHS273

CAGAGCTCCCTTTCATTCCTAGI CCTACTGEECCTGEGTCTAGGTCCACAGGATTTC
TGACCCTTATTTCCCCTTCTCTTCCCCACTCCCCTTACTCCTCCCACCTTCTTGCTT
GITCCTAGGTCTCAGACT TGATCCGCAGTGGAAAACCCATCAAGCCTGTCAAGGATT
TGCTAAAGAAGAACCAAATGGAAAAGT GCGTATATGGECCCCAGIGTCTTTACCCTCT
CTGCATCTTCTCC

>non- DHS274
TGTGAAACTGGATCTTCATAGT GECCCCCCACCT CCCTGCCCCGCACT GEECGEECCA
TCACACCAGCCACACCTGICCAGCCTGCTTCCCATCCTATTCTGGCCCTTGGACCCA
CATTCCCTCTAGCCAAGTATGCTTTCTCCCCACCCCAACACAAAAATCGCAGTTTAT
TACCAAACCCAACATTTATTGAGAACAAAAGGAACCAGT TGECATAGAGGCCCGACT
TCAATTCAT

>non- DHS275
CTTCTTGIGTCCAAGCCCTCAGACCCTTCCCCACCTCCCCCTCCTTTCCCTTTCCCG
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AAGGATTGTTCCCTTTCTCTGCCTGGT CTCCCAGGGCAACCCCCGCCECCEEGTGTG
AGAGGAAAGAGTATGTGTCACTGTGTATGCGTGACACTCCGGGTCTTTTTGAAGGGA
GCGGEGTTCGTGCGTCACCCCTTTCCACTGGT TCTGCAGCACCAGT CCCCTCCCCCCAA
CTCCCTGGEGTTCTTATGGTC

>non- DHS276
TGCTTCAGGCTTCTATGCTAACTCTTGGAGGCCCAGAGECATTTGACTTTATGTATT
TGAGI TTTCAGTATCTACTAAAATCATTCTTTGGEGGAATTTTTTTAAAAGCTGCAAC
TGTACAGAAAACCTACATCTTTACATCTGTACTTATGGTATTGGEGGT GGGAAAAAAT
GGACAATAAGGGTGAAAAGAAACAGT GCTATGAAACACAATGAAACCAAGTAAAGCA
TCTGCCTT

>non- DHS277

TAAAGCATCTGCCTTTACTTGACCT TAATACAGAAGCAAAGCTTTTGGGAAACAGTA
ACATTGCTTGCTGCCCCACAGCCATGGECTAGGACCCAGT CACTACAAGACATTAATA
CAGTAGAAGGCAGCCTTCATCTGCCTGICTCCCCTGECTCCCATTAAGCTCCCTACC
TACT GCAGGGAGCCAGAGAAAAGGAGAGGECACTACAATTACCACTTGI CACTCACCC
T

>non- DHS278
GCCCATAACATTTCCTGI TTGT CAAGGGGAAAGCTACCATGAGCACACCTTGCCTTT
CTCTTGAGGCTGAAACAGTAGCAAGAAACCTCATGGT TTGAAAGT GGAGT TGECTGA
ATATAGAT TAAGGGAGGGAAGAGT CTGAGGTGCAATTTATACAAAAAGGT TCTCTTT
CCCCTATTCCATAAATATTTAATAAGGT GEEGEGGTGCTAGT TGCTATCCTGTGCCCT
AAGAAA

>non- DHS279
CCCTCCTAATTGCTGGAATACATATTAGAGAAATTCTGTAAAGAAAATTTTTTTGCT
CATCACCACTCTCACATGACTGITTGCATTTACCCGCTGTACCCAGCCTACCCTTGT
GCAAACAGATTTTTACATGGECTGCAACCACAGAGCAAACAGT TGATTACTCCTTAAT
TCCCTTACACATCCCTACATTGATTTTCCTCCCTTCCATTCCACCGCCTGITCTCTA
AGGGECTGGATATCG

>non- DHS280

TCAAAGCTTGT TTGTGGAGGTATCTGAGGECTCATGTCACACTCTGEGEGEGTAACTCEGA
GITATGGTCTAAGT GGEGEEAATCTTCTGEGTGT TCCTGEEECTGT CAGCCTTTGEGT
TCTTTGAGGGTCTCATTGGEGT TGTCTTTGGEEEGT CCTGGACAGTI TCTCCCCTGAACA
TTCTAGCAGCCTTAGGTGGTCTTGAGCACTCTCTCCATGGGTCTTTATGGGGECACAA
GITCTTG

>non- DHS281

TGATGGAGCTGI TACTGCTTAGT TGTAGCATTTGATATCTGACTGCTATTCAGATTT
AACACAAGCAGGATTTGGGGACCAAATTATCTCAGCAGT CAGGCAGTCAGTCTTTCT
AGAT GEGGGAGGCGACAGAACAGTAGT TTAAGAAAT CTGGATGGAGGT CTATATGT G
CCTACAGTCAGCTTGT CAGCATCAGGGATATGT TTGGCAAAGTGCAGCGT GTACATG
TATG

>non- DHS282

GGCCAAAGATTCCTTCACAACTGCAGT TTGAAGGAATAAAAGAAATTACCTTCATTT
TATAGCATTAAAAATGAAATGAGACTGCTACTGTATTTTGAGAACAAAATAAATGTA
CTGTCAAATACTCTTTTATCTTATTTTAAAACATCAGAATTGTGCATATTTTTAGAA
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AACACAAAATGT TGAGCATCTATGAACATCAGAAGAAAATGATGATATAGATTATGT
TGAATGI TAGTTTTAAACTATAGATGG

>non- DHS283
AACCCATCTTCCATTACTGATGCTACAAGCATGAAAAATAATTCGCTTTCTTAACTA
CTTATTCTCTTACTCTACATGI TAAACTGAAAAAGGT TGTTCCTCTTTTTTTGTAAT
ATTTAGGCATTCTACCTGITCCTCTTTGACATTTGGATTTTTAAAAGAAATGTAAAA
TTTAGGTATTCTTCTAACATCAGATGAACTGCATTAGAATGTICTTACATAGI TTCAC
AATCCCAATAATCTATTTCATTTGIGTACTTGAGATGAAGGTGEGT

>non- DHS284
CTTGAGGCTCCTAGAGAACGAACAAGECCATGT TTGAATGT CAGGGAAACAGACGCA
GAAGGT TTCAGAGGACCTTTGTCACTGAAATTCCCTTTCCTTCTGGAAAAGCAAACT
GCCTAGT TTGTTGACCATCAGGTACAAAATATATTTTTTTTCTATAAACCAACATTGT
ATCTGCTGAGATAGI TTTAATTCATGTGATTTGTGACTAAACTATTTGATTTGI GGG
TCTGATGG

>non- DHS285

CTGGTATAGGAGAAGECTGGT TTGGAGGCTGAGATCTGATCCAGGGAGAGCTGCAGC
CCTTTGTATTCTGTGI CTCTGCAGGGT GGGAGGACAAAGCCCTTAATCAGCCACCAT
AGGAAATGGATTCATGCATACTCTCATCAGGAATGATAGTAATCCGAATTTGAAAAG
AAGGCAAGCAAAAGT TAGCCCTATAACTAGCTTCCACAAGCACCTGGATTATTCTAG
CAA

>non- DHS286

ACATAACAAAAGACACGCTCCTGATCGGGT TTTAGAAAACCCACAGACCTGEGECACA
AACCCCCGT TCCACGACCTACTAAACATACGCTATCTGAGCACAGGACATAGI TAAG
AAAATTTTAAAAACAATTGAAAAAAGAATAAACATACAATGTCAGGAGAGITTACTC
ATCTCCGTCTCTGCATCTACCTCCTAGGT TTCACTACCTACCTTCCAGI TTAGCCTT
AGGATACGTACGCAA

>non- DHS287
TGATCTCCTCCCACCTGAACTAATTTGCCTTAACCTTTAAACATAACTATGICTTTA
AAAAGAAGATCTGGTATTGTATGT GCCTCAAACACTGAAGATGATTAACAAATGT CA
TGAAAATAACATTCTAATCTTTTAATTTAAACT GAAAAAATTCACAGT CTGAAAAGA
ATGACATGACTTGTCTTTAGACAAGT CAATCCAGAAGCACAATACAGGAAGAAGTAC
ATGTGAAATATGCTGACCAGGTGATT

>non- DHS288
GAAAGGACCCTCCTCCCTCTTAGGCGECAGCTCGCCTTCATCGEGTIGGATTTCCTCC
TCCTTGCCTGGECCTCGTTTCTCTTTCGAT CGCCT CCECCGCGT GGTCCCGECGECCAG
CCTCGTCGTTCCTTGCAGACGCTCTCCCTCTCCACCACCAGCTTCTGECCACCCACT
CGTAGCGGECACCGAGGEGT CAGGEGCCAGCCCCCAAGGAGEECECTGCTAGGAAGCT CG
AGCCC

>non- DHS289

AGGCAGAGTAACCCTTTGGATATGGGAAAT GAAAATAAATCAAACTCAAAACAAGTT
TATTATTTGCTTGAAGCTCTGGTAAAAGATAAAGT GAAACCTGCAAACTGTAAAATG
AAGTTGCTGCTACACATTTCTCCAGI TTTGGATTTCATTCTTGGATGGECCTTTAACT
TGGATAGAAGGATACAAGACAGCCATATATATATATATATACAGCTGITGCTCTTTA
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AGATATCCACTTC

>non- DHS290

AGATATCCACTTCACCCTGI TGT GEGEGT GGGAGGAGEEEEGAGGGATAGCATTAGGA
GATATACCTAATGTAAATGTCGAGT TAATGGEGTGCAGCACACCAACATGGECACATGT
ATACATATGTAACAAACCTGCACCTTGTGCGCATGTACCCTAGAACTTAAAGTACAA
TAAAAAAAAAAATTAAAGAAAAGAGATCCACTTCGCTCAGCACATGTGATTTGECTT
TGGTCTTTGGTGTTAATTTGGATGC

>non- DHS291
GGATGCCTAAAGAACTGACTTTCCTTGATGCTCACTCCAGCCTTTTTAGGACTAGAT
TGGATACATTTACATGTTTGCTGECTGITTTTTCTACAGTCACACATCCTACCCATA
ATAATATTGCAATATTCTAAGT TGTCTTGGAGGATATCATCAAGTAGGT GTCAAGTA
AAACTTAATGGTAGACTGTAAATTTTAAAACAAGTI TACAGGTCATTTGIGTAGICTC
TCTCTCT

>non- DHS292
ACAGGTCATTTGTGTAGTCTCTCTCTCTATATATATTAAAAGAAACAAAACTTTTCC
CTCTTGAATCTTTATTCCTATCTCAGCTTCATTTATTGCCTCGTTTGTCATCTAAAT
GGICTTTGITCTTTCAGCTTTCAAACATGATTAATTGACATTGTGCAGCATAGCACA
GCGGAAAAGGCTGAATATTTTGTATGATGAGTAATCTAGT TAAACGCCCATCTTTCTT
TTCAACTTTACCAACAAATGTGICTTATGCAGATG

>non- DHS293

CTGAGGGAGCTACTAGGAGGT TTGCACGECCTGCTCTCCTECCCTCTTCTTGCTCTG
TGECTGAACTTCAATTCTCTTCGEECT TAGACCCCACT GACTCGCTCCCGEECAAAG
CAAACGATTTGATCAGATGGECCACGTGCATTCTTCCTTTTCCTGAAACCAGCACCAT
AGGGTAAAAGATTATTTCTACTTGGT TGCCTTCCAGATGI TTCACACTTGGACAGCA
AACTGATTTCAAACCAC

>non- DHS294

AAACTCTCCCTTGCTGTGT GCCAGEGACACGCTTCGTTGGTCTCCACGCACGTGCTT
GCCATCTCTGCTCTCACAAATGCTCACGEECTCCTGGACCTGTGT CTCCTGCCAGGA
GCTGTGCTGECCTGCCCACCCCTCTCAGCTGCCCACACCTCCGCEECAGCTECCTCC
CGT GAGTAGGAT CTGAAACACCAAAGCCACGGGCAAGGECAGGAT GGAGEEGECAGCG
GTCCATGICAACATACACCACAGATG

>non- DHS295

TCATGGCCTGCTCCTCTGI CGEEECCTGICACCGGGAAACCCCTTTTTTAGCAGCGA
TGACGACACT GGAACCACGCTAGI CTCCGT CCCTCCCGCTCACATGCGCCCACGCTC
CCCCTCGAGGCAGGT TGAGCCCCGEECCTGGACCGECCCCACGCTGCCTTCCGTCCACG
CAGAGCGEGECTCGECCCTCAGEGCTTTCCTTCGAGT CGT GT TGGAAAGAAGCAGAAG
>non- DHS296

GATTCCCACT GAGGACCT GTGGCCACACAGCAGAGECTCCCACAGCCCAGACTCCAG
GGTGGTTTCCATAAACCCCTTGGECCCACTTTTCTTCACTGCATGATTTTTAACAGGT
[TTTTTTTTTTTTTTTTTTTTTGECTTTATCTCTGCTTCGTACAGTACAGICATCTC
AAGTTCTTTCAATGAGGGAAACATCACCAACACACTCACAAGTATTGEECCTGGTGA
ACAAC

>non- DHS297

CACCAACACACTCACAAGTATTGEECCTGGT GAACAACCCGAGECCCTGAAGATCAG
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GCTCTCCCCAGCCCT CCTGGAGCCAAACCACCCACGGCAGCCAAGIGACAGCACCCG
CAGAGCT GCCCGAGCCT CTGGGAGGT CACGEGEGAGGAAGGGAAGACGGAAACACCGT
GACGGCCACTTCTGCCTAAATCGTTAGGAACTATTTCAGAGT CCCTGCAACCTGAAA
CGGEGGATTCTCCACACACCTCCACAC

>non- DHS298
AACGGGEGATTCTCCACACACCTCCACACGECCAGCAGCGCAGTAATCGCTTTTAATT
AAATAAAT CGGAAACACAAAT CAGGCCAATGTGT TGAATCAAGGT GECGIGCACTGC
GTATTTATAGCTCTATCCACAGAGGACTCCTGACACATGCTACGEECTCCCECAGCC
GCTTTATTAAATGGAATAAATAACACCGT GCAAGACGGECAAAACTTCACCAGACEEG
TCTGGEGGTTCTCCCAACTCAACACTGTITTTCCTGCA

>non- DHS299

GAATGAAAACAT GGTCCAGATGAGAACAGACTGGTGTCTGGT TTAGCTAACGEGT GG
GTGGAAGGGAACCACT CTCAGAGCGATGCTGCATCCTCCCGCTGECGACTACCCCGA
GCCCACCT GECGGTCAGGTAGCAGAT CCTCACCT GCCCCGAGAGECGCCTTCCCCAG
GGGECAT GCGCAGGGCCGEGEECAAGCT TCCAGGGAAGECT TGCGAGGCCCGAGGTCAGA

AGACATAGGAGTGTGA

>non- DHS300

CTGAGAATGTTGTCAGCTGATGGT TCACAGACGAAGGGAGGAGCTTTGCCCAAGGT G
GCCACCAGTTCCAACTTTACATTTTTAATCAATAT GGGCGAAGGAGAAATAATCTTAG

TGAGGGTTTCCATACACCATACACTTAGT GAGCATTTCCATACATGGATGGTCCAAG
CATTCTGGGECGTAACT GACAAGATCAAGAACTTTCCTTGCTGAGCATACT CCT
>non- DHS301
CAGTGCACCAGAGAAAACAAAGACTCGGECCTCTAAGAAAATAAATATGTGGTI TCCTC
CCACTGCAAGAGCCCTCAGCCTAGGGATAAGGAGACAGAGEGACT CTGGTATCAAAA
TAGAGGGGAGT GGGTGGTAGGAAATGT TGACTGCATTTGCTGTGATGTGATTTTGCT
CAGCAAAAATTGATTCCATGCATGECT TGCTATGAGCACT GTGGAATGCAAAATATG
AGACAATCCCTGCCTTAGAGAAG

>non- DHS302

GCACTGI GGAATGCAAAATATGAGACAATCCCTGCCTTAGAGAAGI TTGTATTCCAC
TTTTGAAGCCAGGCCAAAAATACATACAGAGT TAAGTAACGAGAGAAATCAGAATAT
GGT TGAGT GGCAAGAGAGATGT TAGGATAAGT GCCACAAAAGT TCAAAAGAAGCCAA
GGAAAAGTATCTTTTAAAATAAGGT GCCTGECCAGGCACAGTGACTCATGCCTGTAA
TGAAAACACTTTGGGAAGCTGAGAT

>non- DHS303
GITGTGCCTCAACTGATTCTGACT TCAGGAAAAGT AACACAGAGTGECCTTGECCTGT
TGTCTTCCCCTATTTTCTGICCCAGCTCATCCGT GTCTCTGAAGAACAAATATCCTT
TTGGACCACGAATTCCCAGT TTGGTCTACACAGECTCGCAGCTCTCACCTGICCTGC
TGTAGCCTGAATGCTCCCATGT GGGAATAGCACCCCACCACCTGCCCAGTGICTECC
TCTGCTCCGT GTCTGGEGET GAGCACCCTCACCCTGAGACT

>non- DHS304
TGTTGGTACATGTGGGACTTTAGCT CATCTGAGGAGT CGAACAGCAGCTGTGAAAGT
CTTCTACTCACTCCCTGICGAGGCTGECCTGGTTTGCTACACAAACACGGTGECCCT
AGGACCATGGGEGCTAT TCCTGCAGACGCCCTCGEGAACCAGCTGCTCTGAACGT GGT
GCGCEGGTGTI TGGAGCAGCAGT TTCTCAAAAGT CCACACACAGT TAAAGCTCTGAAAAC
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AGCACGA

>non- DHS305

AGTGGTGTCTGCCTGCAATCTCAGCTACT CAGGAGGCTGAGECAGGAGAATTCECTTG
AATCTGGGAGGCAGAGGT TGCAGT GAGCTGAGAT TGCACCACTGCACT CCAGCCT GG
GCAACAGAGCAAGACTCTGTCTCAAAATAAATAAATAAATAAATAAATAAATAAATA
AATAAATAAATAGTAAAGT CGATGATTGTAGT TGT TAATCACAT CCACAAGACACCT
TCACAGAAACACCT

>non- DHS306

TTGT TAATCACATCCACAAGACACCTTCACAGAAACACCTAGATTAGIGITTGATTC
CATAAGT GGGTACCACAGCCTAAGCAGGT TGACACATAAAACTCACCATCACCCTAC
CCTATTGCCAGGT TCCCTAAATTGECATCCCAACTCTAGTCTATGCCTATTCTGAGC
GCCTTCCATGCCATTTCCAGGCTCAGCTTACTGAAGGAAAT CTCTGGCCAGGTCTCT
CCTCTGCTTAACTTCCA

>non- DHS307

AGGTCTCTCCTCTGCTTAACT TCCACCACCCCCAGAAAAAGACCAAGACTGACATCT
GCTCCTTTTTAGACTGTIGGTCCAAGCTCTCCCTACCCCTCTCCCCTGECTTTCTGIC
AACATAAACATCTCATTCATGCTCACTCTTGCTCCCTGCTGCTCTCCATCCCATCGC
ACCCCCATGCCTAGECTTTTCTGI TACTGIGCCCTGTATTAGGCCATACTCGCTTT
>non- DHS308

CTGTATTAGGCCATACTCGCTTTGT TATAAAGAAATACCTGAGACCAGGTAATTTAT
AAGAAGAGAGGT TTAATTGECTTCTGGT TCTGTAGGCGGTATAGGAAGCAT GECGEEG
ATTTGCTTTTGGGAAGGT CTGAGGGAGCTTTCAATAAT GGCAGGAGECAAAGGEGEA
CACAGGCACTTCACAT GGCTGGAGAAGGAGCAAGAGCGEGAAGAGEGEEECERAAGT
GGTGCTACACACTTTCAAACCACCAGATTTC

>non- DHS309

TTAACCTGTGAACATCCAGCTGI CCCTGEECTGTGATTCAGTGI CTGT CTCCCGGEGET
GACCTCAGCATGGEGCTTTGAGGAAGGEGAGAGAGTAGT TTCTTCTGAGACTGGATAG
TGACT CAGGGACCCGGEEECTGEEECCTCAAAAGT GCCTTTGT TGGECCTGGEECTCAGG
AATCCAGAGAAACT GGT CAGGAGGAGGCCCCAGT GACAAAAACCCCTCCCTCTGCCC
CCGCCCCTCTGCCAGAGCCATATAACT

>non- DHS310

CCTGAATGATGACT GCTGAAT CACGGGAAGCCACGEGTCTGICCCCACAGECTGCAC
AGGAGAAGGAT GGTATCGTAATAGT GAAGGT GGAAGAGGAAGAT GAGGAAGACCACA
TGTGEGEECAGGAT TCCACCCTACAGGACACGCCTCCTCCAGACCCAGAGATATTCC
GCCAACGCTTCAGGCGCTTCTGT TACCAGAACACTTTTGEECCCCGAGAGECTCTCA
GICGECTGAAGGAACTTTGTCATCAGT GECT

>non- DHS311

CTGAAGGAACTTTGTCATCAGT GGCTGCGECCAGAAATAAACACCAAGGAACAGATC
CTGGAGCTTCTGGTGCTAGAGCAGT TTCTTTCCATCCTGCCCAAGGAGCTCCAGGTC
TGECTGCAGGAATACCGCCCCGATAGT GGAGAGGAGGECCGTGACCCTTCTAGAAGAC
TTGGAGCTTGATTTATCAGGACAACAGGTAAAAAGAGGTGAAACCTATTATGTI GTGA
GCAGGGECACAGACGT TGAAACT GGAGCCAGGAGAAGTATT

>non- DHS312
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AGGAGAAGTATTGECAGECTTTAGGT TATTAGGTGGTTACTCTGTICTTAAAAATGTT
CTGECTTTCTTCCTGCATCCACTGECATACTCATGGTCTGI TTTTAAATATTTTAAT
TCCCATTTACAAAGT GATTTACCCACAAGCCCAACCTGI CTGTCTTCAGGTCCCAGG
TCAAGT TCATGGACCTGAGATGCTCGCAAGGEEGATGGTGCCTCTGGATCCAGT TCA
GGAGTCCTCGAGCTTTGACCTTCAT

>non- DHS313

AGTCCCACTTCAAACATTCGT CTCGGAAACCCCGCCTCTTACAGT CACGAGGTAAGA
AGCAAGGT TTCATTTAGGGGAAGGGAAATGATTCAGGACGAGAGT CTTTGTGCTGCT
GAGTGCCTGTGATGAAGAAGCATGT TAGT CCTGGGECAACGTAGCGAGACCCCATCTC
TACAAAAAATAGAAAAATTAGCCAGGTATAGT GGCGCACACCTGTGATTCCAGCTAC
GCAGGAG

>non- DHS314

AGACTCCCTCT CGEEGTAGGT GEEEGT GGGGAAAAAAAAAAAAAGAGT CAATGEECG
CCAGCAACACACCAGGECCCAGCTCCCTGCGT GACTCCATCCTCAGCAACT CGEEGTA
GITAGTGTAATTAACCCCCTTTCCACAT TGEGAAGCTGGEECCCAGGECATATGTCATG
TATCTCCCAAAGGCACTGCTGTTGTGACTAGT AAGAGGCATCGGEGATCCGAGCTCAG
GICTCCTGGGTTCTGATCACT

>non- DHS315
TGACTTTTCAGGAATCCCATGCAAAATTCTCCCTCAAAACATTCTCTTTGITTGTGT
CTTGGTAGCAACTCCAGAGTTTTCAGGACTTGGACTCTGCTTTAGACTTGTGCTCAG
ACTGICTCCACAAAAGTGGTCCGTTTCCTCATCCAATGAGCTCTGCCTGITTGICTG
TGTGACACT CCAGT GGAAGGAAGCCAAGAGCCTATAATAGCGATCCTGGEGGAAAATT
>non- DHS316

TGCTTGAGAGCATGATACAATCTGAGGT TTCCCATGCAACCCTGAGCTGTATGATTA
TCAAAAAGGT GAAGT GAGGAATACAAGAGAAATAAATCGTCAATGCTGAAGTI TAGAC
TCAGGAGATCTGITTGTCCTGATGAACTGACATCTTTGCTAGTAAGT TCAAAGGTAG
ACAGTGITTATTTCCTGTITTCACTTCCAGATATTGCCTGIGCTTTTCCAGTCACTCA
ACAAAGAAGG

>non- DHS317

CTTGCCTGCAGAAATATGTAGT GGECCGCGAAGT TTGAAGGAAGCCCGECAGTGCCTG
GTATATTCACCAACTCCTCCAAGTAACTGATCATTGCCAAGGTCGAATTAATAAGCG
TTCTTTGATGI TAATGATTGTGAGT GTTCTCAGGAAAGGACTAAAAGCTGACTTTCT
AAACAGGATGI TGT TTGGAAATACCCCAAACAAACT CGATGTCCATTCCTAACGTGT
TATTAAGTGAACCGATCTGACTCGA

>non- DHS318

CTGTACTCATGCATTTTGGT TTAGCAGTATGCTTTTTTCCCCCATGAATTCAGCAAT
CTTAAAATATGCTATCGCACAAGATACTCATGGGGGATTTAACACCAAATTTTGITT
TGGAACCTATAGTCACTCACTGI TCCAATCTGAAAAATACATAGATGTATCTCAAGT
GTATATATTGGT TACCAGCTGGTAGI TTCTCAAATATCTCCATTTCTTTCAGCTGCT
TCACACTCACTACCAAGCAAA

>non- DHS319

ACAGT GTCAGT TACGGGGTAGGATTATAACATTAGAAAGAACAGGTGICCTTGATTG
TTAGGT TTGI CAGGGAAATAGAGAAACGGT GTGCAGAGATTTTGATACAACGACTCC
ATGCAATCTGCACACTCCTTTTGEEEEECTCCCTCTGATGT TAGT TGACAAGCTTCA
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CAAGGATGCAAAGT AAGACAAATTAGT CCATGATATACAAT TAGGGGEGGACATTACT
ATGAAGAAAGTCTTGCATTTTCCGAAT

>non- DHS320
GGAGATCTGTGAGCT TGGGAAGCGAGAGT GCGT GT GCGT GCACGCGCGAGEGT CACC
GGCGCT TCGCT GEGEGACGAGECGECCEEEECT CGCGGTGGACGCCGCTTTCCGRAGCT
AGGGGAGCCCATGGACAGT CCCTGEEECTCTGGAGTGGT TTCAAGGCTTCTCCATTC
CAGGGAAGCGCCAGGTCCTGCTGTTTCTGGT GCCAT CCGGAGACAAACAGAGAT
>non- DHS321
TCTTTCAATTATGGAGAGGGTCGTGATGTGTATTTTAATGAAAGCCAACTATCTTCT
CTAATATTTGAAAAAACAATGT TTAAAAGGCTTCTATTTGTACACCTTTTCACATTT
TAGCT GGCAGAGT TCAGGACT TGATGGAAACATAACGAAGGEECTCAGAATGTACTCA
TCGCAGACT GAGCCCATATGGT CACAGT GGGGAGAGCACGCTGCACTCAAGATGCTA
GCAAGCCTG

>non- DHS322

TAGCTTTTCTTCTCCACGGATCTTGTAAAGAAAAAAGT GAGGGTGTATGATATATGG
CCAGAAAAACCTAAATCAGAAAGAAAGAACATTGATCTAGATTGCAGTGGATATTGG
TGGATTTTTTTAAAGCTCTAAACTTTAAAAAAAAATACT CAGGAGTCCCATATAACC
AAGAAAGAAATAGAATGACT GTGATAAAGGGTAGGATCCTCTGCCCTGTATCCTCCT
CITTTGCCCTTTA

>non- DHS323

ATATCTGTGGT TTGCAGACATTGCTAAGTGATTCCTATGTCAAAATTTTAATATAGT
CTCATAACAGCACTTTATCTGECTGAAACTGACTGCCTTTTTCTTCAAATACATGI T
TGCTTAGCTATATATTTTGCTACATAAATTAGATATTAATTTGCAAAGCACTTGAGA
TCTAATTAATTATAGTAAATTTATTTCTGCTTTATCTCAACAACAGCTCCAAACAAT
ACCCT

>non- DHS324
TGTGIGCTCAGTGCTACTGTGAGT CAGGGT TAATTAGCATTAGTCATAGACTTGGGA
ATCCTCACAAGAAAAGGGTCATCTGGTGEGTCTGEGECTGIGCCCTGECTGTGATGAG
ACACCACTCATGCCCCTGTGAGTGTGTCATCATGCTTCATTAGT GGCTTGCCTAACT
TTGCAGGT CGGECCCT GEEGT GECCCAGCCCTGAGT GCGGGT GCTGAGATCAGCCAAA
GGATGACACCT

>non- DHS325

ATATCATCATGGCCATCTTCCTGT GGACTGACTACGTGGACCCAACTCCTTCTTCTC
AGTGGCTGCTTAACATTTCAGTACATGCAAATGCCATTATATTTTATTCTTAGTI GGG
TTCTCTTCCCATTGI TTGI GGAGGEGECCT GT CATGGACAAGECTATGTI TCTGGEGEGACC
AGAATTTACATTCTATTAAGGGAGACAGGAAATATACACTAATTAAGT TGATAGGCA
GGAGCATTGT

>non- DHS326
GCTTGECATGCATAATACAATAGCAGAAAGAGGAATCTTCTACTGAAAGGCACTGEA
AGAGGGATTCTTGAGGACAAGAT GEGECTGAACGT CAAGGATGCCATTGACTGT CAAT
AAAATGGTTGI TTCTCCTCCACTTTCTTCTTCTAAACCATCCTCCCTCCCCACTGTT
GAAGATGTAAAATCAAATGGAAACATCTGATGGCTACTTGTCACAAAACCTTTCA
>non- DHS327
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GGACTCACACATTTCCTTCTCTTAACACATTTACCACTTACTTTCTGCATTTTTTTT
AAACCTATTTCTCTCTCTTCAAAGATGTGACTACAGGAATCTACAATGCCTAGACAT
AACAGAAGGCAAATAAACACTTGAGAAATCCATTAACATCACAACCTCATTCCTTTC
CCCACCGTCTGTACAGCATCCTGACT GTCCACAGGEGEGTGCCTAATTATACAACCCCA
AGTCCTCCTTCACCCTAGAATCTC

>non- DHS328

AATTTGCAAGT TTGGT GTGGT GAGGECCT CAGT CTGCAACAAAGEGT GAGGGAGECCT
CAACGT AGGAGCAGAGEEGT GEGEGECCEECAGAT GECACT GCAGAGATGCAGAAGEEC
AGCTGGEGCAGGGATCCGAAAACGACT TTATTGAAGATGGAGT TGECAAGACCTAGCC
CCACTTCCCACCCCCAGAGCCGTI TCCTGTCTCCCTCACTCACACGCTTTCCACAAGC
TCTGCACTTC

>non- DHS329
AGCAGGAGAAGGAGGAAGGT TAAGAAT GGT GACAAGGCAAATTCGATTGGAGGAAAA
TCAGGACAGAAGT CCATGACAGAGT TGAGAGT TTGAAGGAACAAATAGGTAACATTG
TTAAAAGCTAAGTAAAGAATGCAAATAGAATAAAAATAT CTCTGGAACTGATGAT GG
CAGGTTATCAGTAACCTTTAAGI TTTCAAATTCTAAAGATTAGT GAGGGTAGAAATG
TTTACAGTCTCAGGA

>non- DHS330
AAGGCTGGACTAGATAGCCAT GAGCCCGCAGT GCCAGCT GCCAGCCTTAGECGT GGT
CCCGGTGCGCTGTGEGTACCAAAACATTTCTGAGT GGGGT TTCCTTTGECACAGEEG
CTGAAGGGT CCACGGT GGAGCCAGTAACAGECCTTCCAGGTAGCTCCAGACTCCCTG
TACCTCTGCCTCATGGCCT CCCT GT GGGAAGAGCAAGCCCAGGEGACCCCTCCCCaECT
TCCCCCTCCCCTGCTTCCTGGAGAGECTGAAACT

>non- DHS331

GCTATCCCCACTACCTGAGTGACTTCCGAGATGCACT TGACCCTCAGTGCCTGECCG
CAGTCATCTTCATCTACTTTGCCGCCCTGTCTCCTGCCATCACCTTTGEEEEECTEC
TGEGET GAGGAGAGCCT TCAGGT AGGGEEECGECEEEEACT GCCCAGEECCTGECCACC
AGCTCCTGAGCTGGT TCCTACACCCCTAGGAGAGAAGACGCAGGACCTGATAGG
>non- DHS332

AGTTCTGTAGCAGCAACCACCTGGAGTACCTGGT GGECCGTGTGTGGATCGECTTCT
GCECTGGTGT TCCTGECCCTGCTCATGGT GECCCT GGAGGEGAGCTTCCTGGTCCACT
TCGTCTCCCGCTTCACCCAGGAGATCTTCGCCTTCTTGATCTCACTCATCTTCATCT
ATGAGACCTTCTACAAGCT GGTGAAGGT GGGCAGGCCCCTGCCGAGAGCTGEECCAG
GAGGGECCGAGGT CTCAGGECTGGAGEGAGTICTCTTGGTCC

>non- DHS333
ACGTATACCAGGECTGCAGATTACTCTTTTAATTAATTAATTAATTTGAGACATTCT
TACTCTGT TGCCCAGGCTGGAGT GCAGT GGCGTGACCTTGECTCCCCGCAACTTCTG
CCTCCTGGGTTCAAGCGATTTTCCTGCCTCAGCCT CCCAAGTAGCTGGGATTATAGG
TGTGCACCGCTATACCTGECTAATTTTTGTAATTTTAGTAGAGACGGEGT TTCACCGT
ATTGGTGAGCCTTGICTTGAAC

>non- DHS334
CTTTCTTTCCCTTCTCTGTTCCACATCCACACCTTACTCTGATTGGEGAGT CATAGCT
CTGITCTCTCTGCCCCAGCTGICCCGGAATCCCTTTCCCTGCCATGGGCATGCTAGA
AACATGCTGCAGT GCCCTGEECCACCTCCEECTCCCECCTCCTGECCTCCTGCACTC




79

TAAACATACATACCTGAATGTGAGAGT TTGTCCGGGEGT GACCCTCTACCTCCTTCCA
GAC

>non- DHS335
CTCCTTCTGGECCCAACAATAAGTGCCATTTGGAATCTTCTCGECCTTCTCTGTGCCT
TCCGCGCGT CTGEECTCCCCGGTACCGT AGACCCGECCCCGAGCT CCECCCCCTCEC
CCTGGEECT TCCCCGCCCCCTCACCCCCAGT CTCCTGEECT CTTCGEGEECEECEEAAG
AGCCGAGAACCT TCGCGAAGGT GEEECEEECECCCCCGAGGT TEEECCCGCGEETATG
GGCAGTGGAAACT

>non- DHS336

ATTCTCAAAACAACACTGCTCACGCCTGATCTGT TGCTGAAAAACGTTTAATTACTGA
CAGAATAAAGTCTAAACACCTTTGATATTCTTCTATGACCTGGCTTCTAGICGCTTA
TGTACCAGTCCTCTGATAAACTTTCTCCATTTTATCCCATCTTTTCTGCTTATTTTT
CTCAAACTGTGGECACACATTTTGCCCTTTATACTTATTCACCCACCATTCCCAT
>non- DHS337
CCTGCCTCCTATTCTTCACTCCTCAGGCAAAAAGGT TGCTCAAGGAGACT CCAGGAT
TTGEEGTCTGCCTCGTCACTGTCACCAGGAGECTTTTTTTCTGACTTGCCAGAGCTC
CCCATCAGT CCTCACAGAGCCT CTGGAAGCACAGGEGAAGGECAGCTGTGEGATCCT GG
CTGAACAGAGT CCAGGT GAAGCAGECTTGAGAATGGATTGAT GCEGAGGT GGEEATG
TCACAGGTCT

>non- DHS338

GAAATTGAACCTGGGGT TTTGACTTGCCACTGCCATAACTTGTTTGTAAAAGAGCT G
TTCTTTTTGACTGATTGT TTTAAACAACGATTTCTCCATTAAACTTCTACTGAGCAA
ATGGTTAATAAATTGGTTTGCTGT TTTTAAGT GAAGT GACAGAAGCAGACTCTGCAC
ACACACAACCAGCGCT GCCGCT CCCGGERAGGCAGAGGTAAAAAGCGCATGGCACTGC
TGTGTAGAAAGGAGGATAGGCA

>non- DHS339
CCAGAGTCCCTGAATCAATGATAATTAACATTTTTAAAAAATTTATTATTTTTAAAA
ATAAATTTAAT CGCGAAGCT CCGAGCCAGAAGAGTAGCGT CTGAGACT CCCCATAAT
TAACATTCTTCACTCCTTAATTTTAATTTACCTCACACCAAACTAGCTGCTAACCCT
CCTCTCCTCATCTGCCACATTCCCCACAAACCTTGAGCTGICTTCTTTGCTCAGICA
GITCCTCAGACTCAA

>non- DHS340

GTAAAGGAGCACCTTCCCTCATACCACATATCCTACATTGI GTAAACGTGTAATACG
GITTAATTGAGGAAGGT TACATACAGAGAACTAGGAAAATGTAAAACTGTTTCTAAAA
GGCCTGGACTCCAAGT TAGGAAGATAACATCTCTTTTGTCTATATCAGAGAGGAAAA
TTCTATTTCATTATTTTTTTCTGI CAGGAGTCTTCTGCAGACTTGCTGGAGACTATT
GAA

>non- DHS341

GTAGT TGAACAAAAGGGECCAGAAGAGAGCATTAATGI TGTGACATTTTGCTGTITTTC
TCAAGCAGAGATCCAGAAAGT GAGACAGATAATGACTCCCAGGAAATATTTAAGT TG
GCAAAAGATGTGCTGATTCAAGGATTGATCGATGAGAACCCTGGACTTCAGTACGT G
AATAACT GCCCTGCGACAATTAAATGT TAAGGGTATTGCTTTCAAAGGTAGCAT
>non- DHS342
CACTGTCTTTAGCAGGAATTCAAGGCTTTTCAAGATTGAGCGCCAACCTGTGACTTT
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CCCCTCCCTCATAAGT CTGAGCACCCTCTAACCAAATTCATTATCTCTGGAAACTCT
CCGATTTTTTTCATAGIGTCTAACAGTCAAAGTGITTTCTCACCCATTTAAGATCAA
CAGTACTTTTTTTTCCATTAAGGACTTAGTGACTGCTTGTGTCAGATGTAACTTCAT
TCCTCTGECTCCTTTAGT

>non- DHS343

TTTTGIGGACAAACAGTACTGACCTAGAT GCAAAAGAGAAAAGACAGT GTAGAAAGT
GCGGGAGACAAATGTATGTGAAGT GCAGAGATATGAAAATGCAGGACTCTTGCACAGA
ACAGT AAGGAGCT GAGCGGGACAGAAGCACT GGT TGCCTGCAGAACTCTGCAAAGAT
GGACT TGGEGCAGGAACTGAATCACACATTTCCTTTGTGCTCAACAAGGTGATTTGAA
CT

>non- DHS344
GAATCACACATTTCCTTTGTGCTCAACAAGGTGATTTGAACTTTACCTTAAAGATAT
AAGGACACATGACAAGATTCAAAGAAATGAAATTTCTAAGTGAAATTTTTATTTTAC
AACATTGCCAGCAGCTATGCAAACAAAGGACTGGAAGT TAGCTAGAGAGAGACT CCA
GCCTAGAGCAATGGTTTGCAGTGGTTTTCAGCTTAGGATGATTTTGI TTTGICCCCCT
CCATCCTCCCAGGGAATATCTGGCAATGTCTGGAG

>non- DHS345

CAACT GT GCAGGGAGAAACAGAGGGATCAGGAATTCAACACAGCAACT CCACECCCT
TCCTCCTGI TCCACACCCCGCAGGACCT CCCATCACAGAACCCGECCTGAAGT CCA
GCGAGGGAGCAGGEGT GGGAAGT GT GGGGAT GAGCAT GGAGGGACCAGGGACAATAGCC
ATCCAGGTCTCCCAAGACAGAAAACCCAAAGTGTGTGGGT TAAAATATCCTTTGAGG
>non- DHS346

AAGACAGAAAACCCAAAGTGTGTGGEGTTAAAATATCCTTTGAGGT TCTAACTTAATT
AATCATTATGCTCATGAAAAATAACTCCTTGCATTAGAAGCTCTTATTAGGTATCCC
AATCCTTCTATTCTATGACGGACAGAGGGACACAGTGGATTAGAGCACTAGAGACTG
TTTCCCAAAAATCTGAGGGGAAATACACTTCTGTGACGTGTTTGACCTTGAGACAAA
CGATTCTGGTGATCTCCTGTGTAC

>non- DHS347

CCTGTGTACAAATATGCAAGGT CTGATTTAGACAGCAGAGACGCCCACAGCTAGGAA
ATTGTAGGT CATGGECCCCAAACATCAGAGGEGTACTCAAGTACCATCCCTATTTTAAT
GTGAAATGAGGTACAGT CATCCTTCATTTGGAAACAGCAGCAACTGCAAACCAAACA
ATCCTTTTCTAACTCTTGAAAACTTGTTTTCAAAGT TTTGAGACAGACTACAACAAA
CCCTGTATGTTCCCAGACAGGAAGT GG

>non- DHS348
TGAAAGCCTTAGTGAACTTATCTGGGGAGAAATATATTTGCTTTTCACAGAAAGCAA
AATCTAGTTCAAGGACGGT TTCTTTAGATGAAAATTATGI TTAGGECTTACATAATCC
TAACGATGACCACTTTTCTTTTGACCTCTTTTCTAAGGTGTTATGTATTAAGCATGT
GAGTAAGCATTTTGGT GAGCTGCAGT TACTCTTGAAGGGEGT CACCACCACCATCACT
ATTGGAAGAAAGGTGA

>non- DHS349
GACTCTTCCATTACCCTGGATTTGTGAATCGTATTTCAAATTTGAATGTGI TTTGCT
TTTCCCCTCACTGITGTATCTTTTGGTGIGGGATGT TTTGCCATGGAAAGAAGGAGA
AAGAAGCAGGATGCAGT GGECATACACT TAAT TGEGEGECT GAAGGACGT GAGEECCCC
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TGTCCAGCCCACCATTCTGIGCCCTGGACAGCCCCTTAATGTGI TAGT GCCTTGGEGET
TGCATGTCTGAGI TGAATTCCATG

>non- DHS350

TAATGIGTTAGTGCCTTGGEGT TGCATGTCTGAGT TGAATTCCATGAACTGAGT TTCG
TTTCCTGAGAAAAGAAAAGT TTGAGAGAGAATCAAATTAACTGI TTAAATTCACGAA
ATCTTTTGAACAAAAGGGTAGTGECCACTTGCTTTCTAAATATATCATAAAGEEGTC
AAGAGGAAGTAGCTAGCAATAAGATAATGTATGTAATGACAAATGCCTTGGAAGT GG
A

>non- DHS351

GTAATGACAAATGCCTTGGAAGT GGAAGT TAGTACATATCAGGACAGACTATGTATG
GITTATGTATCACATACAATTCATTAAAACTAGAACAGACTCTTTCTTTCCATCTCT
GITACTTCTATCCTTTTTTCTTTGECTATGGGAATTTTATCAAGT TTGGATGGTGCA
GGECTGTGTACATTCCCCAGECATGEGT TTTGGAACACAGGEGATCTGACTGTGGAAT
CAAGTTCCATC

>non- DHS352

GCAAGGACTGATAAGACT GCTGATGGECATGT CAGGT GAGT GAGACAAGTAGCATCTT
CTTTACGCTCCTTCCTTTTCCCCCTGTATACCAAGCTCAGATTTTTAACACACATCC
TCTTATTCTACATTCAGAGTI TCCCAGAATATATTGTCCGT TGCCACATGATAATATG
GCATGTAATAATTGGECAAGACATGACAATCATATTGTAGGCGACATGGEGACTGAGATC
CACTGCTTTGATCTACCATTCT

>non- DHS353

AGTGGT GAGT GT TGGATGGCATAGEEGT GEGATGGT GT CGGEEECTGCTGACCTCAG
CAGCGT CCCTGCTGEGEGT CAT GCAGGCGCAGCAGCAGCGECACGAGACTCTGCAGCA
CCAGCT TCCGCAGGEEECCECEGAGCCCCAGCCEEAGCCCECCCCEECCCCGEECECA
CCAGAGT CCCAAGGAGCCCGACGECCGAGGCECEEATTGAGT CCCaTGrcraecar
>non- DHS354

GGGECTAAATGGT TCTACCCCTTACTAGGT TGCCCCAATTAGTGECACTAGTI TGGECAG
AGCTGI TCATGAGCTGCCAGI TATCATTTTGGAGI CAGT TTGAAACCAGCCTCTTAA
CACACTGCTGT TAACTCATAAAAGAGAAGAGT GTTCCATTTCAGTCTCAATAAACAC
TTCCCTCATTCTTTCCCCCTGCCTTTTTCTTCTTGITATCTGTITGTTTTATCTTACT
TGGATGEGTGT GG

>non- DHS355
CCAGAAATTGECCTGCTTTACTCCCCTTCCACAAATAAACTTTAAAGTACTCCCTTG
AAGAGT GAGAAGCTGCCAGT GGTACAGECAGTGAGT TTTATAATTATTTTTTGATAT
TTTCCATGTGECTTTTGGT CTGAGGGTAGCATGI TTGEGT TGEGT TGT TGGAGEGEGET
TTCCCATGGACATGGT TTTGTACCT GCCAGCCATGCAGGATGCAGCATGGTGGEGTGA
GATCCTTGCTCCACTGG

>non- DHS356
TGATCATTCATCCTCACAATAGCCATTTCAGGGGAGCCTTTATCTGCATTTTTGGAA
GCGAGGGTGACTGAGATCTTGATCAGCAATCAGTACAGAGT TGAACTAAATTGGAATG
AAGACCTTTCTGCCTTCACTGCACACGT TCTCTCTGCGGECTCCACACTGCCTCTCAA
TATAGCCAGT GCTAGACTTAGATCCCTGAAGGGCAACTAGATTTGGATAGTI TGATCA
GAAGCCCAGAT

>non- DHS357
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TTGATCAGAAGCCCAGATCTAATTCTATAACATTGT TTCTATGGGAAAAAAAATGEA
TTCCTACTTTTAAACACACTTATAAACTTTGGTAATATTAACCCTTTTTAGATGGAG
GCGCGAGACTTGCTATGCTTGTTGATTTAAATTCCTAAAATCTTGTTGATTTAAATTCC
TTAAATACTAAGACAGTGAGGT TAGT TGAGAATTGECCTACTGIGCACTGCTGGCCA
TATATTATGITTCC

>non- DHS358

TTACTTAGAGCTGAGTATTTGGT GTGGTATTGACCTGGEGTAATGAGCGTATAACAAA
ATGTTATAAATGAAAAGCTATTTCTGACTTAAACTCTTGATTCTTCTACATTAGIGC
TAGTAAAATTTATGTATTCTTAGT TCCAAGTAGTGGAATTTTATACATTTTATAATG
CCATAGCAAAGCACGATTGGAAATGAGAAGTGCTGTCTCTTAGAAGI TCTCTCA
>non- DHS359

GAAAAGT TGGAAACGAGATCACAGAAAGCCTAGAAATGCCTGACATGCTCCTGGTGCT
GCGCTGAGGCACAGAAGAGT TTGTCTAGAGATAATTAGCTCGGCGT TCCATTTCCCCA
GACCTGGAACATAACCACGCCTTGEGTCATCAGACAACAATTTGGT GAGATCAACTA
CATACAAAGATCACT GT GGCCCCAGACAGACCAAATAAAAACACAAAAGCAGCTCAA
GGATC

>non- DHS360
ATGTCTACACGGCCAGGATGI GTGCGTGT GTGCGCGCGT GTGTGAACTCCCACATGC
TGCTGCTGICTGCTTCTGECCAGT GGCACCGATGCCTCCCTCCTCCCTGCTCECCCC
CAGATTCCCCTCCCCTCCCTGGTGCTTTTGTCTCGGAGGGTGT TATGEGT TTGTGT GT
GTATGAGCGTGIGTGTGI TTTTGGATTTCAGACTAATTTTCTGGAGI TTCTGCCC
>non- DHS361

AATGGT CACTGTGGTAAGAT CAGGEGT CTCTGGT CGCCACCGTACAGAGECACACCC
CAACCCAGGT CAGGACAGAACGCCCTCATCACAAGGT TCACTCAACAATCAACACAT
TAAAAAAAGAGAGAGAGAATACATACTACACGAGGGTACGTCACACAGI TCCATGCG
TACGITTTTATTCTGCGT AAAGCACCAGGEGEGECCCTCCATCTGECCTCCAEEEGET TCCG
GCAGTAGGCGT GCCCCCCTCCAAGCTC

>non- DHS362

CTCTGAATTCTCAGT TCCCTTGCTGATGCTGICAGGTGTGT TTGAGT GAGGCGAGGEG
CAGGAAT GGCGGT CTCCAGEGACCTGECTGTCATCCACCTCCACCTGCTCCTTAGAC
AGCAGATGT TTCTGGEGECTAGGCCCT GTGTI CAGCCCACTGGAGACAGAAAAAGATCCA
GTGATGCAATCTCTCCTTCAAGT TGECCAGCTTAGT GCACTGGCCAACAGI GCATTA
TAAACAGAGCACCAGAAGAAGEG

>non- DHS363

CATGGCGAATTTCAGGAGCT TGGTGEGT TGGATAGCTTTTTCCTGATTGECTTCCAAA
GI TAGGCAAGGGGAATAGT TCCCCCCTCACTGCATCTCACACTCACTTCAGAAAAAC
TAAAGTAGGAAGAGT CAGAAGTCTAACATCAGT TTAACTGGCCAAAATCAAAGTATG
TGCAGGECTGCAATTTCTCTAGAGGECTCTAGGGGAGAAACTATTCCTTGCCTTTTCC
AG

>non- DHS364
AGGCTCTAGGGGAGAAACTATTCCTTGCCTTTTCCAGCTTCTGCTAGCTTTCCTTGG
CTTGTGECTGCATCTGI TCAATCTCTACCTTTCTGAATGTGCCATCACCTCTTCTGT
CTGAAGTCAAATCTCCCTCTGCTTCCCTTTTATCAGAATTTTATAGITACTTTTGI T
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CAAACTACATTCTGCTCTAAATTCACTTGTACATAGCTTACTCATGCTGAAGAATCA
ATTTGAAAGCT CATCCAAGAAGCTTTCTCGGATTCCTACAGTGCAT

>non- DHS365

CAAGAAGCTTTCTCGGATTCCTACAGT GCATGAACTTGCTTTTCCCTGGAATAGAGT
CACAGAAAACATTTGAACTGCTGTGATGTCATTGACAATAGTAACAATAGATAACGT
TTGTGTGGCACTCCCCAAGACTCAGGCATTGTGATAACTAACACTTTCCATGAATAA
TGTCATAGAATTCTCACAAACATCCTGTGAGATAGACACTATTATTTTCAACCCCAT
GTACATATGAGAATACTG

>non- DHS366

GAGT TGGAGAGACTGAGTAACATGCCCTAGATGACT CAGCTAGCAAGGAATGAAAAG
CACATTCTAACTCCACCCACATATATAGT TCCAGGATCCCATCTCTCTACCTCACAT
TAATTAGTTCTATACCAGCTTTATGT TTCCTACTAGAATGTGCATGT TTTAAAGGCT
GAGCTTTCTGCATTTTTATGCCCCTCCTGCACCTGGCACAATCCCTGATTCCATGAA
T

>non- DHS367

GAAAATCACCGT CATCCTAGAGAGT TACAAGGGCTATTTTAATAGAACCTGATTGI T
TTCCTAAATTCACCAAGCCCAGGCAGAGGT CAGATGACTAATTGGGATAAAAGCCAA
CTAGCTTCCTCTTGCTGTITTCTTTAGCCACTGGTCTGCAGECGITTTCTTCTTCTAA
CTTCCTCTCCTGTGACAAAAGAGATAACTATTAGAGAAACAAAAGT CCAGAATGCTA
AGGTTGC

>non- DHS368

GCAGCTGGEGTGACT CAGGACCCCGGT GECCEEECCCCCAGCTCCATGEGACCTTTGT
TTGCTCCGGTCTTTGGCTCTGECCCTGT GECCTAGGECEGTCAGAGGATTTCCTGAG
CCTCGCCCTTGCCCT CTGACAGCT GGECCAGCAGECCCCECTGAGGT CTEEEGET GGG
GCGGEGTCCCTGAGT CTGEEGT TGCGECCCCT TCCACT GGGECTCAGGAGAAGATGGAAC
ACAGAGAGGTAAGATGEEGTTC

>non- DHS369
GCCAAGGACCTCATTTAGTTTGTGTATTAAAACCAAAAAGCTTTTGICTTTAAGAAA
TAAAACCATTTTTTTAAGCCCCAAAAGGT TGCAGGAAGGT GGGTAAGGEGCCGCAAAC
AATGT TGGT GECTGAGAT GAGAGCT GGGACCCCACAGEECTGEATGECCTTCCTGEG
CCCTTTTCTGGECCTGCAGCAGGECAT GGAGACCGCCT CGECCTGECTCAGACCAGCAG
CCATGGGAGECCCACTGCCCTCATATCTGTACTGITCC

>non- DHS370
TTCCTCAAAGATGACCTTGAGTACCAAGCCAAAGATTTTGGAGATATTTGGTGGACA
TTGGECATTATACATACCCAGTAAGATATTAGCACCATGAAAGCTCCACAAAAGTGT
CCTGAGCGCCTAGAACAGTACTTGECACATGGTAGATCTTCAATAAATAGI TGTTGA
AGGAATTTGT TAAAATATCAGAGCTATGATTTAAGAAAATTATTCTGTAATCTGAAT
TTAGGT TGGGAGT GGAAAGG

>non- DHS371

ATTAAAGGGAACGT TTGTCACGT CTGACATGCTCCATCCTCCTGICCCCCCCACACT
GAACCGT CTCCAAGAACCT TCCGGAGAGCCCACAGT GTGAACAGTAATGAATGCTCC
ATAGCTGGCCGCCTTGCACTCTAGT GGGAACTATGATGT TGEECACAAGT GCCAGCA
GCGAAGGT GGGAAGCT TCCCGEEGATGI TTTTCCTGGAGGT CAAGT CCCCCCTTGEEC
TGTGAAGTAGCCGGTACTGGEG
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>non- DHS372
GCTTCCACGAGGTGACTTTCTGCAGCGGCCCAGCCCATTCCCTCCTCCCCATAGGAA
GCACTTTGCTGACTGCGATGT GGACCAGGGACCGT TGCATCCTGGT GGATAAATCCA
CCCGGGAGT GECCTCTGEGT GT CTAGAAAGGAGACAGCCT GACAGAGCAGECCCT GG
AGTGGCCCTTCACCCCTTTTAGEGGT TCATGCACCCCTTCAAGAATCTGGTAGAAAG
TGGGGATGCTCATCAC

>non- DHS373
CTGGGTCTAGECGGTCTCTATCCCTCCCCCCAGCTTTTCCACATTCCCTCTCCTGCC
TCCCCGCTCCTCGCECCT GAGAGGEGAAACCCAGCCCAGEGEEEGTCCAGCCACCACAC
TTTAGAGACCCAGCGGACCCGAACCCCGEGTCTCCTGATTCCTGECTCTGEECTCAG
TTTCTTTATCTGCAAAACGGEGAAAACAGT CCAGECTCTGCTGECTTCGCCTTGCAGG
GGTGAGGACCAAGCAGGACTTG

>non- DHS374

GCGAAAAGAT TGCTTCTGATGGAGGCCCAAATGGATATTAATGCTCACTGGCCAGGCA
AGCACTTCTCAGATGAGAAT GGCCTCTCTCCCAGGEGECCCCCCEAACCEEGTGICTGA
GCCGCCAGGEGCTGECEEEGATTTCCTCATCGACTCCCCTCTAATCGCCCCTGAAGCT G
AGTCCGT CGGAATGACCGGECCTCCCAGCCCAAATCCTGATTGACT TCCCGGGAGATT
GGCTTCATGTCCACCAGAGTGGAAG

>non- DHS375

CTCAGGGECCACAGATCCACTGEGTCCTTGCAAGAGCTGT CCCTGECCTGEGATGCEGEG
TTTGTAACCT GAGGACT TTCCCCATGEGEGTACAGGT GT GGGEGAGACCCCTTCCCCT
GCTGCACCCCAGGEGECCTGECTTCCCCAGCACCCCCTACCTCACTCAGCCACGTCTC
AAACCT GGGATTGAGGT TTCCTGCAGAAAAGAATCCTCAAAGCTGCCTTTGGTCCTT
ATTAAG

>non- DHS376

CTGAGGTGCTGI TAATGACAT GGGCCACT GGAAGGACAGGEGT TCATGAGGT CACAGG
TGAGAAAGT TCTCTGAGAACCTGAAGATGAGGTCAAGT CTGGTACTATTAGAGAT GG
CCCTGATGT CCCAGEECCCCCATGTGEEEGTCTTCAGGCTGICTTCATGCTGAGCTC
AAAACCCCACT GAAAGGGCAGGECAGECTTCCAGGT CTGACCATGCCCCCAAGCAGA
TCCGEGTCCCTGAGCTTTCTAGCTTCTCCTG

>non- DHS377

GGATCTCTGGATCTAAGGCCAATAAT GGATGACCGGTGCCACCCCCCAACCTAAT GG
GAGATGGT GTTCAGAGAAGAGGT GTGCTCCTCCACAGAAAACTGTAAAATCAAGECT
ACGGT GGGEEGAT TGACATGATTAAACT GAGCTAGGAGTGACTTGGTCCCTAGATGTC
TGGEECAGAGGT GGAGAGGECCGAAGAT GEEEGAGCTGCTGCTGCACAGTGAGT TTGGET
GATTGGECGTCTGGTGTAAGTGAT

>non- DHS378

ACGGECTGTTGAGT TACCCTAGCTACT TCCT GGGEECGGT CACAATAGT GGCAATAACT
GCCTGTITTATTGAGTGI TGACT GT GTGCCAGGCACTGIGGTAGT CATCGCGECAGCCC
TACGAAGTAGT CGT TAACGTAGAGGAGT AAGT TGAGGCTCGGAAAGTAATTTCCCTA
AAGTCACATTTGACGCGGEGEECTGAAAGCCAGCATCATTTAAGACCTTTGCTCTCCCA
GTACTTCTGT

>non- DHS379
ATACTGICTTTGCTCAGT GT GCTGGAGCCCCAAAGGAAAGCAGCTGECAGTGGGAAA



85

ACAGAATGGAACTGTGGTCCAGTATCTTCCTGTAAGTTCTTATCTTGAACTTCAGAA
[TTTTCTTAAGTTGCCCACTTTTTTGEEEGTGGI TTCEGAGTATCTTTCTTGITTTT
CCTATTAAAAAGTAATTTATACTCATTGTAACAAAT CCATCAGTGAATGAAGAGT GG
AACTCTTCCCTTTCCCATAGICCT

>non- DHS380

GAAT TGCGGEGAGGAGGTAAATTTGT TTCCTGAGGGTGT TTTTCTGAAAGTAGCTGACA
GACTTGGATGGEGT CAGAGTGCCAACCCCTGTATGACTAGTI TAGT TCATTCTAGCGCT
GAAGCATGGCCCATCCCAGCAGT CTGAGCAGT TAGTAAGCACGATAGCAGTGACATT
ACTGITTGTCCTTCAGACTGAGTAGI TCCTCACTTGTGGCTTCTACAGATTGCACAC
TTTCAGAAGGAGTTG

>non- DHS381
GICCCGGTAGATATTGGTGAGCT TGECCACGT TGCT CTCGCTGACGGGECACGECCCA
TGTGACGCTGGGEGTAAAAGT TGTCATTCATGCTGATGATGAACT TGGAGT CCCTCTT
GGT GGEECCCACGATGGTGCAGGTCTCTGT GGTGT TGCCGTACCAGGGGTAGTTCAC
CCCATCCGAGT CGCTGATGECTTGGATCTTGCCCT CCTGGAGGT CGGGGAGCTCCCA
GCTGGACCTGAGGACAAGGAAGGCCAGTITCACTCACTC

>non- DHS382
AGGAAGGCATCAAGAGT GACAACGCT GEGECAGAGCACAT GECTGECGTGECCTGICAG
CTGGEECTGCTTGTGECT TGGACATCCCTGGT CTCAGGGT GGAAGT GEEECTGCT GG
GCGCCTGAAGGGGAAGCAGGGACAGEGACATCCTCAACTACTCTTTCTGGAAGCCAGT G
AGGAAGGAAGACAGCCT GEEGECTTAACAGCAGGGECCAGGAGAATGGATGAATGAATG
GGAC

>non- DHS383

GGCCAGAGGGT GTCTGAAAGGCCTCTTGECTGCAGEGTGCATCTGCTTTTGGGACAG
CTCTTCAGAGCCATCTCAGAAGGGACAGCATCCGCCTGTCTACTTCAACTCCCACTG
ATGACGTCCATGTGICATTAGTGCCAAT TAGAGGAGGEGECAGCAGGCTGAGTGCTTGEG
CCTGGGEECGCAAGCT TGT GGGAGGGAAAAT TGGATTCCCCGCTAGACAAATGTGATT
ACCCGTGCT

>non- DHS384

GCGAGGTGGEGTATGT TTGCACT CCGEECCGT CGCTCCAGGAGAGAGAAGCTTGCTCCT
GAGCCTCCTCCCTGT GCCAGGCGTGGTACCAAGT GCTTCCCCCTGAGCGT CCTGAAG
CTGCCTCAGCTGECCTAEGTGEGTCTCCCCTTCCTGCCCTCTGAGCTGCCTCTCAGG
GACAAGT TCAGCTCTTTGATGGT TTCTGGAGACAGTAACAGATGCACTTGIGTTCAG
C

>non- DHS385
GCCECTGITTTGTAATGAGATGCT GCT GGCAGGCCACT CAGAGECTCCCAGCTGEEGT T
GGT GGGACAGCCAGGCCAGATGACCTGATTCCAGCAAAAATAAAACT CAGATTTGGEG
CAAAATGAGACTTGGAGT TTGEGEECTCTGTCTCGAGTGEGT TTGCTTTCATCCATGT
GGTGTGGT TTTTCTTCAGGCACACACT GGGACCCCAGTGATGAGAGATGEGACG
>non- DHS386

GCGAGATGT GGT TCTCGGACAGECGCCT CGCT CCCECCECCEEEEECECECTGTEECC
ACCGCAAAGGAAGT GCGT CACGEEECECECCCCGAGCAT GCCCGEGAGCTGTAGI TCT
CTGGTAGCTTCGT TCCT CCCCGAGCT GCAGGECGGT TCCCACCCGEEECACTCACCAC
GTGGGACCTCATGGGT TCTAAAGGTAAAATACACGCTGGATCCCAAAGAAGT AACGE
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>non- DHS387
CTAGGGTATTGGGATGCATGI TCTGCACT GCCAGCAGAGAGEGTGIGTCTGEEEECC
ACCACCTATGGEGACACGEEGT CGAAGEEECCTGTACACTCTGTCATTTCCTTTCTAG
CCCCTGCATCTCCAACAAGT CCAAGGT GACAGCTGGTGCTAGEEECGTGEGEGT TAAT
AAATGCECTTATCCTTCTCTCCACCCAAGT TTCCACCTGACCAGGTGAAAAACAAATC
AGAAGGGTAAGATGATGACAGG

>non- DHS388

GATTGTAAAACCT TCCCTGCTCCTGCGTGECTCTGCAAGCCAATCGAAAATTCCGTC
GICTATGCCGCCAGCCAATCAGGATGI CCAGAGCGCGGTGCTTCCAGCCATTTGGEGA
CTCCAGCTGECTCTGCGCCTCCAGCCAAT CGEGEGTGCCCGT CCTTAATACAACCAGC
CAGT CAGT GCCCGGCGCGCGACACCAGCAGCCAGT CAGGAAGCCCTGCGI TCATECT
TCCAGCCATTGT

>non- DHS389
GTCACCATGAGACAGAATGTTTCCCTCCATATTTTTATCAGGCACTTTTGITTCCTG
AGCTGITTTTCTAAGIGTGTGTGI TTCTGGT TTTGCTTCTGGT TGGCAAATAGGTCC
GATATTCAGGCGAGAAGAT TGGATACTATGGTGTGTCAATTGATCTTTAAAAGAAATA
AGCAAAAGT TGATGACATGCTGAAGCT CAGGGECCAATGCAGATCTGCCTCCCAAGAG
GCCAGTTTCAATTAAGGAGA

>non- DHS390
TGCAGGATACGTCTCAAAATATGACAAACGTTATTTCACCTATACTGIGACTTTACA
TGTAAACTTCAAAAATCACATGCTGTACATCAAATTTTTAGATTCAAAAGATATCCC
TGTTTTCCTAATAATGTAAACAGTAAAACTGAGGEGT TTCAGT TAAAGGGATAATTCG
TAACAAAATCCCATTGTTGAAACAATGGTCAAACATAAACATCTTATAATTCAGATC
TGCATTTGGTAACAGGAGAATTG

>non- DHS391

TTGCGAGT TGAGT TCAAGCATGT TCACCCCGAAAAGCACTGGTGGT TGTATATTTGAT
GCAAAGT GAGACCCTGCCACACCCAATCTCTGCCTGAAACAGAATCATAATGACATC
AGATGATAATACTGGAGTGACTAATGATTGTGACCTCATTAAAAGAAAAAGGAGACT
ACTTCCTGCTGATTAGAGGGATGGTAGCCATGGATTAGT CATGGCAAAGACAGGCAT
GGI TGGATCTGICACTCATTTATC

>non- DHS392

GCAGACAAGAGGAACAGACACTTCCCCAGAGAACCT CCAATGCACCAGECACTTTCEC
CTCTCCTTTGITTAATATAAGGT GATATAGGAATGATTATTTTCCAGGECAAAGAGAT
GGAGGCTCCCAGAGT TTAAGT CTCTAGTCCAAGGT CACATTGCAGTAAATGAAAGGT
GCTGGCCATGECCCCAAGCTCACAGCCACTTACAAAACAGCAATACCGTITTCCATTA
GGCTTTGGAGGT CTCCACCCAGTATCAGTGAACA

>non- DHS393

AGACTGCTCTCCAGT CCCTCACCCCAGCCCTCGCCTTTCCCTCACCCACCTTTCTTT
GCAGCAAGT TCAAAGGCAGGT CATACACCAGCTAAGCGGEECACAGCTGEECACAGT T
CCCGEEECCT GCCGEECAGCGECT GGGAAGEGECGECAGAGAGCGCEGACTGGACECTC
GTCTTGGAATGACT CAGCCAGGAGCAGCCGCCAGCAGCATGGECCACGCAGCAAACG
GCGECGCGECCGT GEGAGCT GGAGAGECCAGGTICTTCTG

>non- DHS394
TCGAGTATTTTGCCATTGTCAGAGT TTGGECTGT CAGCTTTACAAAGAGGATCCAACT
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GCCTGATTTTAGI CAAGATCAAATAACT TGT TCGAGAAGGGT TTTGI TCAAGGATGT G
TGTGIGTGITGTGTGIGTGTGTGTGTATGIGTGTGTGTGTGTTCATTTGCTCTCCTGC
TATTGCCTCTTGAACATCACATGCTTTTTATATTTTTTGCCTTTTGAAAATTTACCT
TCGTGTCTGECTCG

>non- DHS395

TCTCTCCTGT GAAAGCAGGAATTCCCAGAAGT AGGGEGT CCTCAGAAGT GTGGAGT AA
GGT TTTGAAATGT GAGGT TCAACAAAGGGAGGGAAGGGAACT TTATCGAGCAATGTA
TGTTGI TACAGATCCCAAGTI TTATCACAGTGCTTGCTGIGTGAGCATTTAGGT TCAG
TTGTGCTAAGGGCACCCAGGGT TTCAAAGGAGCCATTTGCTCTTGCTGI TGGGT TAT
GGTA

>non- DHS396

TAGAAGAGT GT GTGGACACT CCAGGGGTAGGGAATGCCTGAGCTAGGACCATCAAAA
ATGCCAGGCTGACAAGCTTTTGECCCTTGCGTAGACAGT GGGAAGCCACGAGGTGTT
TTCAAGGGAGGGECATGCTACAATGAAGTCTGTTTTATAAAGATCACTATGACTTTAC
TGTAAAAGAGAGGECT GCT GEGGAGCAGGAGACGEGEEECAGAGCAGAGECTGCATGEG
CAGGTCAGATGGAAGATGECGT

>non- DHS397

ATGGGECAGGT CAGAT GGAAGAT GECGT GGGAGGGACT GGGACT GTGAAGGCGGATGA
GCGAGAGGAGGGATGTGAGAGCT TCAGAGGAGCCAAAGGACT TTGGTGAGAGATTACT
TACGGEGEGEGET TCGGAGAGEGAT TGGAGT GAGGCT GCAGT AAGAGGGAAGAAGECTGGAC
CCAGATTGGAATACGATTTGGCAGAAAGAAGT GECCTTTCTGAAAGGGGAATGCCAA
GGAGGACCCTCTCATAGACCAAGCCTTCTGCAT

>non- DHS398
CTCTCATAGACCAAGCCTTCTGCATGECTCACATCCTCAGACCCCTGECTCCTCCT
CCAACACTGGACCCAGGAAGCTGTGCTTTAGGAGGATTAACCCAGT GGTATATTGGA
GCTGCCTTACACCGGT TCACAAGGTCCAGT TATGCACATCTCTTCCCCACAACATGC
TCAGGAACATCACTTTAGTAGCTTGAAATTATCCACAGT GAGAATATTTACACCATG
GGAACTGGCAAACACTACAAACCAG

>non- DHS399

TACAGI TCTGACATCCTGCCCTTCTCCAGGTCTGATTTTTGICTTTCTCCCTGATCC
TTAAAATGAAGCTCTCCAACCAGECTTTGGTGACT TTACAGAGCCCAGEGT GAGGEEG
GCATGGTCATTTTGTAGGCTGEGTGEGTCCCCAGCTGTCCCCCAGCCTTGGTTTCTA
CTCACCTACCCTGTCTCTGT TGCCCTCCTTGCTCCAATAGTI GGCCGTTGI CTCAGAG
GACGACTTTCAGCACAGITCAAAC

>non- DHS400
CTAAGATGIGGTCACCTTTGATGGEGTCAGT TTGT GGTCAATCATCCATCAATAGTAA
TGATGATAACATCAAAATGGGECCCCCCTTTTTTAATCTTAAAACATTTTTCTITAGAC

CTTGAAATGACTCTAATGTAAATAGAAAACAGTI TTTTGTITACTCTGCAGTACTGATC
GATTATGATCCCATGCCAGCTGGTTGI TTAACTGECTTTACTGGGAAGTCATCAGT T
ATGGGT TTGTATCAACAGEA

>non- DHS401
CTATTAATCCTTTTGATGGCAGCAGGCTTCTAATTATAGCTCTGCTCAGT TGAAGAG
ATGTGATCCAATAGCCACAAATATATGTATTCCATGT TGAAATGAATTGGAGCATAC
CGGAAAGTAGTATAAAAACCCTAACAACTCTTTAGCATCCATATACACTCTGTATTC
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TTGAGCTTTGAGTAATATGGAGACT CCTGAAACAATGATAGCAGT TGACTTCAGAGC
AGTTGTAAGGECTCAG

>non- DHS402

CAATTGGAGTCAACTTCCATGACTGI TCCGATTTCCTTTATTTTGGEGGEECAGT TCAT
CCAAACTTCTATTAAACGGCAACTAGI TCACTTTTGAGAAGTGGTTTACAAGAAACA
ACAACAACAACAACAAAGCAGT TGCGGAGGAAAGAAAAGAGACAAAGTAAAAAAAAC
GGAAAAGAAAT CTCCCAGGAGAAAGGGATGT GGAAGCTGAAAACACGGACAATTTCC
ACAGTAAGA

>non- DHS403

CAGATGT GCCTGGTGGAGAGAT GGCCCAGAGGT CGGACAGAAGAGACGATCAAAGAG
CAAT GCGAGGAGCT GAGACAGGAGEEGAGCCEEEEECCTGI GCTGCGEGT CTGAGCT
CATTTCCACTAAAAGCT CCTAAAAGGGECCGACATGGAT TGEGEGT GEGGACCAAGECT
GCGGAGGAAAGCT GAAGAGCGCT GTCCCCCTCCCAGECTCTGCCCACCTCCCAGGTTC
AGTCAATGGEGTCTGAG

>non- DHS404
TGAATTTTCTAAGCGTCTTGTCTCCTTGCCCCAGCATCCAGAAGGGECAGTACACTTT
TCAGTATACAGACT GAGGGAGTGCAGAGATAGAATACCT TTGCAGATAATCTGACAT
GAGAAAACAAGAT TGAGAGAAAGCAGEGECTGGATGCCTGTGGATGAGT GTGEEGT CCC
TGECTTACGCCTACTGTTCCATGT TGAGT TAAATTGAAGCCAAAGTCATGTCTCATT
TG

>non- DHS405

TTAGAACTGI GTGATCAGGCCATATGCCCCTCAGI TCCTGAATGT TCACTACCCTGT
GGTGTCCCTTTGCCATGGAAGAGACT CCAACCACACACATCAGTTAAGCTGCCAACA
CTGITTCCTCCCCATTCTGCTCTGCGAACAACGCACAGT CCAGCCAGGAGCTCAACA
GCCGAGGGT TTTCTTGT TGTGI CATGGCTGAGATCAAAGT CATTGTACACCAAGGACA
TAGTGGACAGAA

>non- DHS406

GICTCAGI TGCGGAATCTTTTGGAGCCTCAGGT TAGAATTATTTTGCTTTTCATAAAC
AGGCTTCTAAGACTTTATGT TCAAAGCCTTTATGITCTCTAAGACTTTATGTTCAAA
ACATGITTTGATTGATGTCATTATCTTTACAGGGGAAAATGCCTGCTCTAGGAAGCA
GGTAGCCTACTGCGCAGGGCACTTCATCCATCCATCCATCCATTCATTCACTAAGAA
TTGITGCCAGCCCTTTT

>non- DHS407

ATTGIGCCAGCCCTTTTGT TAGECCTTGGGAATTTTAAAATGGT TAAGAGAGCATCT
ATTTCCTCCTGAACCT CATGGCCTACCT GGGGAAAGAGAGGAGEGAATATACTATCT
GGTCCATGTATCATGACCAGCACAGGAT TGCAGGT CTGCACTGECATGGT GAAGECT
AAAGATGAGCCTTTTCTGCCCATATCCTGGAAAAACCCTTCCCTTCTGAGCTAAGAG
TTGGTGGECTTCTCCCTGACAATCTGGITTCT

>non- DHS408
CTTCTCCCTGACAATCTGGTTTCTGGT GEEGT TGGT GCCACCCTGGTCCCCACAGTA
GITGACTCTTTTCTCTGCACCT TCCCCACAGGAAAAGGGT CCCECCAGCTCCTGEATG
CCAAAGTCAAGCTGATTGCCAACACTTTGTGCAACT CCCGCCAACTCTATGACCACA
TGATTGATGACAGTATGATCTGT GCAGGAAATCTTCAGAAACCT GGGECAAGACACCT
GCCAGGTCAGAGACTCCAAGTGGTGCTT
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>non- DHS409

CTCCAGCTCCCTCCTAAGCT CECCCGCCAGECAGCCGCAGCTGCACACGCCCECTTG
CGGTGEGACCCGECGECCGGACCCGTACT CGCGCACAGGACACGCAGTI GTTCTGCAGC
CGECCECAEEGTGCTGCCAGACACACACACTCTCTCTCTCTCTCTCTCTCTCTGICTC
TCTCTCTCTCTCTCTCTCTCACACACACACACAGACACACACACACACATACACGEG
CACAAGGECTCTTTCTTCTTAGGEG

>non- DHS410

AATCTACTGCAGATGCTGAGT TCCAGGCACCACGCTCCACCACCTGEGECAGGT GGAT
GATTGACATGGEGT CTGCACACAGT GGEGCGACCGECTCAAGGGAACTCACAAAGAAT
TCCGCCTGCAGCAGGAAAGGGTCCAGEECCTTTTCATGAAGCTCTTCTGCTTGGAGG
ACACGGEGAGGCGCTGAGCAGGTACT CGCGEGECEGACT CCTCACGT GGGGACATGAGA
TAGCCAAAGCC

>non- DHS411

CTCACGT GGGGACATGAGATAGCCAAAGCCCTCCTCGT TGCAGCCCGGAGIGCACAT
GT CCAGGGT CAGGGAGACATTGGAACCCCT CCTGGAAGGACCAGGAAAGEGAGT GTG
AGCCT CAGGCGGECAGAGGGACGEECATGAGCT GEEGT CTCCAGGECTGGGAAAATGAG
GCGAGGGAGAGAT CAGCT GGGAACAGEGT GEEGT TGAGGAAGAGGAGT GCGAGT GTGA
CAAGACCCCCTGACAAAGAAGCGTGAATCTCA

>non- DHS412
CCTGACAAAGAAGCGTGAATCTCAGCCCTGAGGCATTGECCTGACTCCCTATCTCCT
GCCTCCTGCAGT GGAGATGT TAACTTAGTGGGGAT TTGEEECTCCAGT TCTAAAAGT
TCCATCCAAAGCTACCCCAACATGECCTTACCCTGGACTCTCCTCCATCACCGTI TGS
AGGAAGT TCTACCCT GTGGT CCCCAGGAAGCT CAGAGAGEGGACACCTGCCTGAAGC
ACAG

>non- DHS413
GAGAGTGCTCTCTTCTGGTCACACACAGCCTCCTTCAGCCTCAGAGACCTGCAATCT
GACTGCCTTCAGICCTGAGTCTTTTATCTCCTTCCT GGCCAGAGGECAGGGACCCCA
AAAGACGGEGEGTCCTTAGGT TTTCCT CACAGCCAGCATCGTGECACTGGGAACTTGRA
ACCTGGECAACAGT TTCGTGCAATAGCTTCCAATGGATTCCTGT CACAGAGCAGCCAG
GAGAGAGCCAGATTCCAAATACA

>non- DHS414

AGGAGAGAGCCAGATTCCAAATACAT GAGGCAGGAAACTAGAAGGCAAAGACAAGAG
GACTTAGAACCAGGGEGGAACAT GCACAGGAGT GGGTAGAAGACACCCTGEEGRAGGA
TTCCTTCAACCACGAGCACGTGECACAGECTGCCCCCTCTGIGITTTGIGTGECTCG
CTGTCCTGGGEECCCCGAGGATACAGCCCAAAAGGGT CTGCCTGATCTCCTGTGCCAT
CTTGCTTTGTACCTGGCAAAATCTTCAAG

>non- DHS415

TGCTTTGTACCTGGCAAAAT CTTCAAGAAGGGAATTCCCTTGCTGCTTGTCAGAAGT
TCAGAATTTTTCATCAGI TCTCTTGGTGAACTGCTATAGGACATCCACAGACATAGA
AAGCCTTTTCTTGGECTGGGAAACT CTGCTGACTACAGAATAAGCCTTCCAACAACCT
GAGATAAAAATAGGT TGTCTGT CTCCTCCGCTGAATAGCAT GAGAGGCCAGAAGAGA
GAAGAGGGEGCTGTAAATCTCCTTT

>non- DHS416
ATGAGAGGCCAGAAGAGAGAAGAGEGEECTGTAAATCTCCTTTGICTATTTTGGGAAA
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GAAGTGCCTCACTTGGT TTATTGATAGT CATGGAGGGTAAAGCTGGAAGGACCTCCA
GGACAAGGATTTGCTAACTGT CTGCAGAACCT CAGGEGT TCAGGGAGGT CCTCAGEEG
GTCATTAGACAGATAAGT GAAGGGCCAAATTCACCAGGGECACCTCCTCCCCAACTTC
AACCAGAGAAGCCCT

>non- DHS417
TAAACCAGAGGGCAGATAATTGCTGATATGACCTCAACAAAGAGATAAGGTGGAGAA
AGGAATGT TTGCTAATTATCTACAAAGGAAAGAGAAAGGT GAGAAATAATAAGITAC
CTGATTCTCTGIGTITCTGTGCTTACTTGT TCCTCCAAAGCATTCTCCCCAGCATGTIC
TCTTCCAGCTTAATAACTGAAAACACTTAGTCAACAACAATACACTCTAGTGGAAAA
GAGATCCTGITAGTITTTCTAGACGATG

>non- DHS418

AAAGT TGTGCCGAACT TGT CGCCTCCGGGAAAT GCCCTAAAAGGCGACGAGCCCTCC
CGACTCTGCGACACCGEECTGTAGT AGGCGT CCAT GGCAGCGGECCGEGECEACT CGCAG
TAAGAGACGCAAGT CTCAGCATTCATGCCT GECT TGCGCAGECEECEEECEEEEACE
CGAGCGAGGECECGAGGACGCCACCGECECECCT TGECTCEGAGT TTGEEGAGECGAG
GAGGCTGIGECTGTGCACTCCTTG

>non- DHS419
TCTTTCTTGICCTCAGGGACCTACCATCCACACCTGCTTATAGGGT GEGEGECTGCAG
AAGTTCTTCTAATTAAGGTAGCATGAGCATGCCAGGCAGICCCCTGEEGICTTTTTC
AAGAAGT GAAACCTGGTAAGGCAGAAACTTTTTTTGCACCTCCTTCAGCTATGGTAA
GTGTTAAACCAAAGT AAT TGGAGCGAAGCCCAAGGTAGCAGAAGCTACTGATTTCCT
GTCACCTGATGICTATCAGCGATT

>non- DHS420

GICTATGGAAGT CGCTTCGTCTCTCAAGCCTCAGT TTCCCCACATTCATGGAGAACT
TGAGI CTTCAGAAGT GAACTAGCAGAGAAGT GTTTCGGAAGCAGCCAGTI CGCTCCAC
AGCTGI GAGCAGCAGGGECEECEACTTTTCTTTCGCAGAATGATGATGCATGCCTTG
TTCCGAATACACCATTGCATCTCAAAGGCCTGCCGGTGGAGCCCCCGCCATCCTACC
AGAGTGTGATTCAA

>non- DHS421
GCGATGAGAAATTGATGCGAGGATCAATACAAGCTTAATTTGAATTAATAAAAGGAAA
TATTTTCTCCCTTTGAACTTATCTCCGTAAAGCCATTGTIGCCTCCTCTTGEEGEGTCA
CGTGTTCACAATCAATGGECCTTTGAGGAGCTCTTGAGTCAAGT TGGAGECCTTGGEGA
GATTTCAGATGCTTCATCTGGITTTTATTCTTCCCTCTCTCATGI TATTAATCCC
>non- DHS422

ATCATCACAGACT GGGTGAGAAT GGT GAGGEGCGCAGAT GGGCTGAAAGGEGAGAATGT
AGGGEGEGTCCTGCTTAAT TAAGGGEGGAGCTAGCGAGGECCTTTCAAGCGAAGTTTTTT
[TTTTTTTTTTTTTTGAGACAGTI TTCACTCTGTCCCCTAGGCTGGAGT GCAGT GGCA
TGATCTCGGCTCACCACAACCTCTGCCTCCCAGGT TCAAGCGATTTTCCTGCCTCAG
ACTCCCCAGTAGATGGGATTACA

>non- DHS423

TCTTTAGECT GACCAGAGAAACCCACT CCAGAGGGAAGGGAGAAGGGTGATGAGECA
GCGGCTGECTCCTCAAGCT GAGGECT CCTCAAGCT GAGGECTCCTCACCTGGRACAG
GGGATCCTCATTCAACAGGGAAATGACTGAGCTGAAAGTCTCGTITTCTGI TGTCT GG
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ATGGT TTTGGGACAGAGAAGAAAT CATGECTGAGCCCTGAGTGAAGECTGACTTGEG
CTCCCCAGCACCTGGAACCTTGGTGT

>non- DHS424
ACCTGGTTGTCATTGICTTGATTGCATTCAGT GT CAAAGGAGCCAATTTGACATCCA
GCGAAGACATGATAGCTAAAGGGAAGGCAGT CAGAGAACCCAGGACT GGTGAGGAAAG
GCGGTTTGAATGI CGGAAT TAGAAGGAT TGCCCTGT GGCCCAGAAGGATTTAGCTCAT
CGICGTCCTGCTAGCCTGCCATCTTTCAGACT TTCCAGEECAGGTGECCTGGTCCTC
AGCCCTCAACTTGAGT TAGTCACACCA

>non- DHS425

CATCTGTACAGT GGGACTGT TTGTGCAGCCAGCCCGGECCAGCTTCATTTGCCATGAT
GAGAATTTATCT GAGGEGECGCEGAGAGGAAAGCCCTCCCTATAAAGGTACAGGCGECTA
AAATGTI CGTGACCTCAGTGGTCCACCTAAAAGT CGTTCTGECCTGEGTCATCGCCTG
TCGTGCTATGCCTTTGTCCAGCCCCTTCTGGT TGGGAGT TAAGTGECACCTGIGC
>non- DHS426
GAGITTACTTCACCCGACCTGATTTTTTTTTACCAGCTTGGAAATTCCTCTTGAACC
TACGI CTCCATATGI CACATCATGACAGGACTAGCCTGAACAAAAGCCATGICTATC
TAAGCGGAGCECTGI TGACTTCATTCAGT TTGCATATTGTATATAGCAACACAAACAC
TTGACAGGTATATACTCCAGTCGCCACATTTGTCCTGCATAACAGCTTCACTCACAG
GCCTCACCGTCACTTTATTTTGTGICC

>non- DHS427

CTGCTTAAGACACCCAGI TCCTCCTGGAATCCCTGI TTGEGTTTGGTTTGGAGT TGG
AGTTTGI TTCCATTCAGGGECAACT TGATCCCGECCCAGCCTCCAACCCCTCACTGCC
CCCGGTATCCCTGCCCCTCAGGAGEEGTCTTGACT TTGCCCACATGCTGACAGEECA
GGCTCCTCTAGACCT CCCACACGEECACTGAGAGCTCTGECTGTICTTTGATGT CCCG
AAAGGAGAT

>non- DHS428
AAACAACAGGAGGECACCT GAAGCTAGCCT GGEEEECCCACGCCCAGGT GCGGT GCAT
TCAGCAGCACAGCCAGAGACAGACCCCAATGACCCCGECCTCCCTGTCGECAGCCAGT
GCTCTGCACAGAGCCCT GAGCAGCCTCTGGACATTAGT CCCAGCCCCAGCACGECCC
GTI'CCCCCACGCTGATGI CACCGCACCCAGACCT TGGAGECCCCCT CeaacTeecacer
CCTGGGAGAAGCECTCTGGAGT GAGG

>non- DHS429
CCCGACAGTGTCTTTGCT CAGGGAGGGEGAAGT GGAAGGGAAGEECATGT GEGGT CAG
GACAGGGECCTTGCAGGEGAGCAGCCTATATAACGACTTCTTTGGTCTTAACCTGCTG
GCGECCAAGCTGGTCTGEGT TTGEEEET TGEEGAGCT TGAGCTCAAGATGTGCCTTAA
GTGGCTTAAAGGGAAGAGCT GAGAT TGGEGEGET GGGT TGGGAGGAAGT GCTGGACATCA
GCGCCTGCGAGGTGAGGACCAAGT GTGCA

>non- DHS430

ACACAGCCAGAAAGT GGCATAGCCTAGATCTGAATCAGATCTCACAGT CTCCAAAGC
CAATTCTTTTCACCTGI GCAGAGGAAGAACT CCCACAAGAGCCCTATGAGGTGAATG
GTACTAGGGAAGGAAAGT TAAAATAT GAGGAT GGGEGEGTCCAGGCCTAGCTCTACCGEC
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CTACTGECTGAGTGAATCTGGECATACCATTTCATCTTCCCAAGCCTCACTGTCTCT
AT

>non- DHS431

GAAAAGACAAACT CCAGCTTTCAGATCTGCCACTGCAAGAAAACCAGEGTITTTTGCT
GTIGGTGGECTCTGGGT GGAGT GGT GAT GGT GGT GGGEGECAGATGGGCAGT AAACAAAT
AGCCAAACCCCACATAGCCATGTGGATTGGTGACATCCAGGTGACTCTGIGACCCTA
GGATGCACGGGGAAGCACAGAAAACCCTTCTCAAAGACAAAAAACTGCTTTAGTITCT
GTGTAGCAGTGGECTTGAAG

>non- DHS432

TGCTTTAGI TCTGT GTAGCAGT GECTTGAAGGT TGATCACTGGTATGATGTGCCTAA
GI TAGGATGCAGCTGECATGGAACAGCACGGT TTTCCTCTGICCAAAGAAGGTTTGC
AAACAAGAGTAAAATTCAAAACATTTAATAATTGCTGT GGTACAGGCACACTGCCAA
TGAGAATGGAGATCAGCTACAACCAAACAGCATGGTCATGEEEEEGET GTGCCAGCCA
AACATCCACCCTAGCAACAAG

>non- DHS433
CAAACATCCACCCTAGCAACAAGGAAGCCCACCCTGCAAACAGCGAGAAGAGATCCT
GCAGGGT GGGEEECCTAGAAGT CAGCAGAAAATCTGCCTATCTCCTATGGAAATCCCA
GAGAGGATTTCATTAACCT CTCAGGGECTCTGCAGAGCATGATTTAAAAGCCATTGCT
GCGECCGAGGEEGT GGAAGT GGEGAAGT AAGT GCCTTCAGT GTCCAGCT TCCAGECEC
AGTATTATTACT

>non- DHS434

AGGCGCAGTATTATTACTCCAGT GTACAGGGCCAGCCTCCAAAAGGGECAAAGCCCTG
GI TCCACCCAAAGACAAGT CCATGAAGGCTCTGACAGGTCATCATGCTGI TAATCAG
CATACTTCTCCCTCTGCCAATGAGTATTCATATGTAGTCTCCCCAAGCACTTGITCC
TGTTCTAGCTTTTATAGAT GAGGGECACTAGCACCCCTCACTGCAGTCCCAGGACTTA
GAACACAGCCTTGAT

>non- DHS435
CCTAAAGT GTGCCCATTAATATGAGGATAGATTTAGGCTCATAAGCCTTTTGGTAAC
ACTGAAAGTAGTATCATATAGGCAAGCTCTCCTTATAAGTAAGGCTTTCAATTTTTA

AAACAGACATCCTGCTTTAACAATTTGTAAGATGACTGT GCAGTAATAAAAGT CCTT
TGTATTTCTCCACCGTGI TTTCATTAAAGAAAAAT GGAGCTTGTGGGCCACGATAG
>non- DHS436

CACAATGT CAGAGGGECAATAAGAAAATAAAGCAT GCCAAGAGGACAGAGAGAAAGAG
GTAGAGGGAGTGCTGT TTTAGACTGCGTAATAAGAGCAGGECCTCCCTGAAAAGTI TAA
TATTTGAATGGAGATGTGT GTAAACT GAAGAAGAGAGCCATGATGATATTGAGGTGA
GCAATATTCTAGGCAGAGGGACACAAATGCCAAGT TCCCAACGTGGGAAAGTACAGA
GAAAACTC

>non- DHS437
CTAAGTCACCACTATGEGEECTAGECACCCACAGAGCTCCAACAGGACACCT CCTCCT
GCCCCATCAGCCCAGAT TAGGGAGCGAGT GEGEGEECAGEEGAGGAT GGAGAGGEECCT G
ATCACTGAAGCCCACAAATCCCACTCAATCCCTAAAGT GGGAAAT GEGGAGCAGAAG
CAGGTCTGGGGATAAAGAGT GAGACAGCCTCTCACCATCAATCATGIGEEECTGACC
CCAAGGAGGATCCGGEGGAATGTAGGATGATTGCCCTC

>non- DHS438
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ATGTAGGATGATTGCCCTCCACTGI CCCCACCCTGTCATTCCCCTATGGECCCAGTCT
GGECCTACTGGEGATGCTGCTGGT CTCCAGECTCTGCTCTGAAGATCCCAGGT CCTAGEG
CCCTCCTCTGCATACTGGEECCTCCATAGEEEGT TGGTCATCCAGCATCAGGCTCT GG
GGAAATAAGGGECCAGACACCCAGGATCCCCACATCAAGGACT GCTGAGAGAAGT CAC
AGCCCAGTCCAAGTCCCCATTCTTTAAC

>non- DHS439
CAGTCCAAGTCCCCATTCTTTAACCCCAGCCATGATTCCATTGCCACTTGTAAACCT
CTACTCATCTTGGAGACTCCCTGTATATTCCCACAAATACCTTGCCAGECTCCCCTG
TGCCCTCCTGGEECCCCTAACCCCAATGACCTTACTCTCACATGGCCAGTAGCAAAC
ACTTGAATGCAGATTTGGECCCACT CCAAAGCCTGCACTCCTAGCCACTCCTTCATCT
TCCATAAACATTGAAGGCATCTACTAAAGTCCC

>non- DHS440

GT GCCGAAGGAAATCTGTAATCTAAGGTGCTGCAAAAGTCTCAGTATCTTTGCACTT
CTCCTAATTTGGAACTTCTCTCTTCCTCTCATCTGICTACCTAAATGTTCTCCAGAC
TTTCTGAAAGT GAGGCAGT GTGCTGGECACAGGT GACCTTGGAGT TAGACTTCAAAG
GAGAAATGACTTTGGT CTAGACAGACAGAGAAGGEGT GCCTCGAGTAGAAGGCACAGT
CTGICCAGA

>non- DHS441
CTCTGCATGECTTTCTGGAGT CCCTGT GACAGCCCAAGACCCCCAAGEECCCACTCG
CTGACCACAAACT CCCTGTCAGAGGEEECAGCCTCTACTACCCGAGEGAAAAGGCTEC
CAGGCTAGACCAGT TCTTGEECTGTCCTTGGTAGAGT GGT TTGECCTATGGEGECTACT
CTGTCTCTGT GT GGGGGAAGGGAT GGCAGCCAGGAGGAAT TCACAAAGGCACGAAAT
GGTCCCTTAATCCAACTCAG

>non- DHS442

ACCAGCCAGTATCGT CTAGCTACCTGCAGGACATCTCACTTTGATAACTCAAAGTAC
TTTAATTGITCACTGITTCTTCAGIGTTCCTGGT TTCCATTAATGACTTCATCTATT
CAGT TGCCTGAGCAAAAAAAAAAAAAAAAAAAAAAAATCAAGAAATAATCCTAATTC
TTTCTGCTCTCACTTCCCATGTATAATCGTGTGICTCTCCATCCCCGTI TACCAGTAT
CCTAAT

>non- DHS443

CAGAAGGAGGCAAGAACCAAAAAAAAAAAAAGAAAAAAAAAT TCCGAAGCGECCCGCA
GCACTGAGCCCGAACCGECTCAGT CCCGCCGT CTCTAGAAAGT TCTGCACCCCECCC
CCTCTGI CTGCGCTCCCGCTCCTCCCAGCCCCT CCCT CECEECEEEECEEGACCAAT
CGCTCCCCGAGCCGCTCCTGACCCACCTACCCCAGCT CTCAECGECCECGT GCAGAGGT
GCTCAAGCCTCCT

>non- DHS444

CCTGTCAGITTCCCCTCTCGGECCAGGT TGTGICCCAAAATCCCCTCAGCCTCTTCTC
TGCACGTTGCTGAAGGT CCAGECTTGCCTCAAGT TCCATGCTTGAGCAATAAAGT GG
AAACAATAAAACCTGGEGTGT CAGACAACCCTTTCTGT TCAGCCT TGRAGT GGT GGGT
ATGGEGT GGGTACATAATGGGTAGTAGCACAAT CAAGEGEGTCACCCACTTAGT TCCAG
TTGAG

>non- DHS445

ATGGEGT GGGTACATAATGGGTAGTAGCACAAT CAAGEGEGTCACCCACTTAGT TCCAG
TTGAGCTTAAATAAGT GAGCATCTCATGTAGATGCCATAGT TGGGCAGGAAGCAGCC
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CCACCATGCATGECTTCCTGAGCACT GCACAGGCTGCCCCTGEEATTTGI GTCTATG
GCTTCGCCCAAGGT TCCCAGCACTCCCTCCCTCCAGCAACCTGECAGITTTAGTG
>non- DHS446

GGTAGTGGTCTCAAGT TTCTTTTGECCAGGGAAGGAAAAGAGAAACGTGAAAGAATT
TAGTCTCAGITCGTCTTTATTCCTCTTCCACCTTCCACCACTGGEGTTGAATTAGTI TG
ACCCTGACACGTI TTTGTGACCT TGGT GGGAAAGAAGAAT CAAAGGCACGTI CCTTAAC
GITGCCTCTTTTCAAATGCTATCAAGTATGATGACATATTGCGGGAGAGT CAGTCACC
CCTTGTAGGT

>non- DHS447

TATGACACAGT GCTGATAGCTTGGACACAGT TCCTTTAGAACCTTTATTCAAGT CAT
AGTCGTACCTTTTAGAAATAAGGECACAAACAACATCCAACCCACCCCATCCCTCTGG
GCTAGAGT CCCAAAGAGAAATAAGGGATACACCTGACCTGCAGTAAGGAAAGCAGAA
CCCAGT CTCTGAGGT GGT GAGGECCCACCCAGGEGECTCAAAGGTGCCATTGITTTGC
>non- DHS448

GCGGATGGEGT TGTAGATAAGAGCAGT TGAGAACCACGCTTCATCTCCCTCCTTAGAAA
CTCTGAAACGAGGCTTTATTCCTACCAGAAGT TCAGATTGCATTATGGTCATCTCAA
TTCCAAAATGT TAGATGGCAAGAATATCTGCCCATCCTTCACTTTCCTTGGAAAAAG
TTGCTCTTCGGGT TTTATATGCGATTGCAGT TTTCCAGT GTGT GAAACTAGGAAAAC
AAAACACTCAACGGTGTACATCCCTA

>non- DHS449
GACATGGGECAAGTCATCAATTTACACTTGTAAACAACTTTTCAGCTAGACCTTGGEGA
ACAAGGAACATGATATTCTGTICTACAAACTCATGIGECTTTCTTATTTGAAAGITTT

TTGAAAGATTTTTGGITTTGITTTGAGGAAATTTTCTGAATCTATTTTGAATGTITAG
AATTTGGGECATTTGCTAAAAGGAAGTI TGCTTGAGCT TGGATGT TTGTGCTAAGAT
>non- DHS450

ACTAGAGGAGGAAAGT CACGAAGCCCTCACACTCTGATGCCCAATTCATTTGEECTC
CCCCGCCGCGEEGTATGATGGGAAGAAATAACCAGT GTGGAGTGECACTAAGT TCCT
CCATAACCTTACTCTCTATCAATCAAGTGTGCCTTTTACCCCTTTGCTGAAAGAAGG
AGCACTATGGAGAGAGGGACCAGAAACAGGACT CCCCTCACCATGAAACTACTGTICC
CAC

>non- DHS451

AGCCTTCCAGCAAGAGATTGI TTTTCAAGGACAAGGACTTTGATTTATTTCTGCCCC
CACCCTGGTACT GCCTGGTGCCTGCCACAAAATAAGCACTAACAAAAGT GTATTGI T
TAAAAAATAAAAAGAAGGT GGGECAGAAAT GTGCCCAGT GGAAGGCTGACCCCATTTA
AGTGCCAACTACTCCAAACCGACATGCTCACGGTCTCTGECCTGTI TCAGICCCTGCA
AAACAGCTAG

>non- DHS452

AAAGCGT TAGGAGAGGT CAAGAAAGGAGCAGT AAGGAGGECTGAAGGT TACAGGGCAT
TTGAATCCAAATCACTGCTCTGGECTAGGGAATAGAGCCAGCAGACCAAGGT GGGAA
GGATTCTGGAAGGGGEGACATTTTAGT CTCCTAACCCCAAAGCT CAGGGT GGAAGAGG
GCGAGAACAAGGAAGCAGAGTGTATAATTATTTTTTCCTTTTATTTTTGGAATCTAAC
AGTACCTGGCA

>non- DHS453
CCTACCTATCGGEGTCCTGTGACCACAGGCGACCTCAGTCCCCGAACCATCTTTGCAG
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CTTCTCAAACGCACACCCCAGIGCCCTTTCTCGCCACAGGT GTGAAACTACATCTCC
CGACAGGECEECGI TGTCCCCTTCCTTCCTTCCT TCCTCT CCCAGECCCGAGCCATGG
CAACAGCGT GACGT GEEGEGTGCCGAGAT CTGCCEGAGCAGCGGT CCCGECTTCAGI T

CTAGCCTACCCGG

>non- DHS454

AGGTGATTCTTAGTAACTCCAGTAGCCTTCATTAGT TAAAAACATTATTATTTTTTG
CATGCTGCTTCGACTCTAAATATCTGGTTTTCCCTGICTTTTTGGI TTACTACTTCC

CCAGATTCAGAACAGAGGAGTAACTAGGEGATCTGATTTTAGAGECCTTAATTTTCT
GI TCATGGACTGI TAAAAGTAAAACCAAACTTTCAAAAGGGATAAACCTAAATATTT
ACTTGI TATCATTAGAGAGGGAACATCAAATCCTG

>non- DHS455

GGATTTCAGCGTAAACT GAGAGAGAAAAGTGATTTAGAATTTTTTTCCCCATTAAGA
GGT TGTGCTTGCATGTAGCAATATAAAATATGCATTTGGGCAAAGAGAAGGTAGAGT
ATATTATTTTGAGCCCAGAAGGCATTCCATCAGGT TGCCCCACAGTICATGTGTGCAC
TTCACGAACACTCTGAGGACTTATGGTGATAGAAATCATTGCTTAGCTTAGAATTTG
ACTGAAGAGACGC

>non- DHS456

AATTTGACT GAAGAGACGCATAGCCAGTGTGATCCAGGT TGECCTCATATCTGIGGC
AACACT GACAACGT CCTCCCGGATATATAGCAATGGCTTAGTACACAGAGCTTGI TA
ATTAGCAGT CAGCTAAAATTAGCT GGAGGCAGT GAGGGECTACAGGAGI TCCTCCACA
TCTCTGCATCTCTAGTGCAGAAGT GGTAAATGCCTGECACTTATAGATTCATTCCTG
ATGACCATGACAGAC

>non- DHS457
GCATGTGAGGAAATAAGCT TGAAACT CAGAGCCTCCAAGATGATAAGCATGGCATGA
AGGAGAATTATTTGGAACTCACCTCCTACCCTGGTI CCTCTAGGGACCCTGCTGGTCA
CAGAGCTACTACCACCACCACACTGECCTCCAGEGT TGGTGCTCCCCTAATTTAACA
CTGAGTATGGECTGAAATAAGACT GGECCCTTAAACAAAAT GCCACGGGAGECTTAGA
TGTGACAACAGAAACAAGCCCAG

>non- DHS458
GCGGAGGCTTAGATGTGACAACAGAAACAAGCCCAGAGGEGACCT TGGECCCCAGCAGT
TAGGGTCTAAGCTGI GGCTACAAAAT CGTAGECTGEEGT TTGCTCAGEEGECCTTCCT
TTCTCACTCCTGGT CACCT CCCTGAGECCACCACCATTTCAGCAGCAGCACCCAGAC
CATCCTCCTACATAAGAAGT GCCAGGECTTTTCAGGAGGECCACTGECCTTAGAAATG
GCCAGTCCTTTAGGGGT GAAAGGTCTCAGCT

>non- DHS459
AGTCCTTTAGGEGGTGAAAGGT CTCAGCT TCTGGGEGECAT GCAGAAGGGAGGEECCCCCT
GAGATGCTTAGAGGCTGAGAGCCT GT TGECAGAGAGCTGECTGTGCTGCAGGECCCTG
TCCCAAAGCAAAACT CAGCTCAATCAATTCTCCAGGGAAATCAGAGCTTTCCGGAAC
CATCCAAGACACCAGAGT TGATAAGAGGCACTGCTGAGATTTTCACCTGEGI TACTC
CTGAACTGGTGATAAGCCCTTGT GAT

>non- DHS460

CATGCAAAAGT GGCAAAAGCGT CTGCACT GEEGEECT GTGEGATGEGACT CAGACCCT
GCTGCTTCTAAACAAGGGCGTACTCATGCAGTATTTCTATGAAACTCAACATTGCAC
AAGGT TGAAATTTGAAAACAACAGGAAGGT AAGCCAGCAGCCCGEECCCTGGRAGAGA
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CGCTCTTGGCAGCCACCAGAAAGGAGCTATTGACCAAGAGAAGAGGAGCCCGRAACT
>non- DHS461

AGAAGGCAAACT GCAGAAAGGT CAGCCAGATTGCAGT TGGGCAGAAAATCTCATTTA
AACTGTATTATCACAACCAAAAAGCCCTATTTGGAAATCAGACGTAAATAATGCCAA
GCAAT CAGGGAGGT AGGAAGGACGEGT GGATCTCAGT GCCTGCCCCAGCCCCTGACT
GCCCTCTGACGAGAGGTGGACATCTGT TCTGCT CCCEGEGEECAGAGGCAGGAGTATGGA
GCTGTACTGCTGCTT

>non- DHS462
CGCCAAAGTGTCTAGGTGATGTATTACTCTTTATGGTAGAACACCTATTCATTATAA
ACTTCCCCCAATACAACCCCTGTTGT TGCAGAAATCTTAGGCTGI GACAACCATAGC
TGCCTACACATTCCTTGTATCTTGGGGTAAAAGCACACGT GCTCTGGAAGGAATGT G
TAGGT GGCTATGEGTGCACAATTTCAGGGEGGT TCGTGAACTCCAGT TAAGACTTGCC
CTAATTATACC

>non- DHS463

CAATGAAGAGCTGCTTTGGAAGCT CCAAACT GGGGACCCGACCAGI CCGATTAAACT
CTCGCCCACATCTCCCGT TTACCGCGECTCCTCCT CGEEECCCTCCTCTCCGECCAG
AGTCAGCACAACACCCAGAT GACGCCACTACACGECCTGCGEERAGCTCCEECTTCTC
GI'CCTCCGGT CTCCACCCT GAGGGAGCACCGACCCGEGT GCCGCCEGAGCTGECCCTG
TGCGCATGCTCAGTAGCTGCGAATGCATCCTAGG

>non- DHS464

AGGCTTTGCTCTCTCTATTTTAGT GACCGCTGACT GCGGAGCAACGCTCTTGIGITC
TGCGCEECCCAGCAGCT CCGEGAACGGT CAGCGT CGGEEEECCAGCCTGECGEEACATT
TGGEGEGTCCCCCATACGTGGACCTATGCCTGT TGTAAGATGT TTGGAAGAGCGT CGAA
AGATGAGATCATGI TGTGT CCTTGGAAGCT GAATGAAGAACCGECTTGCAAAGGAG

>non- DHS465
CCAGTGCTGECTCTGITGT TTATATACAATTTTCCAACAAAAT GTACACAAAATAAT
CCAAAAGCATAAGTGAACAACTTTTATGATATATTTTTTACTGI TGACTATAATGI T

TTAAGAACTCAATTCCCCTATTATCTTTCCTTATCCCACAGTAATGTATAAATTAGA
AACCTAACCATACTTAGTAAAATGAGACTTTCAGTI GTATGGAATATAATTCCTCAGA
TTTTTAGCAGGACAGITTTCTITCATTTCC

>non- DHS466

TATATTGGAAAGGGGTCCCAATGI TTTTAAGCCTTTAAATCCATTAAATAAATGCTA
AGTCAGGATTTTTCTTATATGGACACGTAAGT TTTAGAAAGTAATTATATCTCTACA
TAAACTGTGAACCCTGCTCAAAAAATTAGCAAATGCTTACATGCTGAGAACCTAAAT
ATCAAAATATAAAGAAAATGGAGCCTCTAAAAAATCTTTTATTACTCTGGGTTTTTA
TAAGCATTCCTTTTTATAAGCAAACTGAATTTGI GTGCACCCAG

>non- DHS467
CAGAGCACAATAGCCTGICAGCCTCCCCTGCCCCCTTATAAATTGTIGCCCCTGECTGT
CATCCCTTTGI TTCAGGCCCAATCAGCAAACTAAACTTTTGTGAAGAGAGAAGGCAG
TTCAAGTGI TTCTGCCGCAGCT GAAGGCGAGGAGCTAATGTGGAATTTATTGGGAGAC
CAATCAGT GCTGGAGGGAAGAATGACCCCAAATTGGAAGAAGCGACTTTGI TGACC
>non- DHS468

TCTTAGGAGAGAGAAAGCCT GTGEGGTAGGAGAGT GGGAACCTGAACT TTCAGT TTT
TAATGGCACTGCTTGTCACTAATATTAACACTAT GGGEGECTCACAGCATGEECTCAA
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GGTGGTGTICCTCGAGGTCTTCTTTTCAGAAGGCAGGECTGCACTTTCACCAAGAGT GG
GCTGCCACACAGACACAGGCGGT TCAAGACTCTGECATTTGECTTTGCTAGGACTCA
G

>non- DHS469
CATTTGGECTTTGCTAGGACT CAGCCGT GCTGCGAGEGAGGAGCAGCGTCTGGATCT G
GATCTGAGAGGECCCCAAAGCATAGECCGTAGCTGCCTGAGAGCCCCTCATGCAAGEC
AGTGCGCTCAGI CCCAGAGT GGCCGACAGAT GCTCACAGECACGCGECAGECCEECCC
AGGGECAGCCCACGCGATCTTGGAGECTCCGTI TTTCTCACCTCAAAAATATGCATTCTA
CCCAGGAACTGIGGCCCTTATGI CCAT

>non- DHS470
CCCACTTTAGAGATGGGAATTGAGGECATAACACGTAGACGECTGCCCACTGTGRAGG
AGCTGAACCT TGECGGT GEEECCECAGEGT CTCTCTGCTCCCTGIGGGACCGECCCTT
TTCTCACTGI TGTGAGCAGGGCTGI TCCTTTCCAGCAAGATGAACACCGGTGTAAGC
GCGTCTTCGTGICCTTCCATGGATGT TTGTAGAGGT GGAGCTACTGTGTCGAAAG
>non- DHS471
CTATCTCACCTCCATTGACCACACACGGECATGEGTIGCCACCTTCCACCTTGCACCT
GCTGCCTTTACCTTCTGI TCTCTGTCTCCCTAAATATCTCCCAGGGTCCTCTGAGCC
TTCACCGTTCATTTCTCTGCCTGGECCTCAAACAGAAAACGT CAGGAGGGAAGCACAC
AGCTGCACAGGT CGT GCCCCGAGGECT CCTGCTGCCGECACCT CCCCCAGCCTGGACT
TTGECTGTGITTGTAG

>non- DHS472
CCAGAAATTCTTTCCTTCTCCAAGT CCAGTGI TCCCTGTGCTCAGGGAATAGCCACC
CCAGCCTGCACACTGGTGAGT GTGT TCTGGT GCAGAAGCGACAACAATCTCCGGTTA
CAGCAGAAAGTGACCTCCTCTGI TGGT TTACCAATTGCCACTGTGACTGAGGACCAT
GGCTCAGT GCAGAAGCAGCCACTAGAAGCAGGT TGECAATGGAGGAGAATGACCCTG
TGGGTATC

>non- DHS473

CTGTGCTTCCTCCTCCTAGACTTTAAGGCCCT GAGAGAGGAAGGAAGGEGT GGEEAC
AGGGCGATTGAGAATTCACAGT CCCATTCTCCTGCTACCATGAAAGGTTTCATCACCC
AAGGCTGCTCAGGAAGT TTGCCCACAAACT GCCGGAGAT GTGGGTGAGACCGT GTAA
TCCAAGCCAACATAGTGAGCTCTTGAGCAGCTGCTAAGT CAGT GCCGAGAGCAGAAA
TAGGAACCCAGC

>non- DHS474
GCGAAAATGAGATTCTTTTGECAGACAACTTTTTAAGATCGCTCCTAGTAAGCACAGA
TCTCCTTAGCCTTGGT TGCCAAGT GCAATGGGAATGT TGCTTGCAACTTGGTCATCT
GCGAAGAGGAAAACATGATCCGACTGT TCAGT CTAGT TGT CCAGGGT CACTTCAGAGT
GCTGTACAGCAGCAGI TTTGCATGCTTGTGATGTCCTGTCTACATAACTGIGTGA
>non- DHS475
ACATTTTGGAATGATCAGGCGAGAGATCTTTTTTAGGAGCCCTTAGAAAGCAGACAGG
TACGAATACTTAAACTTGATTCAGCTTTGACTGTGAAACAGT TTCCCTCTGTGGTTT
CTCCCTCCGGT TTCACAACCCTTAAGAGECCTGCGGTATTCTTTACTTATTGATTGT
AAGTACTTTACTTATTGATTACTTACTTGTAATTAGCACTAGACAGTGTGAGAAATA
CAATCAAATTCCAGATATCCTCTGTICTTCAC
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>non- DHS476
TTCCAGATATCCTCTGTCTTCACGCAAAGGCTGGAAAAGAACAGTITCTGIGTATTAG
TTCAACACAGCATTTACTTTCCTTTTTTGATATAATCTTTCAAATGTITTCACAATGA
GCTAAACCTGACTTTGI TTTCAAAGGGGAACATGCACTGGAGT CTAATGAGT TGAGT
GGCACACACCATGGATGCCCTCTCCTGCTACAGGAAGCATCTGCATTGI TGATCATT
CAGTCATTATGTAGAGTACCATCATTGGGTGCTTTAC

>non- DHS477
TGTGTTTCCTGGAACTAGAGGACTATTTGTCTCATAGCTTTTATTAAGCAAACTTGA
TATAACCACCACACAGTGGCAAGAGATAGACTAGCTGI TTCCAGCTGCAGAAAATAT
TGAATTCTACCCTAAAGTACAGATCATTTGCAATATAACCCATAATAGTI TAAAGCAA
ATCATAGTGCAGITTGTATTGAATTTCCTTATTTTTCCTTTCAATGGAGTATATTCA
TTTTCCTGTCATTTGAGATCAGITTCT

>non- DHS478

TTACCAATAGT CCCACCACTCAAAAACAGCTCCTGTTTAAAATTTGGTCTACTTCCT
CCAAGCCTTTTCTTCAGCCTCGGGT TAGTTAATATTTTTAATTTTAAAAATCTCATG
GGITTTATTTATATCAGAAAACATAATCATAGGTCATTAAAAATTTTCATCATCTGT
ATCTAACTACCTAGAGAAAAACAGTGAACATTTCAGTGTACATGCATCTCTTTCCTG
GTACACATATG

>non- DHS479
GGCTCAGTCTCAGAGATTTCTTCAACATGTAATTTTCTAATGTTTCCTTTCCTGCAA
GCGAATGAGACAATATATTCTTGGAATATTAAAGTACTTTTGAAGTAACTCATACGT T
TTCTCCCCTCTTCCATTTGI TTAGCTATTGAGGGT TTGCTTTAAAACAAATTTATGT
AGAAATATCAGTACTATAATAGTATTGTGATACTGTGTATTTCTTAAGCATATGCCA
GGAAGGAGAGCATTA

>non- DHS480

CGGATTCTGT TGGAAACT AAGAGGGEGAAAT CCAGGAAGECTTCCTGGTGGAGCTGAT
CTTTAAGCTGAACCTTGAAGGACTGGTAAGATGAACGGATGT TCTGGAACCTGAGAA
ACACCCAAGTACCAGAGAGACAGCATCCATGTGTGAACTACTCTAGACAGAGECAAC
AGGCGT GGT GEGEECCT GEEECTCCTCAGAATGECACCTCAAGT CCCCATGGTGGTCA
GGGACTGGAAT

>non- DHS481
CTGTCACCACCATTTTATGCATTCAAAAACTGTTATTTTATTTTATTTTTATTTTTA
TTTGITAAATGGTCCTTTTCCTAGACT GCCAGGGTCAGCAAACAGAAGTGTCTGITC
AAAGAGGGAGEGECT GGACGCEGAAGAGGEECT GCTAGGCCCGGTCAGAGAGGACTTCAG
GCAGGGAGCAT GGAAGCT GTGGACAGGACAGCTTTTAGCT CTGEGAGCAGGTGCTGG
AGCCAAGTCACACACAGGTAGCAGICA

>non- DHS482

CACACACAGGTAGCAGT CAGTGAGGT TCACATCCAGGAACCTTTTTACAGAAACCCC
TCTCTCTCTCTGTACAGCTGTATAAGCACCAGCACAGECTCCGACAACATGCAGGTG
AGGAAGGGGACAGAAGGECCTAAGAT CCCACCAT GGAGAGAGAGGGAGGAGAGEEA
GCGCGEGEEECT TGTAGCATCAGCT TATCAGAAGGACCCCCTGGT GCACCAGAAGATTGTA
GTCCTGGGTGAACAAGA



99

>non- DHS483

CTGGGAAGT TATTTAAGGGGT CAGAATGACT GACGT TAGACCCCTGAAGATTGAAAT
CAGTGACTTGTCTCTATCCTGAGGTGICTTCTGTCAGTGT GGAAAAGT CTGGGCACA
AAGAAGGAACAGAGCATCAGCATTCTCCCCCAGCCACCCAGCCGEGTTGTIGAACAGA
AGCACCAGTTTTGCCTCCTAAGTCTCTGITTTTATTTGCTTTGAAGAAGCAGACAGG
TGCCTTT

>non- DHS484

CTTTCCCAGGT GAGAAATGAACACACACAGAGAGAAACATACGTACCTTCCTACCTT
GCTCTCCTTCATTTTCATTTTCCTGTAGCCAATCCTGTAGGTGACTCCATTACCCAT
TCTAATCAATATTTTATGTACATATATAAT CACCCAGAGT GGGAGECAGCGTGCTCG
CCTGTGTGTGCCTGTGTACAAAT GGGT CCATGACT GGACCAGCTGGAGACCCACGEC
AAACAGT CCAGAGAGCAAGEG

>non- DHS485

GGCAAACAGT CCAGAGAGCAAGGGEEEECTATCTTCCCCACCGTCCGATGACCACTTT
GCCTGTTGT TAAAGAAACAAAGAACAAATTGTCCTGAAGGTAAAATATGTGGEGTTCAC
ACGTAGGAAAAAT GCCACATGGTAAT TCAGAGT CAGT GACCCGGAGAAAAACAAAGG
GCGGAAATTAATTTTTAATGGTACATTTAAAAATAAAT CAGAGTGAGGACATCAGTCT
CGGTTTTCCAAG

>non- DHS486

GAACACACAAAAT CAGTAGCATGGECCCCATTGI TGEGEGTCTCACAGI TTAGCTCTAC
AGATGI TCCCTGGATTATGAAATTCCCATGAGCAAACTTCCCCTTAACAAATTGITC
TCAGAGGCACTGGATACAGT TTAAGAGATGGGTAACAGTATACATTACTCAAGTAGA
CATAAAGCACTCTTGAGCATAGATGAAAACCAAAGAGAGGAGGECAGGAGCAGRAAGG
AGGAGAATTTTGCAT

>non- DHS487

ATGCTCATCTTTCTGI TGTCGAAGTGATTTGTAAGGCTTTTGEECTTCTGTGAAATG
AAAGCAAAGAAATATATCCTTAAGCCCTTTCATCAATATATGGGAAATCTGACTTGT
ATACGAAAAGAGT TATTGCTTCAAGT GGGGATGT GTCTGTACACAAAGGCATATAAC
CAAGTGTACACACATAAACATGTAATCAAGT GACAAAAGTACATGAGGAATACCAAC
TGGCGAGAGG

>non- DHS488

CATGAGGAATACCAACT GGGAGAGGECCCATCTGCGECAGTATGCTTCCTGAGTAGAG
AGCCTGTAAGCECTGT GTGECTACAGGGAGGAACTGAGTCTTGTATAAGGATGGTTGC
GATTTACAACGGEGGAAGGGAAAAT GGEGECTACTACT GGAGAAGGT CTGCCAAGGAT
TTCTGTAGACAGAGGAGCTAGT TTCAGGGATATGAATGGGCCCATTTTGATGCAAGA
TCAATGTAGGCAAGCACCATAAAATCAGGGTAGA

>non- DHS489
AAGACCCAGCTCTAGAGTCACCTCCAACCCCTTACCCACCAGCCCCCTCTCCAAGTC
TGTGICCCACAACCCCCCT GCTCCCTCCAGGECACCCT CCACCCTCTGGEGECCACAGT
TGTCAGGAGT CAGGCAGGECAGEEECCEEGTGEIGTCTTCTTTGTGI TCTTGCACTC
AGGGECAGAGCT CAGCACAGAGCAGACGCTCAAAAAACATTTAAAGGATAGAAGCATT
GATTTGIGGGT

>non- DHS490
CTCCTAGAAGCAAACGGACTTTTCCTGGGAAATCCCAGAGGTGATGATCAGTATCTC
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TCCCGTGACTCGTAGT TCAGCTCTTCCTCCATGAGCCTGACTATCAGTIGGACCTTCC
AGAAAGAGCCCCTTTTCCTTCTCTCACCCACAGCACAGGGECACTGGGAAAATGCCCA
ATGAGT CCTGCCCTCTGEGI TGTGCTTTGGACTTTTCAGIGTGTCTTCGCATCCAC
>non- DHS491
GIGCTTTGGACTTTTCAGTGIGTCTTCGCATCCACTCTTCAGCTTGAATGI TGCAAC
AGCCATGAAAAAAGAAAT GCAAAGCGATTCAGGATGAGAGCAATACCCTACTCCAAA
GAAGGCAAAATAGAAGCT CAGAGAGGT CAAGCATTTTGCCCAAGACCACACAGCTAG
GAGTGGAACTCATGGECTGTCCAAGCCCCACGCCTCTGCTGAAGGTAGAGATGAATTA
CAGCAACAAGT CTAGAAAGGTGCC

>non- DHS492

GGTAGAGATGAATTACAGCAACAAGT CTAGAAAGGT GCCTGCCCTATGGTCTGTGAG
TCTTGCCTAAGAAT GAAAGAGGAGCCAGT GGGT TAAAGATGAGGT CACCAACAAACG
GIGGTGI TGGAGT TTACCACTGGTTATTTTAATGGGT TTGCAAGAATTGT TAATTAC
TAATGI TTATTGAGCCTAGTIGCAGTGCTTGGEECATTTTGCACATTGICTCTGATCC
CTATCACAACCCTGAGAGGTAG

>non- DHS493
AAACACCCTAAACAACTTCCCATCCCTTATTATTTCATCAGTTGCTGTATATAATCA
ATAAAGT TCCCTGACAGACATCAAGGTGT TATGGECCACTCTTAGAGCCTATAATCAG
TACAAGAGT TTCATGATGAGT TTGATATTCAACTTACCCAGGTGACTCTCGT TGGEEC
TACTGGGTGAGCT TGAGGAAGT GAAGAGGT TGGT TGGATATAGTAAAAGCCACACTT
CTAAGCTGCCTAAGAATGGTGAGG

>non- DHS494

AAGT GGGAAAGCACAGT TTTAAGGAGCTTTTGAAGT AAGGGECTGGAAAAAGATCAT
GIGITAACCTTTGGTATCAGT TACTGATGATATAATGAATTAATAAGAGACATAATT
TCTCCTGTTTCCCTTTTCAAATGT TACAGAACCAGGCTTTAGCAAAGATGGATATAT
TGGTGACT GAGACAGAAGAACT GGCAGAGAATATACT CAAGT GGCGTAAACAACAAA
AC

>non- DHS495

CTCAAGT GGCGTAAACAACAAAACGAAGTTTCGTCTTGTATCCCCAAAATATTAGCT
GAAGAAAGT TATCTTTATAAACATGATATTATAATGCCTCCTTTACCTTTTACTTCT
AAAGT TCATGT CCAAACTATTAATGCCAAGTAGTCATCAACTTTATTTTTGCTTAAT
TATGIGTAGTCATATGAAGTCTATTTCTAGT TGACTGTAACATGGGTATTAATAGTC
TTTGCTGCTGGTAATACTGAAAGA

>non- DHS496
TCTTTGCTGCTGGTAATACTGAAAGAACCTGCTTTATATTGGAGTATCAAGATCTCA
GGTTCATTAAGACCAAACTGACTTTTCCTTTGITTTTCATATATTTTTATTCTACCT

TTCAGTAAAACTAGAGAAGCTAAAAAATAGCCATGACAATTTATTAATATAAGTGAA
TTAACCATTTCTCAGGTGGGAAATTCTCTTTTTTTAAAAATGTGTGITTATCGICTG
GIGIGGTG

>non- DHS497

ATAATTGGGCGAGCAACATTAGGAGGECCACCATTACAGT TGAGATGAGAGGGTATAAG
CTAGAGATGGCAGAGCTAAATCGTTTTCTTTGGTCCAAAGCTGCCTATGCCCTTTTC
TAAGTGTTTTCCAACAGAATTCATGAGATCATTCCACAGGATCTCAGCAAGT GCAGT
TTCTGATAACTTGGCCGAATTTGT TCAGTAGCTGCTGCAACGGAGEECTTAAATCTT
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TCATCTACACTTAACAAGGGEGAGC

>non- DHS498
ACCTCCTTGAAGGGACTTAACCTCACCTCTTTTTAAGTCCAGTITTCTCTTCTCTGTC
CTGGTCCTCATACCTGEECTTTCTGTI CTGEECCACTCTTCTGGAGT CACTGI TCCGC
ATGTGICCCCAGCATCCCTTCTTCATATCAGEGTICTGGICTTGCTTTTGTATCTTTG
CTGGCTGCTCTGATCTGGEGGT GACCAACCATTCTGGT TTGCCTGGGACCAATGEEEC
TTCCTTAGATAGAGG

>non- DHS499

ACTCAGT GCTAAAACCGAAAAT CCAGGCAAACTGGACCGTGTTGGTCATCCTATCCT
GAACCTTTTGCTCTGTI GCCTGAAGT CCCGCAGCTCCCTGGTAGCCCACCCTGGTGIC
TCTTCTGECTCTGI TGCAGGTCTCAGCCCACCTATCAGAATTTGCAGCTGTITTAATC
TTAAACTCCCTGTTCCTGATTGATGGT TGGGACT GTGACTGEGAGT TGCTTAAATAG
CTCCCTCCCGITTCT

>non- DHS500

TTAAATAGCTCCCTCCCGI TTCTCAGCTAAACTCAATTTCACCATCAGCCCCCGCAG
CTGGGGTAGATCTTGAAGT TCCCTTCCTGCCCCTCTGAGCAGACCCTGGTCCTGTCC
CATCTGCTCTGATGGGAGTAATCATAACACCAGGEGTATCTTCCCTGCCTGACAGEGA
CAATGGCGAGCTGAGT GGCTAT CAGAAGAGGT CACGGTGAAGTGATGCTGACTGAGAG
GGT

>non- DHS501

GGTGAAGT GATGCTGACT GAGAGGGT GCTGATGEEGTGT TTTTGT GGGAAGGCAGAG
ACAGAGCATGTATCCAGGAGACAGAAGCACTCAGCATCCCAGTICCCTCCTTCCACTC
CTGCTCTGAGGT TGCAGT GAAGCAGGGT TTGGEGGAT TGECACCCAGCATGATGACT G
TGTGICTCTGGATGTACATGTGTCTGCTCTGATTAATGAGTAGCCTCTGACATCAAG
CACTCACTCCCATTA

>non- DHS502

GGCATCCAGT TGGAGATATAGGACATATTTTTAAAAGACAACTAATAAACACCACAT
CCTCCTTACCAACCAGGATGT TAAAAATTAGT CATCAGGGATGCAGGTCTTTGGAGG
TGGATTTCTTGCTAGGECCAGGT GAGT CTGGAAGACTTTGTGAAAGT GGAAGEGTTT
GITCTTGACCTTGGCAAATGT CTAGGACT TGGECTACATGECGAAGAGCAAGTAGEGA
AGCATTCC

>non- DHS503

CTACATGGCGAAGAGCAAGT AGGGAAGCATTCCAGGAAGT GAGAGAAAAATGTAT GG
TGAGT TTAAGAAAGAGAAAAAAGT CAGCTTTACAGAAGCAAAGCATTCACTCATTCT
TTTTGTATTAATTCAGTGCTCACAATGT GCAAAGCCCTGGTAAGATGCCAGGAGGTC
TTCATATACATATAAGGT GTGECCCCTGI TCCAGAAGAGT TAAAATCTAGACATGCT
CAAAAGGAACCAGCAATAAAGG

>non- DHS504

CACTGAACAAACCTAAGTCACAATGEECTTTTTGI TTAAGTATTCATTGT CAGGAAA
TCCAAATATTTTATAATTCACTGGACAGTAATGAACAAT GACAGACAAAACACTAGT
GAGTAAAAACACTAATTATGITACTGTGGTCTTTGT GTGGCTTTGGECACAAAAGGT T
GITTATTTACAATGCTGCAACATCACCTTGGTAATCAAAAGAGTGGECATATGCG
>non- DHS505

GTGGCATAGAAGT GCAGCACACGGEEGEGT CACAGCGAACCGCCATGEEGTCAAAGT CC
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AGCACACGT AGGCCCT GCAGGCT GCGGEECCCGAGAAAGGECCACATAGECCTGECCA
CTGGCAAACACACGGECCCAGAGAAATCTCCACACAAT CCAGGGTCATGCCCTEEEEG
ATGCAGGGACAGAGAT GGAGT CAGCTCAGCCTTAAGT CCCTTGCCCCGAAAGECCTG
ACCCTTTACCAGCCCTGCTACTG

>non- DHS506

CAGCTATCACAACTGATTGCTTGAGCAGATATTTGGT TGGAATGACAGCCCCCAAAC
CTGTAAGCAGATCTTATTTTTCCTTTTTTTGAGAGAAAGACAAAGAACAAATTAAGC
AGGTTTCAGAAACTTTTTTTTTTCTAAAAAGCAGCTTTCATCATTTCTAAGTAAGGEC
ATAGACTGATAAGTCAACACATATTTGATTATCTGCTAGGTGTCACAGCGCTGGATG
TACACTGATTAAAGCTGICATG

>non- DHS507

ACATAGI TGTGTGATGGCTGI TCATTCAACACGT CCTCCCAGCACCTGGECACAGTGC
CCTGCATTTACCTGGECACTCATTGT TTGCGGGATGAATTAAAAGAAAGCTCTAAAAA
ATACAAGATAATATGATGT TAAACGGACAATGCCTTTTTTTATGTGACAACCATAAT
TATCTACATATTAAGTATGACTTCTAGACATTTAAACAAAAAGCATAGI TTGGEGGAC
AACATAAATTAGAAAAAATACTGTCGA

>non- DHS508
GACAGTACATCCCTAGGT CCCTGTCCCAGCGTI CGECTACCAGCCACTCTAAGAAAGA
GCAAGGT GCACGT GCCTGECTGAAGGAT TTCACT GGGAAGT GAAAGAGCCCGTGACT
GTATCTGACACT CAGT TCCTGCCCGCEGT GAGT CAGCCACAAGGEEECCTGCAGRACCT
CCCTCCACAGCTTCCAGCCAGAAACAAAGAAGGATAGGGAAGCCCTGGTCAAGTITAA
TGGECAGCTAAAACGCTC

>non- DHS509

AGATGCTTCAACGGAT CACAAAGGAAGCCCGT GGGECCGAGGCTGCAATCCACACAAG
CCAGCGT TCAACT CCGGACAGEGECCCAGEGT CCTTGCTGGAGGAGAAGGEEECATGA
ATCTGGEGECCCTATGGEECACT CAGCCGEEECGT GCGECCT CTGEEEECCCCCTGEACGC
CACAGCAGTATGGECAGAGCTGI GTGTGTTTTCACAGAGCCCTGTGACCAGT CTCCAT
CTCTCAG

>non- DHS510

CTTCTGGAGCTAATGGEGT TCTGAGAGAACCCTGAGTGGTTATTCTCACAGATGTGAC
ACGGGGAAAAACT GAGGT GAAGCTGCTTCCCTCCACACGCACAAGT AGGECAGCGGAG
GGGECCCAAGAAAGAGCCAACAGGCGEECCCTCTCTCCCTGACAGCCACCATAGCCCAG
CCTGGECCCCCACCTCCGATAACT GCAGGGTACGCTGCTACAAATGACGTCTGCGTITT
GAC

>non- DHS511

GI TTGACAAGGAT GAGCAGAACCGGAGCGT GTGCGTCAATTCAAATCTGT GACACT G
GCGCAAAAT GT GAGAAT GGECT GEGEGT GCCAGGCGECCAGTI CACGECTAGGGCACAG
TTCCAAGAAGGGECCACAGEGEGECCCGCAGEGACACT TACCCCAAGCCCTCCAGAAACA
GCTGCTGCAGGT CAGCACCAGCACCAGGECCAGECACACAGTI CTCATCEECACGTCT
GCCACTGECTGICTGCAAAGTGCTTCCCTTTC

>non- DHS512

CTCTCGGT TCCAGAATCCTTTGGCCTGACAGGECAACTACAGATACTTTCGIGGACTC
TGCTGAAACCTGTCTGAGACTATGGAGCTTTACGT GGCTAAGGAAGAGAAAAAATAT
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GITTGGAGT CCTTGCCCACTGACAGGT GCATAAAAATACAAGATGGACTGGGCACAG
TGGECTCACGCCTATAATTCCAGCACT TTGGGAGGECCAAGGT GGECGGACCACTTAAG
GTCAAGATTTCGAGA

>non- DHS513

AAGATGGACAACGT TAAGGCTAGGAATTATAACCT TGCCGCTTAAAAATGAGCTGTG
CACAGGATAGGECGCTGCCCAGCTCTGI GCGGT TCACATGCAAGCTGCTGT GAGTGCA
TCTGCCCTCCCCCAGGECTCCTGCTGAACCAAGCTGECAEEGTGIGCGIGTGGTI TTGC
AAAGCTATCACCTTTAGTCTGAGACCCACCATTGCCCCAGCGCTTTAGAGAAGCTGC
ACCGAGAG

>non- DHS514

GGACCCAGGCCT GACAGAGT CCCCGECAGCTACAGAAGTGCATGCTCCCTCTCTGCA
CGGEGCCACTTCTGGTACCTCTTGGTGT TGAAGTAATTTAAGTCAGAACCCCTTTTAT
TGCCCCAGGEGT GACCGEGAGECCGTGGEICTCCEEECTTTGTGI TTGCAGGAGT GTG
GCEECTGEEECTGCCTTTTCCGCGT CCCCTGCGAGGAGACCTCAGECAGCCTCTGTAG
>non- DHS515
TATAAACAGGGATGCAATGCACAGCCTTTTAGTACATTTTGAGATACCTGTTGGATT
ATTTCCATCATGTTCCTGGAATATAAATTCCTGGATTGAAGT GTGTGCAATCTGAAA
TTGTTGTGAATATTGCCAGGT TACCCTCCGTCTGCATGCCCACCATCAAGGTATGAG
GATGGTAGAAGCTCTCGT CGAACCAGATGGATGAAGACCACTAACGECTTTTGT
>non- DHS516

AATAGCCCCT GGAGGT TTGAAGAGGECCCCGT CAGAAACCCAAACAGAGCTGCCAGAC
GCGGAATGCCGCCCTCCCCCGT CCACACT CATGGCCGECTGCT CAGCCCCCAGCCGCAT
CCCTCCCCACGCGCGT CACGECCCTGAGECCATGGT GGGT GGATGCGECTGCGGAAA
GCGCCTGEEGAGT CCGAGCCCTAGGACT GGGAGCAGCGAGGTAGAGAATGAAAGCTGCA
CCTGTC

>non- DHS517
GCGTGATTGTATCTGAAAGGGTAAAGGAGGAGGAAAGCTGAGACGCCTGCTTGGTAG
CAGAGT TGGGT GTGGGAGT GT CCACAGACACCCCT G CCT GCAGEGT GEEGAGT GGG
CACCTGTI GGCCCCAGGCAGGT TCCTTCCCACAGCTGCTGEECTTCTGEECCTECCCT
GGT GCCTGGAAT CACACAT GACAGGEGT GGEGAGGACAGGEEECAGTAATGCCATTTCGC
CTGCCTGCATTCTCT

>non- DHS518

GAAACTGACTTTCAATCCCCAAAGAAATCCCAGTCCTAAGT TAACAAGAAGAAACAC
AGAAAACCCTACTCCCCTTTTAGT CTAATGAGACCAACCAAATGT CCTCCCTATGA
ACTATGAAACAGGAAAGT TCCCACGATCTTGCAATCCAGCECTGTAGTGGATTATAAC
AGCTACTGT TTGGGACTGCCCAAAGCGTCTCCTTTTGGT GCACTTGATGCAGACATA
ACCAGT

>non- DHS519
GCACTTGATGCAGACATAACCAGTCATAGCATCTCATTACCCGGEGEECAGAGGGATTT
ATATGCTTCAACCAAGACCAATCAGAGTCCTTCCCTTGGATAAATACGCGECTGI TG
GAAAAAGCAACT GCAGTAGAAAAAGGECTTTGAAGATGAAAAGT TGGECGEECACCAG
CGAGGGECCCAGGCGEGAGATGCTGAT GAGGCT GGGAGGACGCTGCTGAGCCCCTGTI C
AGCCTGACAGCCAGCACATGAT

>non- DHS520
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AGCACATGATGGCAATAGAGGAGCTCAAAGT GTGCCTTCTCGEEGACACTGECGTAG
GGAAATCAAGCATTGTGTATCGATTTGCCCAGGATCACTTTGACCGCAACATAAGCC
CTACCATTGAGGTATCTTTTGI GACCAAAACTGCGCCTTCTGGAAATGACCTTCACA
AGTTCCTCATCTGGGACACTGCTGECCAGGAACGGT TTCATTCGT TGECTCATGIGC
TAT

>non- DHS521

ATTCGI TGECTCATGTI GCTATGGAGGATCGGCTGCAGCTGATACAGTGCATGATGTT
ACCCAAACAGGATTCATTTCATACAGATGI TACCCAAACAGGATTCATTTCATGCCT
TGAAGAAGT GGGATAAAGAGCT GAAAGAACATGGTCCAGAAAACATTGTAATGACTA
TTACTGAAACAAGT GCCATCTCTCAGATATTAGGGAGTI TTCCCCTGAAGGATGCTGA
GGAATATGCTGAATCC

>non- DHS522

TGCTGAGT TTGAGGGACCT TGEECTGAGECTGCACCAACTTTTTTCTTTTAAGAATT
TACAGTGCTGCTGTAACTGCGTCAACCACAGTTTCTTTGACATTCTCTCTAAATGEG
TTTGEGGAATGCTGAAACTCCCTGT TCCTCTTCTGCTATAATATCATGGCTGGGEAA
CAGGACTTTTATTCCAGCCTTCCACCTGTTTACCACCAACAGCTGI TGTCCCCAGTA
TGCTGCTGCTGCTCCTGT

>non- DHS523

CTGGCTCCTGTGI TCCCTCTATCCAGCCAATGCCTGI TTACACAGACACCTGECCTC
ACTGCCAGCCCACCTCCCCTACAGCCCTGITTGITCCTGCTTCTCATGATTTTCCTG
TAAATAAACACACTCTTAATTTGCCATTTGTGCCTTGCGCTTCACAAGCTCCAGCAG
CAGCCTTTCTCTTCTTCTGT TATCTATAGCCTGGGACCACCCCCTTCCTCCCCTTGG
CCTGTCGITTGCTTCCTGTCCTTCT

>non- DHS524
CATCTAGGGATGCTATGCCCT GT GEGECCCTAT GCCCGEEECACGCGAGCTAGGEEAGG
CGGTCACCCTACTTCTCTCACGT CCCTGTCCACCT TGCGCCTCAGCGGAGCCTTAGG
TAAACAAGCCAGGECTCCCAGT CCCCAAGGACGECCTTCACCCCAGACCCCAGGAGEA
GGECGTCTTGGECCATCTCGGGAAGECTAGCT TGCT CGGGAGGGECAGATCACGAAAA
CGGTTCTTTAGG

>non- DHS525
GCCTCAACTGCTCTCCCTGT GCAGECAGT CGECAGECEECTCGEEGTCTAGEEGT CC
AGGGECCGECCEECCCAGTCECTTGT GTGAGCAGAGTACCAGCTGCTTCTGRAAGT TG
GGGEGCCTCCACATCATGAATCCCAGT CAAGGECT CACAGGECCAGCCCCTTGGAGEEGT
GCGECCCEECAGAGAGCCCAGCAGGATGCTCGECCCT CAGCAGCCCCTTCCTGECTCTG
GACTCTG

>non- DHS526

TACAGCCTCTCATATCCATGCTTCGAGT CTTTCAAATGGAGCAGACCGAGGTTTCCC
TATCTGGAACTCTATGGATCATTTTCTTCTACTATCTCCCTGCCCCCTTTTCATCTT
TAATGAAAGATCAAAGAAACCCCAAATTCTACCAATCCCCAAAATTATTGTTTCAAG
TTTTTCTTAATGTI TATATATCTGATACATTTCTAAGGAGI CTGCATCCTCTACTCAA
CATTAAAGGACACGAGAAGEA

>non- DHS527
GAGGAGCGTAGGAACCT GGT CCGCAGCCTCACCCAGCCCCCGGECAGGCCGGACCTGA
GCTCCCCCGCGECT CECGACGAGGAGGAT CCCGAGCCECCEETGECTGCCCCTGACEC
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CCTCTAGGCCAGCAGGACCCGCCCGT TCCCGACCT TCCCTCGAGACCCGCCAAGAAA
TAAAGGCGATGATTTCCGACCATGCTCGCGT TCTCCGCGGAGT CTGTGCTACACCGT
GGAG

>non- DHS528
GITCTTGGTGGTCTGCTCCTTCCAGCT GAATTCACCGGAGT GCGATAGECCCTCAGC
ACCATGCTTGGECACATGGGAAATGCTCACTAAATGCCAGCTGTGGCATCATAGAGAG
GICTCAGCATAGICGCCTTTATCTCTATGCTCAGTAGGT AGAGAAGAAGCGAGGAGA
GAAGAGT CTGAGGGEGT GEGTGACTCCACCTGCCGT CTCCCT CCGT GEGTGEGTGT GA
TGGAGITCATGGTITCC

>non- DHS529
TGCAAAAGGGGAATGTAAT CCTGEEGT GEGEEGAGACCCCTCATCTGTAGCCCCTCC
CTTGCTCCTCCCAAAGGEGTGGAATTAGAACAGGGACTGT TATTGGGAGACAGAAAGT
GCGGEGGATAGTAGT TGACCT TTGGT AAGGGEGEECAGGT GCCCAGEECCAGAGECTTCTG
CTTCAGGCTGTAGT GGECACT TGECTGCCAGCCCAGT GT GAAGGEEGGAGGATGGAG
AGAAAGAGAGECGEEECT

>non- DHS530
CAAGACAGCTGIGTGCTTCTTTGTGCGAGCTAGGEGATGCTGGTTTCTGEECTGAGC
TGGCCGGAAAACAGGAGGT GECGAGAT GEEEGECEEEGAGEEGAGECAAATAGATATGTA
ACCTGCTAGGACAAAGAGGAGGT GAGGGACT CACAGAGGAAGCTGGGTGGTTCTAGA
ACAACAGAGGT GTTCACATTTCCAAAGGAGGTAGGGGAAGCAGATGCTATATGGTAA
AATGAAGCTGCAGAGI TG

>non- DHS531
CTTGECTAGAGGGATCATCATAGGAGT TGCATTGT TGGGAGACCTGGGTGTAGATGA
TGGEGGATGT TAGGACCATCCGAACT CAAAGT TGAACGCCTAGGCAGAGGAGT GGAGC
TTTGEGGAACCT TGAGCCGECCTAAAGCGTACTTCTTTGCACATCCACCCGGTGCTG
GGCGTAGGGAAT CCCTGAAATAAAAGATGCACAAAGCATTGAGGTCTGAGACTTTTG
GATCTCGAAACATTGAGAACTC

>non- DHS532
GICCATGTGAATGTTGCAAACGCTTTCTTATAGGGACCAGTATTAAATCTTTGT GGT
TTTACCCTGAGTCAGAACACTAAGAGCCTGGTTTATTTACTGACCACTTGCTTTGAC
GCCTCGTGAGAAGCCTGI TCTGT TGAAGT CGTAATGCTTTGCACCCAGTAGGAGCTCA
ACAAAT GCCTAATGAGCTGAACTCAATTGAGAAGGT CAAGGGECTAAGCAAACATG
>non- DHS533

AGAACAGACT CCAACAACGT CCATCCCAGCAACAGGTGEEGGTCTTGEGAGEGT TAT
GTCTAAAGGGECTGTGI TCACCCCACAGATGACT CTCAGGEEECCTGCCATGEECCCCTC
CCTCCTTGGTITTTTTCTCCCTTTTGI CTGCTGCCCCCATCCCACAGGCCCTGRAGGEG
CAGCAGGAAGGAGAAGEGCAGEGGT TGTGECATGECTGAGT GCACCCTCATTTCT
>non- DHS534
CTACACGCTGTGAATGI TGAAATGT TCATCAGCTTGITTTCTCTTCTGCAGCTTTGT
GCGGEGGATGCAGTAGCCTCTCAGAGATGTGATATCCTCTGT TCTGACAATTTGTCCAA
GGCCCTGAAAGT TCCCGATGT GTAGT CATTTGATTGAGGAGGGEGAGGAGCTGGAAT
CTCAGCAT GCAAGGCCACAGGCAGCAGAGAAGCCAGT GGTCACCATCTGCCATTGGT
CTTGGTGIGECTTTG

>non- DHS535
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GACTCTCCTTCCTTCTCCAGCT CCTCCAGCACCACCCTCAGCAGCCTCCAAGAACAG
AAGGAGT TAACGCTGGGATTAACTTCTTGAAGGAACCTGAAGT TTTTTAATCCTTGT
TCTTTCCTCCTTCCTTCTCCCTCTCCCTTCCTGATCTTTACTCCGCCTGTGEGTCCC
TCCTCCTTACTCTCACCTCCCCAACTCCAAAAACACTCTGATTGCCAGACTGEGTCA
ATGGTTAACACTCAACTGECTT

>non- DHS536

TGAAAGGCACGTGTGTACATAATCTCTTGCGTGT CTGTAAGGAAGEGGTGTATGCTC
AGTTTCCTATGIGCTGGAATAAAAGGT GTGTGCATGTGT GTGTGCGCATATGTGIGC
GCCTGCATGGAT GTGAGGEGT GTGTGACGT GAGECTATCTGAGEEEEECTGT GTGCA
TGCACATGATCCTAGGTATGTATGI TGGACAGT GCACACGT GTGTGT TCACAGACAA
TACAACATGCCCTCTCTG

>non- DHS537
ACCCACTCAGCCATTCTCTACCCATCCTTAGTACATGCTCTGICCAGCTTTCCCCAG
GGT GACATACAGAAGGGEGECAACATCTACCCGGEGCACCAAACTGAGCCCAATTCCGAA
GCAGTGI TTGGAAAAGCCCTTGCCCTCGGAAACTTGAACATGTCCTTTTTCCCCAGT
CCCGGEGET GCAGGAAGGEECCCCCTCCAGGTCACCACAATCTCACTCCTCCTCCAGAAA
GAA

>non- DHS538

CCTTAGT CGGGECGAATATTAAAAGT AGAAGAAGGGEGECCGGACACAGTGECTCATGCC
TGTAATCCCAGCACT TTGGEGAGGCT GAGGT GGGT GGATCATGAGGT CAGGAGATCGA
GACCATCCTGGECTAACAAGGT GAAACCCCGT CTCTACTAAAAATACAAAAAATTAGC
CGEGECET GGTGECGEECAECCTGTAGT CCCAGCTACT CGGGAGGCTGAGECAGGAGAAT
GCGCCGTGAACCT GGGAGECGGAGCT TGGAGTAAGCCGAGATTG

>non- DHS539

AGCTTGGAGTAAGCCGAGAT TGCCACTGCACT CCAGCCT GGECGACAGAGTGAGACT
CCGTCTCAAAAAAAAAAAAAAAAAAAAACCAAACGAGT GCACGAGECTGATATCGECTC
ATTTTACCACAGCAGGEGECTGAGECCCTCCACTCCCATTGI TTGGT GCAAAACAACTC
TATTTGECTTTATCTACACTAAGGT TATTTTGI TTGGT GGTTACAAAATGAATGACA
GCAGG

>non- DHS540

GGT GGTTACAAAAT GAATGACAGCAGGT CCTCTTCAAGAAGT CAGACTTGATCATCC
CATCTTACTTCCCTGGGT TTTTCAAATCATTGAATTCTGTCAATAGTITGGTITTTCTG
CCAACTATTGAATAAGATCATGATGGECTTTATGACACTCTCTCACATGECTTTCAAG
GCACAGCGTGITCTGGICTTCCTACTCTTTTACCATTCCTTTTGICTCCTCTACCCT
CTTCTTCCATTCGCAGGACTTCTCTAT

>non- DHS541
CCTCTACCCTCTTCTTCCATTCGCAGGACTTCTCTATATATTTTTTAGATCTATGEC
AAAATGAAACTTTATTTTGTAAATTGATACTCAGGTAATTCCATATGCTGATAACTC
CCAAATCTATACCTCTAGCCCATTTTAATTCCAAACCTTATATTCAGCTGCCTCTTA
GATATTTGCCCTTGGATAAGAGACAGCTGEGT TCATGGCCACCCATCACCCAAGCCA
GAAGCCTGAGGECCCTCCATGATGTCACCTCCTTCC

>non- DHS542

ATGCTGCATGI GGTGACAAGT TGEGACCT GEGECCCAGECCGCEEGAACTCTTGECCTC
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AGCECCTGEEGT TAGCTGTAGECTGEECTGT CTTGGT TCCTGAGCCAGGT TCCAGCAT T
TCCTGGTGEGAGAGT TTGEGACTGACACAGT GT GT CTCCCAGAAGAGCGTGCCTTTT
CTCTCCCT CT GI CCCAGGCAGAAGGGECAGAT GCGEECAACAT CACCGAGECT GT CCA
GCTGCCTCACCAGECTTCCGIGGITTC

>non- DHS543

ATGTCACCCCAGTATGATCTGGTAGGT GGEGGAGEGGAAGGGAGGTGGAGAAGT GAA
CACGGGECCCTGAAACTTCAAACT TGGT CAGCCCAGGTCAGCTACCTCATCGGAGCT G
CTAACAGTAAGAGCCTCTTTCTCTTGGT TACCATGACCACCAGCATCCCCTCACATT
AGAGGEGAAGATTTTGT TTAACAAGATTCAGTGGT TCATTTTAAATCAACTTCAACT
ACAGAGGGCACTGTICTGAT

>non- DHS544

TTATGAAGGAGT GGECTAGACT GECGAT GCCCGEGT GCCCCTGECAACACCCCCTGG
CATAGCCT GAGGEEGEGT GGEGGT TGEECCGCAGCCCAGCTAT GGGGAGAGCTCCCCTCA
CCCCACTGAGGT CACTGTGCCCAGAGECAGAGCTTCCTGEECACGCCAACTCCTGCA
TGAGGCAGGT GGTACCT GGAGCCAGACCATGEGT CTGEGEECCCTGACCGCTGAAGCA
AGAGG

>non- DHS545

AGATGITGTTTTGCTGTGT TGGCCAAGCTGATCTCGAACTTTTGECCTCAAGTGATC
TGCCTACCTCAGCCTCCCAAAGT GCTGGGATTACAGGECATGAGCCACCATGECCTGEEC
AGTGTGGCACTTCTTACGTGTGT TCAGCGGACACTGTTTATCTTCTGI CCCTCCAAG
ACGGTGCTGAGCTCAGGTCGT TCATTACTGGCAGACAACTGCTGATTTCCAACAGAA
>non- DHS546

CAACAGAATTGCCATCCTCTTCTCCCCTGCGACTTTCAGAGT GTGACCTCAGACTCA
AAAATTAGAAGT GAAAACATCTTAAAAACTATCACCTTTTCTTCCTAATCCTCCTCT
CCCCTCCCTGICTTCCTTGTTGT CCCCATCTAATGAACTATCATGGCAAAAAGAGCC
CATTTCTGGTCATTTTCTGTGGECCTTTCAAACTCCCACCTACCCCACTGCTCCTGEG
TGCATTACCCGAAAGCTGAGACTTC

>non- DHS547

AAGCTGAGACT TCAGT GCAGAAAGT GCCAGGCCCTCTGI CCCCCCAGATCGCCTTCC
TTGICTTCCCTGTGCTTGCCTGT CACATTGTGTI GGGT TCCAGCGCTGGAAGGAATGA
GCGAACAGATTCTCTGGTITCTCCTTTTGAAGT TTACCTTCGCTCCACCACTTCTGAGA
CCTTCCCGGAAGT TGCCCCTTGI TTCTCTCCTCTCCAGGEECTGCCCCAGAGCTGECCT
CTCACCTCTTCCTGCTGICAC

>non- DHS548

AAGT TGGGACAAAGCCTCTCCTACTGECTCCTGCTTTTCTCCCTTAGGT CCAGCCTC
CTCTTCTCCATCTTCAGGAGI CTCCTTCTCCACTCACACGT CATGACTTCAGCACCT
CGCATCAGTCCAGAATATGACTGCTTGTTCAAGTGCCACCTTTCTCATGCATTTTTT
TCTAGTGACAATCACAGCCACCCT GTGEEECAGGAGTGTCATCATCCCCATGITTC
>non- DHS549

GATATTGITTGITGGTGGTTGTGIGTGEGTGITGTGI TTTTTCTTTTTCTTTICTTTTTA
TTTTTTTTGAATGGEGEGGAGGCTATTTATTGTACTGAGAGTGGTGTCTGGATATATTC
CTTTTGICTTCATCACTTTCTGAAAATAAACATAAAACTGTTGAATGTGCCTGCCTC
AGTGCCAGCAT GGEEEGACAT GGAT GGEGACT CAGT TGEGEGT TGTACCCAAGCT GGT
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GTACCCAAGGTGITCTGTCAGCTTTCATT

>non- DHS550
GICTCCTGCTCGGGT CAGT GCECCECAECT GCGCT GEGECECCATGECGCTCCCCGGAG
CCCGGEECT CECAEECT GEECEECAGCAGCCAGAGCEECCCAGAGECECCECCECEraa
AGAACGCAGGAGGEGT CCCCGAGT CCTGAGCCT GCGEEECCEECECECEECECTTTACG
TACACGT GAGT AGGEGECEEEEECEGAGCCCACGGET GT G GECCECAGCCCTEECCET
GACCGT GECCGT CCAAAACCCAGGTGECGGT TTGTCACTCTAT

>non- DHS551
TAATGGTGACAATCCCTTTCTGTCTAACTATATGTACTTAAAATACTTTCAATCTCT
CTTACTAGATACTTTATTTATTTATTTATTTATTTATTTATTTATTTATTTTTATGA
GACGGGATCTGECTCTGI CACCCAGECTGGAGT GCAGT GGT GCAACCCAGGCTCACT
GCAACCT CTGCCTCCCGEGT TCAAGCCATCCTCACACCT CAGCCTCCCAAGCAGCTG
AACTACTGGECATACTCCACCATG

>non- DHS552
CAAGCAGCTGAACTACTGGCATACTCCACCATGCCTGECTAATTTTGATATTTTTCG
CCATGI TGCCCAGGCTGGTCTCGAACT CCTGAGCTCAAGCGATCCACTTGCCTTGEC
CTCCCAAAGTGT TGGEGAT TACAGGECGT GAGCCACTGCAACCGGECCTAGATAGACATT
TAGATAGAACTTGTGTTTTCCTTCAAAAACACTTTACAATGTCAAGGACATAACT GG
CAATCAA

>non- DHS553

CTTCATCATAATTTGGAGGGAAGCTCTTCGGAGCTGTGAGT TCTCCCTGTACAGTGI T
ACCATCCCCGACCATCTGATTAAAATGCTTCCTCCCAGCATAGGATTCATTGAGTI TG
GITACTTCATATTGITGCATTGCTTTTTTTTCCTTCTTTTCATGTACACTGAATAAC
CTGACCTAATAGAGAGT GTAAATACTATAAAAATGATTTATTTTGAGGTCTCACATA
CACACAGGCAT

>non- DHS554
CAGTCAGACCTGAGTGAGAAATCCATTGTTCCCTGATTTCCACAGECCTTTGCTGAG
AATAGT GGACCAAGCCCCATGT TAGGCCT CTCGGAAT GEEGEGET CCCTGCAGAAAAGG
ATCCAGAATTTCCCCCAAAGCCTGACTATTCCCTCCTTCAGGTAGACACATCCTGEC
CAGTGTCTTTAGGT CCCTCTGEGAGAGCTGGTAGAAGATTCTCAGT GTGAACTGT GG
TAGCATAACCAGG

>non- DHS555

ATCCAAAACCCTTACCACAGCAGT GCCCTGCTCAGCTGACCTGCCCCCACCCCACCC
TTGCTTCTACCCTTTGGECCCCTGACAGAT TCCCCTCCACAGEEGTCGTI GGAGEECCC
CTCCCTATCTCACCTGCTGEGT GGGGAAGCCCTGEEEGACCTTTGACTCTTCATTAA
CCTGAAGACT GGTGGAAGGAAT GGGT GGCCCCAAGGGAACT CTCATTGCTGAGGTAC
ACATGGTACGAAGGGAG

>non- DHS556
GCCTGGAATAGCCCTACCTGAGT GCCCTGTTTGACT CCGCCACTATCTGCCATGTGAG
TTGGECAAATTGT TGACCACCTCTGAGCCTTGAAAAAGTAGGAGGTTACTTTGI TAG
AGCAAAATAATAAAATTTAATTTTAAAAAAGAAAACGTAGGAGGT TGGT TTGGATGA
GCTAGTCTCTTCCGGT TGAAAAGT CTGACTCGGTGAGCATCCTGACGACTCCATTTC
CTTCT

>non- DHS557
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CCACTCAGTITCTTCCTCCACCTCCACCCAGTGATCCCAATAAACGAATTCTGTCTCC
CCGTGCCATGTGGTGICCCATTCATTCACATTTGAGAGT GCAGGACCCATGTGICTG
GCGGEGATGAGT GCAAGGACAGCGT TGCTCAAGT CCTTGCCT GGGECGGACGT GCTCAAT
TTGCCTGCCT GGGAAACAGGCAT CCTCGGAGEECTGTGCCTCCTTGAGT GCGGEGECA
GCGGATGCAGT GGCAGGT CATGGAAAG

>non- DHS558
CTAAATCAGAGCTGGECAGCCTTCAATTAGAAGGGEGEGTGCAGCATTCTCATCCGAGAG
CTCTGACT CCCAAGCCCAGECT GEEEEECCCGATGECTCACCCAAGGCAGIGITTTC
TGTCCAGAAGT TTCCACCCACAAATATGCCAAACCCTTCCTCTCGCCTGCCTTGCTT
CACTGGGACAATTTGCTATCGAAAGGCACAATTATCAGGGGACATATGATGT TTAGG
A

>non- DHS559
CAAAGCCACAAGAGAGAAAGGACT TAACCT CTGGECGACTTTGCAGATCAGAACCCCT
CCCGGECCCCCGAGGTACATGCGEGAAGAAACACAGT CTCTGTAACAGT GECTGCACCT
GGAGCCT CGGGTACAGACACAACAAGGATGT CGCGT GCAGATGAGATATGEEEGTTC
GCTTTCATTATTCTGCTGGTAAGGT TAACAAGTACCAACGACCTTTGITTCGCTTCT
CTGTACA

>non- DHS560
GGECGCTCCTTTATCTGATGTGGT TTAGTAAAAGCCT CCCACACACCTCCCCGTEECC
TGEGACGTGECTGGTAGT GT TTGT GTGGGAAGCAGCTCAAGACGCGGACCGECGTGAC
ATTAAGGAGAGCT CAAGGGECGGACCGEECCCTGT GTAGAGACCCT TCCAECGECCEECE
TTCCCGCTCCGCTAAAGATTTCAAATCCAGGGGATTCCATGCTCAATGGATGAA
>non- DHS561

AGTTGTGCTCTTCCTGACTAGCTGI TTTTCTGCAATCATAATCAACATCACCACCTT
GATAAAGCTAGCAATAAATTGGTAGCAGT TCTGAAAGCACTAAACAAAAGATCTGIT
AAAGGCAAGCAGTGAAACAGT GTTGT TAACTACAGAGCCTCTATTTGGCCATTGGAA
ATTATTGAAATTGGTATACCACTCTAAAAATATGATCCTTAGAAAAGAGITTTGITG
GITCCTCATCAACC

>non- DHS562

GAGITTTGI TGGTCCTCATCAACCTGCTGTCATCTAAATATGACATTTGTACCTTGA
TAGGGT TGAGT CTGCATGI TGAAACT TAACACCT CACT GAACAGGGAGCCAAATCAA
AATGT TAAGTCTTATTACATAAAGTAGACAGCTTTTTAGCATTCCTTTGATGGTI TGA
CTGAAAGAATAGTGGACAGTCTATGCTTGCCTTCTTTCAAAGI TCAGITTGITCTTCT
ATAATGAGACACATGCATTCTCCAGAATCACTC

>non- DHS563

TGCTTCTGAAGT TTTAAGGT TCTCCAGCTAACAGTAAATGCACAATTGTI TACCACAA
TTGAATGGGAACAAAGGTAAGCTTTTAAAGAATGAATCTTTTGAGTACAAATTCTAG
AAATAGTCTCCACTGGTTATCTGGCACCTTTGT TACCATTTCTCCACAAACAACACT
CAACCAAAAGGAATCTTCTGAGAGGGAGTATAGTATAATCAGAAGAACACGGACT GG
G

>non- DHS564

AACATGGGECCTTAATCCTTGT TAGGGCAAATAATCATTTTGGAGAATCATGGEGEGAAG
GT GGATGGAGT GGTAGGAGGGAAGCCTGECTGCCTGCECTGT TAGGATTATCATCTG
TGECTATTCCTTGECTTTTATCTCTTTCTCATCATGTI CTAGAGCCAGGCCCCAGATA
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CTATAAGCCCAGGGT GTAAGAGT TCATAGGGATAGGAGAGGEGCACACACCCACTCTT
CGAGTGICCTCTCTCATCC

>non- DHS565
CTCTTCGAGTGICCTCTCTCATCCCGCCCTTGACTCTTAGTCACTGACTAATCTTTT
ACTTAAAACAACTAAGCTGTGATGT TGTTTTAACCCTGCCTAAAATCCAAGGAGTCC
ACAGGCTGCCAGGCAACCTTAATTATTCTTTAGI TTACTCATCAGTAGICCCTGAAC
ATAAAGTACACTTACACGCATAGT CAGCAAGGACTTTCTCAATGGGTTATTTCACTA
CTTGAAGCTCTCTGGTGACATTTGGAAGTA

>non- DHS566
GAATTGAGTGTCTCACCTTATTCTGCCCCAATTTTTTTCAGGATGGT TGAGI TCTGA
GTAAAAATGGTCCTGAAATACTACGGECCGCTACAGCTTAGCATATAGCTTCTTTAGC
TGGAACTGCCCACACCCCAAGTCTAACTTCAGCTGECACCTGACATACTTTATGTAA
CATTGTGACAACAGAAATAACTTGECACCCCTCTTAGGATGAAAAGGAATCATGTAG
GICAGAGCECTGIC

>non- DHS567
TACTCCCATTTGTICTTTTCCACCTCACTATGTAGGAAGCCTTTTGGATCTCTACTTT
TAGTATTTAATTAATAGATATGAGGATAATCTCTCTAGGGGT TCCAGTAGTTCCATC
TCAAATATTTTCTTCCCTAGAGAGATTATCCTCATACTTATTGTATGGTGACTAGTT
GGAAAGGCATTTGGCCATATTACCACCAATAGCAGAGT TCTCTAGCATAAATTCTGT
AAACCAACCTGATCGGA

>non- DHS568
AAGCTGAAAGGCTACCACTACAGGTACATGTGATATGCAAGTGTATGCTATAGCTAT
TCTCAGECAGTTTTCATGITCATGTGCATATTTTTCTCTTTCATAGITTACTTTTTA
TATGCCTGI TGTAGTGAATTTAGGCTTCTTAGACCTGAAATGAACAGAAGAAAGGAA
GTATCACT GAGCTAAGGGAAGGGAGAAGAGGTAACCAGAAATATATATATGGCAATT
ATTTAGGTTACTGCCTCAAAATTGGAAC

>non- DHS569
GAGGCTCTCCACCCCTCAACATGTTAAGGATACATCATTATGGAAAT GGGAAGGAAT
TTCATGGTGAGAGT CAAAGT GCAGGGEECTTGCCAGGAGAATGTATTTTTGGACATG
CTGGGEGACAAGAACGT TAGAAAAATGGCATCTAATGAACT GGAGT GCAGT GGTGCG
ATCACAGCTCACTGCAGCCTCAACCT CCTGGTCTGGTGCAAGCCT CCCECCTCEECC
TGCTGGTGGT CTTGATGGT GGGGAAGGAAAAC

>non- DHS570
GCGGAAGGAAAACTATAT GCGAT TGAGEGGAGGAT GAAAAGAACACCCATCACAGGAC
TATTCACAAAT GGGAGACAGATGCAACCCCGACACCTGEGTCTTCAAGICGTITCTGC
CCCAGCATCATTCCAGAGT CTAGCCCCGCCCTCCTGGTGCTGTCTTGTCCCAAGECC
CTGCTGCCTGECCTTTGEGAACACTGTAAGGT GCCACTGCTCGCCCTTECCECEET C
CTCTGCCTGACCTGTITCC

>non- DHS571
GGTCCTCTGCCTGACCTGTTCCCCAGCATGAACCTCCCCTACCATATGCCCAGITTG
GAATTCCAT GAGGGGGAAT GT GGGAGGGAACT TAGAAGAAACTGTTTTAAATAACAA
GCTAACACTCTCGAGGACAGT CTAAAAAGCCTTTCTTTAATGATTAAGCCTGGGAGA
GTTAAGACT GAAGGAAGGACT GGAAGAAGGAAAAT GAGGATTTGGATGAGACTACAG
GIGA
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>non- DHS572

GCGAAAAT GAGGAT TTGGATGAGACTACAGGT GAATTTCCCGCAGAT GGAAGCGECT GG
AGAGGGACGCCGAGCAGCT CTGCAGCGCCCAT CGECAGGAT CACCAGECAGECTGEG
CCTCCATCCATGGEGTGCCTCTGECTCCCTATCTGT GCAACCGGACGGCCATCACCCC
TCACAGAGT TGTTATGAGGECTCCAAGGAATCCCTGTGTATGAATCTCAGCACAGTGC
CCGACTTGTAGTAAGTG

>non- DHS573

GTCAGCACACT GGCATAGAGGCAGCGECCGT GCTGT GEGGATGATCTGECCCCCT CCG
CGGTGGAT GECGT CGECGT GCAGGGT GACGT CGTGGACGT CGAAGCGCACACCCCEC
ATGTTCTCCTCACACAGT GCGCCCT GGEEGAGEEEGAGAGCCACCGT CAAGEECCEE
ACACACCTCGECTGCTTGCCCTCCACCTGCCAAGT CCTGCAGGT CTCCACCAGEEEG
ACCTGGEGEECCTTGCCCGCCTTGECCCCATTAGEGTCTCT

>non- DHS574

AGAGT GACGAGAGGECTGCTACAAGCCGT GGAAAACAACGAT GCACCT CAEEGTGECCG
CCCTCATCGCCCGCAAGGEECT GGTGCCCACGAAGCTAGACCCCGAGEECAAGT CCG
CGT GAGT GCCCGCGACCCGEGAGT GAGAT GECT GAGGGGT GGCAACCTTGCGECTGA
ACCCTTGTCTCTCACCTCCAGGT TCCACCT GGCGECCAT GCGEEGTGCAEECCACGCTG
TCTGGAGGTGATGATAGCTCAT

>non- DHS575
GGECCCTTGCTATAGAAT TAAGGT GT CTCCCCCACAAAAAATCATATGT TGAAACCT
AGTCCCCACTATGATGGTAACAGGAGATGGAGT GT TTGGGAAGT GACTAGGTCATGA
GAGCAGAGACCTCATGAACGGGATTAGTGTCATAAAGGATCTCCCAGAAAGCTCCCT
TGCCCTTTCTGCCACGT GAGGACACAGGGAGAAGATGCCTTCCACGAACCAGAAGAT
AGCCCTCACCAGACAC

>non- DHS576

CTAGTAGGGTCTGGEGETGGGT TAGCTGTAATCTCAGCTCTGTAAGCGGEECCCTECCC
TCTGECTTTGTCGTAAACAGCCACAGCAGCATCTCATTGCAAAGGGAGGEECCEEEA
ACTTGI CCCTCTCTGCAAGGGAGGT TCTGACAGTGCACACATTTATCCTGACTCGCTT
TGCTAGGCAGGAGGCCAGGECCCTAGAAAGCAGCACGGEEECCAGGCCCTAGAAAGCAC
ATCCCCATG

>non- DHS577
CTTCTTAAGTGCTCCTGACCT TGGEGEGEGT TGAAGGGATGECCTTCTAGT TCTAAGAAC
TTGCCCTTCTGCACCTCTAGAATAAATCCCTGGEGACCTGCATCCTAACCAACCAGEA
GAACCCCT GACCCAGAGGGAGCATGCTGGAGT CAAAGTGEECAAAGGGTI TGTTACTT
ACAAAGAGGECGACT GEGEGT GAGGECAT TGCCCCAGT TGECAGEECTGCTTCTCCCA
GCCCTCTGCCCTCTGTTTTAGAGAC

>non- DHS578
CTCTGAGGAGACCTCACCCACT CCTCGCTCAGT TTGACCACTGTAAGTGCCTGCACT
CTGTATTCTATTAATAAACTAAAATAAAGGCGAAGACCCTGCCTGGTGECTGCTGIGIG
GECCTCTTGTGI TAGT GT TCAGGCT GEGGACAT GEGT GCCACCTCCATCAGECCTCC
CATAAGGATGCCCAAGT CCCTGCACTCATAAGTGCCTCCCATCTCCCTGAGEECTCT
GCT

>non- DHS579
GCCGGGTTTTATAATCACATCCATGGATAAGGCAACT TGGT CATGGATGGEGEGTAAGA
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GAT GGAGGCAAGGAACAGCAGCT CAGGGGAGCCCAGCCACT CTAACCAGGAGAACAT
AACACACCAGT GGCACTGGT TCAGCCTTGECAACTATTCTTTTATTGAACATCAGTA
ACAGAAAGATGCCTTGATTTAGGAGGAAGCTTTCCCTCCCTCCCTCCCCCATTGCACC
CCGGAACTCAGCAAAGGTGAGCCAG

>non- DHS580

CCTGAGGAGGAAGT GGATCATTAGT GAGGATGATGCAGT TTCTCCGAGEECTGTCCC
GCGGAGCCCTCCCCTTGEGTCATGTGAGCCCT GGACT TCCCT GGAGCAGGACACGEEA
TTGCEEGT CEEEGT GGGAGGAT CTGGGCACACGT GTGCAGCAGCCT CGECCCACACAG
CCTCCGCEGTGGACCTGCAGEEECCTGI TTGT GCTGTAGECT TGACACGT CCAGGTAT
CTCTGIGIGICTGTG

>non- DHS581

CTGGTTTCTGGGACGACT GAAACCACGCAGAGCCACGGEGTAACCAAGGTACCCGCAG
CCCACGGECGCTTCCTCGGEGT CCCAAAGGGECGECCAAT GTGCAGGCACCGECCECCAGEG
AGCGCT CCCTGCCCGAGCCCCGRAGACCAAGGT TTGECTCCCTCGCCTGGTTTCCGA
AGGAGT GAGGGT CCGACGECGGECCACGAACAAAGCT GCACGCTCTGCAGACCCCGA
GATCCCCTAGAAATTCCGCAG

>non- DHS582

TTTCCAGAGAGAGAGAAAGATGT TGTAATAGATGTAAATTCTTTCTTGGGAGACAAA
GCTTTAACATGCTCCAAGACTAATTATCTGACCAATCTCTCCCCAGATAAAGAAAGA
TTGTCACTAGGCAAATGT CCAAAAAGCTTCTCAGCCGAAAGCTGGATTATTCAACAG
TCCCTGAAACAAATATACACAGAGGACAAGTGATTTTTTTAAAAAGGGAAACAAGCC
TGEC

>non- DHS583
AACCCCAGAGCTCAAGCAACCCTCCTGCCTGEECCTCCCGAAGT GCTGEGATTACAG
GTGTGAGCCACCGT GCCCGECCTAAGCCTCTCATAAGGCCGT GCTCCCTGCCAGAGE
CCACCCTTGAAGAAGATTCCCTGAGACT TAATGACCTGEEECACCCCGEACTTTCTT
AATCGTAGCTCCACCCACTCGAGCCGEGTIGCCTTCGCGI TTCCCGTTTTTAAATGAG
ATAGT GGCACACCCG

>non- DHS584
ATCCTAGCCTAGAAGCCCTCTCTCCCTCTGGECT GGAGCTCAGT GAGGGACAACTCT
CTAGGGACACCT GTACCAGCCCCACCT GECGCTGAGATCCCTCAGACAGCATGECCC
AGCCCTGGCCAGAAGCATCGCTCCCCTTCAACCAACCGCGTTGATGGACACCCACTG
TGTGCCAGGCCCCAGCGEEECCCAT GEEEGAGGT GACCTGGGTGAGGAAGGTCATTT
GGGTTTT

>non- DHS585

CTGCTAAAACAT GGECCT TGGAGGGECCCTCCCCCAGECCCAAACCAAATTTTTGITGT
CTTTATAGCACTCATCGCTCATGTCTGCAGIGITCTTGITTATTTGITTACTAGITC
ATCGICTACTCAAGTAGAAT GAGCACCATGAGGGECAGEATTTTCTCAGCTGTGICC
ACCATGGTATCATGAACTCAGTACCAGGECTTGECAAAAAGCGTGGGACTCCTTAGAA
CCAGGTATGATTCTCCCAAACAACCCTT

>non- DHS586
ATGGECTCAGACCCTAGACAGAGTTCTATTTTGTAAACCAGCCCTTCATGAAAATTTT
TTTATTCTTTGATCACATTATAATATAAAGAATATTATTAAAGGTTTTCTTGAATAA
TGGTGAATGTCAATAATATACAGCATTTGAGCTTGATTTTGAAACCTTAAAAAACTC
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ATTAAATGGECACTGCATCACTGTATCTTTTAGCCTTTTTGGAGGAATTAGATACTTA
AATGTCTAAATGAATCTGCCCTTTATATTATGATGTACCCC

>non- DHS587
GGCCTGAAGGACTGAATGATAAAATTAGTAGTAACTCAGTATAAAGCAGAATATTTC
TTTCCAACTCTGAGGACT GTGGTGCACATTTGATGGAAAGATGGGAAGAAAATCAAA
TGCACTAAACT TGT TCCAGGGGECAAGCACAGCAAAGT AT CTGCCAAGAAGGEGEEEEAT
CCCAAAGAGAAAATTTATCAGCCTCAGT TTTGCGT GGGGT TAGCCTTGT TCACAAGG
AATCCCAGGTATCCTGCCAATAGCATGEGATACATTGTI TATGEG

>non- DHS588
CCCTCTTCCATTAGGGECATTAGGGACCCCAGATTGCAGECTGTCAGACTCAGCCTTC
CCATGGACCCAGGCT CCTGAGCCT CCAACGCCTGCCCCCGCAAGECTCCCGTCCCTG
GGECTCCCACCCCCTGEECAEEGET CTCTGAAGEECTCTTTGT GGCCACACAGAGGCCCCA
TTGAGCT GCCGGAGGECT GCGATGEEGEGAGECTGTI TTACT CACCT TCACACCTGGGCCA
GGAATCTGTGAGTAACCACCCT

>non- DHS589
AGACCATCGCCATCATTGAGACATCCCAGCCACTGECGCTTGAGGACACCCTGCAGC
TGTGCCAGGCT GCACT GGEGEGCCAGT GAAGCAGECGEECTCTTGCAGT TGGACACGG
CCTTCGT GTGACGCAGCTGAAAAGCAACAACAAAAGGGT TTGGT TGCAACAGCCAGT
GTIGGGTACCT CTGGGGAGAGAGGACCT CCTCTGACAAACT GGTCTGGTACCCACCAT
>non- DHS590
AGTCTCACCTGIGTCCCTGT CTGGATCCT TCCCCAGT GT GGCCAGAAAAAAACCCAC
CCCACTGCCTCCCAGGAATCAATGAGT AGAAGAGGT GACACCT GATGEGGAAGGAAG
AGTAGGGAGGT CGCGAAGGGTATCAAGGAATAACACCCTATTGT GGECTTGCGGAGA
ATGGECEGACT TCAAGGCGT GTCAGT TTCAGGAGGEGT GAGGGCAGGAGCGT GGEGT GGA
GTCAGCAGGTCCCCATGAT

>non- DHS591
AGAAGAGGAAGAAGCAGAGT CAGGAAAGCCGGAT GCCAGAGACAGT GCCCCAAGAGG
AGATGCCAGGECCGCCACTGAATTCAGAGT CTGEGEGAGGAGECT CCCACAGECCGEEG
ACAAGAAGCGGAAGCAGCAGCAGCAGCAGCCTGI GTAGT CTGCCCCCGEGAAACT A
GGAACTAAAGAAAGCT GAAGGT GCCCACCT GGGCCACCAGAAGGT GACACCCCCAGA
ATCCCTCCCCAGAGA

>non- DHS592

GCCTTGATTGAAATTCACTGCTCACTTGATACGT TATTCAGAAACCCAAGGAATGEECT
GICCCCATCCTCATGTGECTGTIGTGGAGCTCAGCTGIGTTGTGTGECAGT TTATTAA
ACTGI CCCCCAGATCGACACGCAGCTAGCCTCCTGCATTGTATGGT TATAAATAGCA
CCCTAGTGAGTGCTGTICGTCCAGTCTCTCTTGGGTGTGGT TTGAATGATCTCGGGAT
GCATGACTAAAATGGAATTACGATGGCAG

>non- DHS593

CTCAACACCGACT TGCAAAGAGAGCTTTGEGAAAGAGCCAGACACGECECAGAATCC
CACTTCCACCTCTCCCTAGCTGTIGTGACTTTGTGCAACAGAGT CCCCACTCCTTGTIC
TGAGACTCAGTI TTCCCTCGCCTGTAAAACAGEGECGTATTCAAGAGT CCAGGAGGATT
GTGTAAGTAAAAAGCCCACACTTAGT GCACAGCCCTGACAGGCTCAATCAGCGGTCA
ACTTTGIC

>non- DHS594




114

GCTCCCTACCCTTGTTCTCAGTAGGAGAGCCAGCCAGAAGAATCCTTCTAAAAATTA
TAGACGT CCCACGCCAGI CCAATCAGGTCCTGTGTGACCTCTTGAGATCACCTCCAC
TGTCTTCCCCTTGCCCATTCACCTCCACTCACCCTGGICCTGCTGTTTCTCAACAGC
TCCAGGCACGT CCTGGCCATAGGGTGGTGGTCCTTGCCCTTCTGTCTGGAACTCATC
TGATAGCCACACAG

>non- DHS595
ATTCCGTGACCTCTTACCTCCTCCTCTCCTCCAAGCTTTTGCTCAGACATCCCTGCT
TCAGTGAGCCCTTTCGTCAGCCTTTTACAAATCGCAGCAGECTATTTCTCACTTCCT
GITCTCTCTCGCCTCTCCTTTTTCCCATGGTGTGTATAGTCTTCCATCGCATCAGT G
TGCTCCCATGGGECATGCACACATAAATAAACTTCTGITTGCTGTGATTTTGTGAATC
TGTCTTTCATGACCCCAATGTAC

>non- DHS596
TCTTTCATGACCCCAATGTACAAGCCTCCAGCCAATGAATCTAAGATCAATAAAGEG
ACAGAGAAAAGCTTTTCCTCCCCTACACTTTATTTTCATTCACTGAAATCTTAGCCA
CATGAGGACAACAATTTTTTGIGTATCTTTTGCTCACCAACGTATCCCCAGTGCCAA
AAATAGAGAGT TTGGECGTAATATTTGACACTGGGATATTTCAGT GAGTAAATCCAGA
AGGACTGTGTTATGAACTGA

>non- DHS597

AGATGTI GGCCTGCCTATCCTACT CCCCACAGGACT GAGGGATCCAAGAGAACCAAGT
GCCTGGTTATATATGCAGCCCACCTTAGCCCCTACAGAATAGAGGT CCTAGATGGECAA
AGTGGACCATCCTGI TCCTGCCCAGGACAGCCT GTI GGECCGCATGGATGCCACCCAA
GAACAGGGACGCTGAACCCTGACACTCACATCTTGT CTATGAGGEGECAAGGECACGCAC
TGATCCAGGT GCTCACAGCT

>non- DHS598
AGTATCTTGGGAGAGGT GAT GGAGAAGGEGECCCACAGCTCACCTGAAGCTCCCAGCTC
CTGAAAATCCCAGGTGGACTTTGCTTGT TCACCCCT GCCCCAAACCCCCACCCTTAG
CTTAGTACCAAGTGCCTCTTGCCTTAGTGATGCCCATCCTCCCAGGEGACCCCAGTCT
GGT CCCACATCAGGCCAAAAGT CACATGEECCTGGAGACTAGTGTCAAATCTCTTTT
ATTACAGAGGGGTTGTGGTAAAAGATC

>non- DHS599
GAGAAACCAGCATTGT GT CCT GT GEEECCCT GGECAAGACCCCAGAAGCCCGCCAAT
GGCGGEAT TGCEEGT AGGAGACAGGEGT CAGCAAAGGCAGGAAGAGT TGCTGGAGAGGT
GCCCTCATGCTCTTGTCCCTTCTTCTCCCAATGTCTTCCATCTCTTGGGTGACACTC
CTGCCAGGACTTTGGATTCAACCCCTCCTTCCCCTCACCTGECCTCCCAAGCACTTC
TAGGCTTGCCCTTCCTAAACT

>non- DHS600
GGGGAATCCACATTAAGAGAGATGCCTTTAATAATTTCATCTCTAGCAAAACACTCA
TCCACATAAGCACACACTTGTGCTTGAAATGGAATGAAGATGAGCCGATGTCATCAA
CCAGCATGITTCTGTGT GAAATCCAGATGCTATCTGAGTCTCTAACGAGACTTATGA
ACCAGGATGAAGAGCATGTCTCTTTCCTAAATGAGGACGGTATGGTGECCATTTAAC
AGAGC

>non- DHS601
CTATCTGCCAAAGTGAGAGCATTCTTGGAATTAGGCTGCCCTAATTCCTTTCCTGCT
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ACTGCCATGCCTTTCCAGACAAGT TGECTCCTGATCCTGTGACCTATTGATCTGAAC
AGCTCCTCAGCAACTAGAAGCCTTGGATACTGTGCACCGGATTGI CTCGI TGCCCAC
ACTAGI CTCCACGT TGGAGCTGAGCTCATTCCCACACTCTTATCCTATTTAGICCTT
CATTACTGTACCATGGCA

>non- DHS602
GGGTACTACTGATGAGT GCATGT GATGGAAGAAACCACTCAAGGT TAGAAAGTAAAC
ACCAAAGGGTAACAGAGAAAACAGT CTTCAGGATTCACACAGGECTGCAAAGCTCAT
GCTTACACCAGCCAAAGT GGAAAAAATTCATATTTACCGAGGTATCAGT TAGAATAC
TCTATATATACTCTAAATACTCCAATTAGAACATAGGAGI TGTCAGGTATGGTTT
>non- DHS603

TAGGT CATCTGGT TACGGT CAAACT GGGGATAGGT CATATGAGTATGGT CAGCAAGG
AAACAAGT CATTTGGAGGGTATGGT CAGT CTGEGEGTGGAGTCAATAAACAGCCTGAG
CCTGGGTCATCTGGTGECT TGEGT CAAT CTGGAGCAGAGCCAATGAATGGTAAGTAA
GCGGEGCTGGATCATTTAGGGGT TTGEGT CAATCTGEGEGTAGGT TCAATGAATTCTCAG
ACCG

>non- DHS604

AGAGGGTAGAGCACAGGGEGT TTCCCCATACTACCT CCCCTCCCCAGGACACTCCCAG
GCCTTGEGTITTTTTCTATAGGT TTGECEEEEEECCACAGEGAGGEGACCCTGACAATA
AAGAGATTGGATCCCAACCTGTTCTGAGATGCGATGGT TTGTGI TTTCTCATGAAGA
TATCCCGGECCCCTCTGCCAACCAAAAAGCTGGTCTAGGGTGCCTAATACTGATCCAT
CTGGACC

>non- DHS605

AGGGAT CCTGAAGAGAAAAGT CAACACAACAGACAAACAGACAAAGAACAGACAGAC
AGACAAAAAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAAACAGGAACAGAATGTATA
CTTATTTGGGAAAATGGATCATGGT TAACAACAGCAAATGTGAAATGCCCTTTCCTC
CCTGCCCACCCGTGAAAGT TCTACTCCTCTCCAAGT CACTAATTCGGGAAGCTT
>non- DHS606

AGCAAAAT CCAAAAGCAAGCACGGECGEAAT CTTCTGGAAGGGEEECTAAGATGGAACT
CAGGAGGCGEEEGTCGGTATGGAAAGAGCAGATGGATTATTTTTTTCCTCTCCTGEC
GAAT GAGGAGCGCCCCCAGCCACCCCTCCTCATAAACACCCCCCAAGGCGECGCATEC
GCACTTAGGT GECGEECAEEGTACT TAAGGCGCGECCACCGCGEECTGCGECAGTGCEC
CCAACAGCGGACT CCGAGACCAGCEEA

>non- DHS607
GCACCAAAACTTTGTCTCTTGTGATTTCTTTAGCGGCATCAACATACACTTCTAAGA
CTCAGCTGATGI GCCCACTGT GGAACAGGECACACT GCTTGGEGEGAGGGAGGAAAAGG
AGGGCCATCAAAATTGCAATAAGCT GGECCCCTCACACACCCAACCCCATCTCAATG
CTGTCCTGTGATAAAGGACCATCTCCCCCTCTCCCCAAAGAGAAAGGCTGACATCTT
CA

>non- DHS608

GCGGAGACAGCAGGGAATAGAGAAGCCAAGAAAGAAATAGT TCCAGCAGAAATGAATG
TGTTATGGAGAAGCAGAT GGCAGAGACGTAATCCAGGT TAGCGATGAGAAAGGT TGT
ATTTGAGGAAGT GACTTTAAGT CTGAGACAGGACAT TCCAGGCAGAGGGAAGAAGA
GGTACGT GAGACGAGGECTAGAAGCAT GGGECAGGTCAGTCCAATGCCTTCGTAAGGCA
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TTTGGATTTTATCCTC

>non- DHS609

AAACATACCAGGGECATTCTTCAACAT CAGGGCAGCT GAGCCTGECACCACTCCAGCT
TTCATCTCTAAGAAGCTCGAATTTGGGTCCTTTATTAGCTCTCCCATCTTTATTAGT
GICCTGGAGCAGAGTGTCTGCAGCTAAAGT TATTGAATTTTCACTAAAACCTCAATA
CATGCACGACCCTTTTGTACTTTCATGT TCAAAAAGGTACAGACTTCCAACCGEC
>non- DHS610

CTTAATATTGAGGCT GCAGCAGGT GCTGEECTGGACTGECCATTTTTCTGEGEGETAG
GATGAAGAGAAGGCACACAGAGATTCTGGATCTCCTGCTGCCTTTTCTGGAGT TTGT
AAAATTGTTCCTGAATACAAGCCTATGCGTGATCTTGTGIGTCAGGCCTGTGITTTC
TGAGAAAGCCCTCCCATTATCCGEGEECAGAATTCAGGEGECAGAGT TCTCTGTGAACC
TCACAAGGTGAAATCACATG

>non- DHS611

ACAGACAAGGCCTGI GCTAAAACAT GACACATACAGAGCACTACAAAGAAAAGATCA
TTTTTTTATTATTGCAATTGTI TATTGT TACCCCATGAGAATGGEGEGACCCAGICTGTC
TTAGGGACTGCTGTATGACCCGT GCCTAGCATGCAGTAGATGATCAATAAATACTTG
TTAAAGGAAT GACTGATAACCACAGGECTCTGGACT CTGCCCTCAGGGATGCAGAGCA
GITCCTTTGGAGCATC

>non- DHS612

TAGGGAAGGT GCAGTAAACGTACAGTATTGTAATCTTATGAGACCACAGT TGTATAT
GCAGTACATCGTI TGACTGGAACATTCTTATATTATGCATGACTGTATATGAATTGTA
TACATATTGAATAAATAGAACTTTATAAAACTTTACTCATTGGAAGGCATGAAAGTT
TCTGACAAAGT TATAATGTATTATTATTCAATTCCAGAAAAGAACAATTAGCGACTG
GIGGTAGCT

>non- DHS613

GITCATTCCCTATTCCGICACTGI TTCGTGGT CAGCACGGECACTTTTCATACCCAAAA
TCACTGTTTCAATACTAGAAGGGAAACTGCATGAGGACAGECTCTTGTCAGT TCGCT
GCTGTGTACCCAGCACACATTATACGCCTAGTAAATAAATACCTGI TGAACCAACAG
ATGAACATGT TGAACCAACAAATGAACCTCCTCAGGACTTCTGATGGGATTGEEECCC
ATTTTCCTTTCACTGCGTCCCTCAT

>non- DHS614

GCCGAGGGAGGAGAT TCT GAGCGAGEGAGEEGAGCGECECCCHEEECAGCAGT GCGT GCG
CTCCTCCCGGECGCCACAAGCT CGCCCCGECECAGCCCGAGCCEEECTEEECECTGICC
TCGCEEEECCT GGGGAACCGCGCGGT TTGGAGAT CGGAGGCACCTGGAACCCGT GECA
AGCGCCGAGCCGEGAGACAGCCCGAGGAACCACGEGT TCTGGAGCTAGGAGCCGGAA
G

>non- DHS615

CTGAGT GT GGAGCGCTACCTGGECCATCTGCCACCCCTTCAAGECCAAGACCCTCATG
TCCCGAAGCCGCACCAAGAAGTTCATCAGCGCCATCTGECTCGECCTCEECCCTCCTG
GCGGTGCCTATGCTGI TCACCAT GGECGAGCAGAACCGCAGCGCCGACGECCAGCAC
GCCCGECEECCTGGTGI GCACCCCCACCATCCACACT GCCACCGTCAAGGT CGTCATA
CAGGTG

>non- DHS616

AGGTGAGCT GGTACCGAGACAGECAGCAGGTGCACTCCCAAGTCTTTGAGACGECTGC
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TGECAGGAAGTGT TCCCTTCCGGATCTGI CCTCTCACGCACATGAGT GCGCACACAC
ACACACAGGCACT TGCCATGGECACAGAGACATGT TCCACCAGAAGCCTGIGRACTAC
TCGCTTGEECT TTAGGGGAGGAAAAGGCGAAAAGGGAGGAATTGCTAGGECAACCAGCC
AGGGGT TGCTATGECATTTTCAAGAGAG

>non- DHS617

GCATGAGT TCCGT GACGATGTACACAGGCT CCCCECCCGAGCACACT GCGT GCAGCC
GCGATGAGCCGCT CGTGCCGCAGGCCCTTCAGTGTCTGGATCTCCTTGECGAGGT CAG
TGAGCTTCATGT TGGECT GCGAGAGAGEGT GTGECT CCAGGACCGGECCCACGCCACA
ACATCACTGCCCTGGEEECT TGAGGGT TGGACAGCAGGT GCGEEECCCEECCET GECG
CAGGATCTCGGEEECCTCACCTGACTTGATGACCTTGA

>non- DHS618
AAGACCAAACCACTGCTTTCTAGGAATAGCECTCAGATTTTTTTAAATCAATGCTTAA
AAAAGTATCAAGACCT TAAACCAGT ACCGCGCTGEECTGGT TCCTATTGGGT TGCAA
AAGTGATTGTGCAAATCTTTTCCCAACTTTATATTCAGGGACACTATGCCTGATATT
GGT TGTAGTAGAAGTATTACCACTGTAGAGT TTGECAACCGT TACAAATCATGECTT
TTAAAAAGATAAGT GTCCCACAACCCTAATCCAAGCTTCT

>non- DHS619

ATAAGT GTCCCACAACCCTAATCCAAGCTTCTTAGACTAGT TTTCAAAATTGAACCA
TTCATGGTAAATACAGAGAATGTATAAGT GATTGATTATATAAAGCAAGTACAATCA
CCTTTATAAGAAAGAAATGACGTATCACAAATAACTAGCTCTTTTAGGATTGTGICA
CACACCTATCCATGTGEGAATCTGAAGAGT TGATTTTATATATAGACTTGTCAACTT
TGGAATAATTAGATGCCCTATATGGEC

>non- DHS620

GCCCTATATGECATGGTGTAGT TCATTGATTTTTCCAGAACAATGAGGTAGGTAATA
AATGTGT TTAAAATTTTAAAAACTAAAGAAAGGAACATTAGCAAAACAAAAACAAAA
ACAAAACCACACCCTCCTTCCCTCCTTTCTAATGI GCAGGGTATTTATGGAGGAAAG
TGTGGTAATTTAATTAGAATTTACTTATTTTATAAAAATGT TCAATTCTAGAAGAAA
CTTTGCTTTCAACTGTGIGTAGTATGCATG

>non- DHS621
AAATCAGCTTCAGTAGT TGGAGCAGTI GCTGAGCTAGAAGTACTTGTCATGITCTCTG
TTCTCTCAATGAATTCTGI CAAAACGCTCAGTGCAGAAAATTCAGCGT TTCAGAGAT
CTTCAGCTAATCTTAAAACAACAATCATAAGAAGGCCCAGI CGATGACACTCAGEGT
TCTACAGCTCTCCCACATCTGTGAACTCGEGTTTGEEEATGTI TGGTTAAGTTTG
>non- DHS622
GAGATGATCGTGCAAATAATGATGCATACTATATTTGGGAAAAATAAAAGT TATGAA
ACAGTAGCAGGTCCAAGTTATATACGCAACTGTGTAAAATGTGI TCTTTAAAAATCA
GGGTTTCTGTGCTTTCAGCAACCTACACATGTI TCTGACTTGTGATCTCAAGGTCT GG
GAGACATGTGTGGTGAAAT CACACACACCT GCCCCAGCAGAGGEGTCACTGGACGTC
TT

>non- DHS623
ACAAACAAACAGCTTCCCTTTCCTCCTGTATCACCTCAGCTGCCTCCACTGAACCTG
GAAGAAT GGGEECTTAGGGAAAT TCAGGCACGACCT TTGAGEGT TGGECTCAGCAGGAG
TGGECCAGCAGT GAAAGATGGGCTAACT GT GCAAGAGGEGEGAGGAGGCCAACGAGAT GG
CATCAGAATCCAAGGGECTTAGGACGAAGT CAGTAGACT TCAGCATGTGGAGGECAT
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>non- DHS624

GGACTTGT CTGAAAATCCGAAGGCGT TGGATCTTCTCTTCCCCAGAAAAATGCACCC
GCTTTCAGAGGT TCGTGTCCCACGCTTTTCTTTCTATCCCAACCTTGTAAGAAGCCG
CCGCCGT GAGCGGAGCAGCACCT TCCT CCECEEGT CGCEEGAGT CACCTACGEGAAG
GGACTCTCCGT CTGECACAGGECCCTGI CTGECCT GEEECECGCAT GCTCCECCECCG
AATCTTCCAGAAAGCCGTGGAC

>non- DHS625
AGTGACTGGECAGATGAGAAGCTCCATTGT CGCCCCAGGCGAGT AT GEEECACAGECG
CCTCCTTGGGT TGTCTGCCCT CCCCEGAGCCCCAGEGT GCCCAGECGEECCTCAGCT
GAGT CCAGGCCT CGEEGACAGT CCGT GCAGCCCCT CCTGEEECT GEGEEECEEECACT
TGTCCCAGCCACGT TTCTGCTGACTGAGCAGCCTTCTTCATGAGCTCACGCCTTTCC
AGAGAAATCCCTTAATGC

>non- DHS626
CCTATTTCCTCTGGGTCCCTTTATACCTGEECTTCTTAACAGCAGCTAGT GGGAGCT
ACAGCTGCTGECCTCCGTCAGCCTCCCAGEGACTGTCTCATCTTTCAGAAGATCCTC
GCCCAGGECGECT CACCGCCACACGGACACACGGAACGAGT CTTCTGAGAGCCACATG
GGAGCTGGEGCTGCATAAT GGGAGGECCT GGEECGCCCTTTAGACCCCACCAGACTGEA
>non- DHS627

CTCTTTCCAACCAATCCTCCTCCCCCACAGAGI TCGECGTTAGCCTGTGCCTGITAC
AACTCCCTTCTTGTATCCATTTCTGGTTAGTCTTAAGTATCTTCTTGAGGACATTGT
CTAAAAAGCAGCTGCATGCCATTGACATTCAGACAGAACAGGECCCCTTGECCTTAG
AAGGT GTAGGGEGCCTTAAATATTCTGAAGGTGACT TCATGGAGT GGCCACCCTCTGT
GGITCACCCTACCTGTGC

>non- DHS628
TTCCATCTGGAAACT CTTGCACGCGT TTGCACT GGGAGATGAAGT GGTCCCTGI TGS
CTCAAGCT GCAGT GAGAGGGT GGTGEEEGTAGACTCAGTCCCTTGCCGEEGT TGECC
AAAGCAGECTTCCTCTTCCTCCCTCAGGTGTGTGI TATCGGAGGT TTCATTCCTGGA
AAATCCAGTGTCTATGAAACCAACATACATGECGI TTGCATCACAGT TGGAGT CAGA
TGTGA

>non- DHS629
CTCTTCGCAGATAAAGCTCCTGGECACCCGTITCCATGCTCCTCGEGITTGITCTTTAT
TTTAAATCCTTTAAAGTAAAAATCTCTGICTCTCTCCCTCCGICTTTCTCTCTCTCA
TTATCAACTTTTCTGCTCTCAGAAGCCCTTTTGATCTGGAGCCTTGAGATGCTCTGT
CACTTAGAGACAAGCCCCCTGCTTCTCTTTTTGACTTCTGICCTTCCCTGI CCGTCC
TCTCC

>non- DHS630

AGAAGCT CAGGAGGACT CAGGACCT GGCAATGCCAAGAAAATGACCCCCTCCTCCAG
GAAGGCCACTGGEGECTTCCACT CAGGT GGEGAGGCTGGEGT GACCAGT CCCTGGRACGT
GAGCT GAGGCCAGAAGACAT GCTGECAGGGAT CGEEECCTTGAGCAT TCGT GGEEEEC
AGAGT GGGECECCTGATAAAGGEGEGT CTCT GAGCT GGT GGGAGGEEGEECCCCTGGAGA
GCCTGEGET GEEGT GGEGGACTCAGAGT C

>non- DHS631
CTGGECGAGAAAAT GCAGATGCCCAGGCT CCTGCGAGECGT TCTGGTGGGAAAAT GCA
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GCTAGTCCCCTCACTACGACTGCAGCTTCACTCACCCACTGIGTCEGAGCCEEGTCT
CTGGGT GCTGACGGEECAGCT CCGCGEECCAGECTCTCCCCGATGTACTTGT TCTGGGA
GI TGAAGCT GCACACAGGGGTAT GACGAGGEGACGEEEGEECAATGECCCTCCGTTCAC
AATTTCCCCGACTGAC

>non- DHS632

GITCACAATTTCCCCGACTGACACCGT CAGCTTCCTAGTAATAAACACCGACTTCCT
GGTCTTGGATAATCCCTCTGGT TCCAGGAAT GCAGACCGGT TCAGCTCCACACAGCT
ACCCAGACCACAAAAGACCCCCGAGEEGT GTCACCAGEEGAGAAGACAGCTTCECCC
TCAGT GCCCTGCCGAGTACT GCAAGCCCCTTGEGT GTCACCACAGCCATGTGTAAAT
AACAGAAAGCACAGECGC

>non- DHS633

TCACCACAGCCATGI GTAAATAACAGAAAGCACAGECGECCAGGT CCCACTGCCECCC
ACCCTGGAGCCTCTGTAGGT CCCTAGAACCACTAAGCCCAGCGT GTTAACAGACGCA
CGCTGACTCACTCCTGCCTCCTTGCTGGCTCACCCAAAACCGTCTAATTTTCTGAGG
ACAGAACT GGAAGGAGGAGACAGAACT AGAAGGAGACAGAACT GGAAGGAGAGAC
>non- DHS634

AACAGAATGCCCTGTGTCTGGTGECTGCCTGCTAGCT CAGGCTGCCTGAACCAACAGG
TGCCGATACCAAACCT CCCCCAGGGACGECCTGACCACT GEECTTCACTGTGECAGG
AGGACAGAAGGAAGAAGT CTCCAAGGGACCAAGCCACCCAACGAGAGAACAAGGTCC
TTTTCCTTGGAGCACAGAAGT TCATGGECAAAAGT GTGGTCCTGCCTAAAATACATGC
TGTGT

>non- DHS635

GAAAGACT GAGCGAGACAGCACT GCCTCAGCACAGCCCAGGATGCATCGATGACCCT
GCGAAGAGT GGECCCCCAGTGACCCGT GAAGT TCCATGTGCCACCCTCACCTGCAGAC
GCTTGGECCACATACACACACAGAGACACAAACATACAAAGGAAAGATCCAGACATTC
AACGTAGAAAAGATATGGATGTGCTAAAAAT CGCACAGAACCCGCTTAATCTCCAAA
CCTCAGAAATGI TAAAGGC

>non- DHS636

CTTCGECTGCTTGGAGCTAGT GAGCCACCGECCACGECAGEGATTTGAGCAGAACTT
GCGGEGEECAGAGCGATGAGATGGT GCATCCCTTGAGGT CACTTCAGGAGATGACACTCC
TGTGECTAAGT GTAGCT TCCCAGGT CATGGCTCCCAGGT CAGGCCTGGTCAATGGAG
AATTAAGT GCECGT TGGGT GGTGGATGGAT GTGAT TTGGCAGAGGGGACAAATGT GA
CAACAGT GTAATAAGGECCATG

>non- DHS637

TGTGCTCCTGT CTGGAACCT GCCCAGCCTGCAGCTCCATCCCACCTGCTTGCCTACC
AAGGCCACAGCTCCGGTGACTCCTCATTTCTCTTCTGCCTTATTTTCACTCTCCACA
GCCTGGGT TCAGCAAGCATCCCGCTCATCCTCCTATCCTAAACACCCTCTTGACCCGA
TGTCCCTGCTAGCTACCTCCCATTTTTTCTACTTCCTTTTGCAGCAAAAACTCCTCA
CAACAACCATTCCCATTC

>non- DHS638

ATTCCTCTCCCTGI TCTCTCCAGCCACCATCAGECTGAGT CTCTCCCAAGCTCCAGG
TCACAAGCAGCCCCCTGECCCTGCCATCCTGCTGT CTGCTCAGCAGCAGECCCTGTC
CCTGCTGACCGECCCCTCCTCTCCAGT GCATCCAGGAGCCAGCACACTCTCTGGT T
TTCTTCCCACTGTACTGECTGCTCCTGCTCCCCTCCTCAGCCCACCCCTGTI TGEECA
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GICTGGTCTTTTCACCTACAC

>non- DHS639
GCAGTCTGGTCTTTTCACCTACACTCATCCCCAGGEGACTGCAGGCAAACATAGATG
GATGTGGATCACCTATATGTCAGCAACTCCAGGTTCACTGCTCTAGCTAGECCCCTC
CTCTGTGGAGCTCCAGATCTGI CTCCAGCTGCCTACATGATGCCCCCACCTGAACAT
CCAGCGGECAGCTCAAGACTTAGCACCATGT GTCCAAAAAGTAATTCTTGTICCTTCC
CTCCCGTGCTGCACCTTCAGICTTCCCCTCATCCACT

>non- DHS640
CCCTCATCCACTGGTGATAACTCCGTTATTTCTACTTATTCAAGCCAAAACCAAATG
GAGI TATCCTGEGECTTTTCTCTCTCACTCCACATCAGTGCATTAGCATATCAAGGT G
GCTGCTCATTCAAAGCACACACCCAATCCTGATGECCTGATCACCTCTCACCCTGTIC
ACCACCACCCTAGTCAGAGTCACTGI CCCTTCTCGCCTAGACCACTGCAACAGCCTC
CAGCTGCTCTTCTGECTCCTGICCCTACT

>non- DHS641

GGTGATGCTGGT CTCCAACTGCCAGT CCAGCGTCCTCCACACCTTTAGECTGCEGETC
ATCAGCTTGAGAAGCTATGTATTTACCAACAGGGT CCCATGTCAACCCTTTGACCAA
GCCAGAATGACCTCTCAGAGTAGCTAGAATTTCTGT GAAGAAAAAAGGAATGTGGAG
AGGTGI TGTCTGAGGGAAACAT GACCTGCAATCCATGGEGECCATGGEGATGGATATGCA
AGAGAGGGGACTCAG

>non- DHS642

CCATTTCAGTCTTCACACCAGATGTGATGGT GTCCCAGGAAGAAGAGECCATCTCTT
CCCATGGECTCTCTTCGT CAATAGAGAGTACATTCTAGAAGCCCCGTGGTAGECTTCC
CTATGGECTTGCACAGGACTGAATCACAGAACT GTGT CCTCAGCAGT CACT GGCAGGG
GACAGGGGTCACCCGAACT GEGT GGAGGCCCGAACCTGACACCCCTGAGCTGTGCTA
AG

>non- DHS643

GGCTCCTGAACAGAATTGAGAT TGAGECCACAGGEECCAGECTGACT CCCTCCcTeCee
CACGTGCTCTCCGGTGAGACCCTGCTTGGT CTGCAAAGCCGAGCTCGATGECCCTCCC
TACCTCTTCTCTCCTAGGCCTCATCCACGECCTTGTCTTGEECCAGACAGCCATGTG
CCATGICTGTCCTCCCATGCAGCATCTGCACCGT GEEGGT GEGEEEGEGAGATTCTCT
GCCACGITCAGC

>non- DHS644
AGATTCTCTGCCACGT TCAGCACCT CAAAGGCAGGEGEGTIGCATTTCACTCAGCTCTG
CATCCTGI GCACCCTCAGCCAT GCCGECAGAGCATGT GT GEGGAAGGGECCCGAGEGA
CCCCAGGGAAGGAAGAGCACT GTGTCTGCATCCAGAAGAAAGT TCTGAAAAAAAT GG
GAACCTCTGTGACTACAATGAACTTGTAACAAAAGCAATGACTTTGCTCTTCCAGGA
G&C

>non- DHS645

CTTGCTGGT TGGGAAGT CCTAGAGGGAGGACT GGGT GGCACGCTGECACTGICCTGC
CAAGAGGGECCACACGCAGCTGCTCACCAGECGAGAGEGEEECAGGACTCACTCAAGAC
GGGECCTGCAGCT GAATGECTGT GAAGAT CCCTGECTGCAGAACGAGCCCTTCGECAA
GAGCCCCGGEGAGGEGACAGAGTAACT CCTTTGCCCTGCAAGECCCCECTTEEGTCT
CCCCAGGTTCAGCTCC

>non- DHS646
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GGCCTCCAGCTTCTAATGT TCTAATGI GCAGGGECT TGECCTGACCAGT CCTACCCT
GGAACCTTTCCAGGCCCCATGTI CCTGCTCCECTGEECTTGCCTGT TGEGATTCTACT
GGGGTCAT GGAGGT GGGT GGCCCACAGAGCGGAGCT CGEGAGACCCCCECAGT CCCT
GGAGTAGCCACAT GGGAGGGAGGECCCAEECT GECAGGAGCTCCCAGI CCCTCCAATCC
TGTGGEGTCAGAG

>non- DHS647
GAGTGCTGAGACCCCATTTTCTGTCGAGGCGEGECCGAGTCTTCCCTTATCCCCAGAC
GCCTAGCGGGECAGGGT TGGECTGAATCAAAT GGGAGCCCTCCAGACATAAGGAGECC
AGAGGCT GCAAGGAGCGEEGT CGTGACCGCTTACACCCCT TCTCCACAGCCCEECCC
GACCT GGAGGEECCCCCEEEECACT GEECEGET GAGCCACCT CCTGECAACT CTCEGT
>non- DHS648
GTGCAGATGTACACAGGACACAAGCT TGEECATACCCT CAGGCTGGEGECACATGCAG
GAGCCCCACCCCCATGCCCCCACCGACT GECCCAGECCTCTCTGEGTGCAGACTGCC
AACACAGGCACGTCTCCTGCAACACTACCAAATCTGCGGECCACCAGCATCCCTACCA
CCCGCCTCCACGGEGACTGTCCTTCCT GCAGGAGCAGCTCCTGGEGACAATGECTEGT
CCTGCTCAGAGAGGAAGGAAAGGG

>non- DHS649

GACATAAGTCATTGTCACTGI CATGGCCCAGAATGACTACT CAGGGCAAGAAAAATG
CACTAAGGACAGCTTCCCTTTTCTGACATGGCCCACAAAGCT CCAGCTGCAGECEEC
AGGGEGT TGT GGGEEECAGGACAT GAGGCACCCCATACAGGECAGCAACACACACCACA
TCCCAGACAGGCAGCACTATTCGTATACT CACCCACTGCGECCCTGGACTCACATGEC
GITCCTGAACCTCAG

>non- DHS650
CCGGAGGATGCACTATTAGACCACGAGGCGAGGEEECTCTGGECACAGECATCCCT GG
GCGCAGAGGECCAGGAGCCCTTGCCAGI TTCTTCCTCCCCAGAAGAGGTCACGATGAAC
AACAT GCCCCCCGGET CAGCCTGECT CTGCAGAGCTGGAACAGAACCAGATGTGCAGG
GCAGGCT GGGECAGGECCGECCATCACAGEECAGCGT CTCCACCTTCTGCGAGAT
>non- DHS651

GCAGCTCAGCTCTCTGIGCTTTTTGGT GTGCAAACATTTTCCAAAGAGGCATAATAA
CTACTGCAGGATGAGCCTAATCACAGGEGCAGCCTTTCTTGT TCAAAATTGGAAT GGG
GCGGAGGAAGCAGAAACAAAAGCATTAAT TCAGGCCCACGAAGCCTAGECTTAAAGAG
CAATCCATCTGCCTCTTGAGCT TGAAGGCCTGCTCTCCAGAGGGAATACTCACACAA
AG

>non- DHS652

AGGATGT GT TACCGGGECT CACGGAGT GACT CAGGGAACTAGT GCCGCCCCAGEECCC
CAAGGT GGEGCGGT TCGGTGAT TCAGAGAGGECAGCTCTGT GTTAGGACACACT GEGEG
CCAGCCAGGAAGGGT GGAAAAGAT AGGGACCAGCGT GAGCATAGAGGCTAAGGEACC
ATGGGAGCT CCAAGCGCGECT CACAGT GGGGACCAGGT CCTGEEEECTGEGEGACACCA
GCGGAGGTGAAATAC

>non- DHS653
CTGAGTAGCTGGTAGGAGGECT TGCAGT GTCGGEGCGACAGGCAGGACAGGT GCTECCT
TCTTTCCCCTCTTGACCAGTI TTCGTAAAGGAGT GGGECCCCTGECAGCCTCCAAAGGET
GACCCATGCTCCTTTCTGCCCTTCCCTCCTTCTTTCCTGT TTAACTCGTGCAGGTGC
AGTGGTCTGGTGTCTTTCAGICCGCTGACGTCTTCTGTATCCCTGATGACCAGA
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>non- DHS654
AAATTTAGCAGGATTGAGGGT CAGAACTTGT TCTCCCAGGAGGAACCTTGGTCAGAA
GGTCCTTGTGI TTATGCTGAAAAGCCT GACAGGGECAGCTCAGCCAAGAGCTGEECAG
GCEECTGECTTGECTGTGCTCAACTACCCTCTCAGCTGGGACT TGAGTICCCTTAGCGA
ATGTTCTGT GCCCAGT CCTCTGCTGEECGCT GGT GGACCCCAGAAT GEEGGTAGGEGET
GCGGGACAGGGEGACAGCTGEGAGCAGACATTG

>non- DHS655
ATTAAGAGCACCTGACATGAGT GGGACCAT GACCCTCCGCCAGCTCTGCGTAACCTT
GT GGTGTAGGEEGEGAACCAGCAGEGATGCTGCCCAGT GEECTTTTCTAGEGEGRAGGT
CCTGAGATGACTTCTTAGCCAGT GACCCTGECTCACGCATGCTGICATCCTTTCCTG
CCCTGGATGCACCTGGAGATGACCAGT TCCTCGECTCATTGCATTCTCCAAGGECCEC
CTGGGGAACCAAACTGCCCACAACCATGCTTAT

>non- DHS656
CATCTGIGTAGCCAGCAGTGI CTTGT GCCCATCATGGGCCCTTGGTAGACAGGEGAAA
GT GGCAGT GGGTAGAGECTGECT TCTGGGT AAGGT GTCGAAGAGECT GT GGEECT GGG
TCGCEEECEEEGET GT GAAGGGEGECAT GCAGGEEECT TGECATCCACTGI GGCAGECTG
CAGTAGACGAGACCCCCCCCCAGCTCCCAGT TCAGATAGTGACGTGTAGGEEGTATCC
TG

>non- DHS657

AAGT CAGCAT GGGGT TCAGGECCCCGCCTGCCTGAT GGECGAACACACCCCCAAGECC
CCCGTTAGGGECCAGGAGGCAGECT GGCAGCCAGCGCAGGT GCAGAGGEECCCCGAGG
CTTCCATCCTGAGGT CAGCACT GGGAGGACAGAGECTGCCT CCTTGCAGCCCGAGEG
TTGACCAATGGCACT CGCCGCAT CCCTTCCCAGAGCAGGCCAGCCCCACGEECATCA
TGAGGGCCTGCGTTTGGT TTAATGCTCCGCT

>non- DHS658

CTCCCATCTTCCCAGCTTATAGACCTGAATATCCAGGT TGAGAATAAACCATTCTCC
CAGGGCACCATAGCCT CCAGGAAGCACCTCCTCCTTCCACCATCCGCCTTTCAGGAG
GCGEECCTCCCTCEEEEECTGTCTCTGEGACT GCAGAGECTGCTTGGT GTATCTGEEEC
TCTGACATGAGTGAGATTGT TCCGEEECCTGTGCTGCCCAGCCTCTTCCCCAACAGC
TTCCT

>non- DHS659

TTCCTACTTCTGECTGTGTGATTTGCGACACGT TACCCCACGCACCTGTACCACAAC
TTCCTCATCTCCCAAATGEGATGACAGTAGT TAGCAAACCTCCCTGGACTGCTGTGA
GCATTCTGCCAGAAAAATGTACTCCAAGCTCTTGAAGTAGECCTGECGTITTGGTI TGGE
TGCTCAGTACATATTCAATGITTCTGTCGCTGECGTCATCACTGTGT TCATGGCAGA
G

>non- DHS660

GAACT GT GGACAGGACCCT CTGGEGEEEGACTAGGCCAAGECTCTCCCACCTCTGEEEA
CCCGCGCCCATGGEGCCTCAGATATGT GECT CGAGAAGGGEEGAGT GEEGEECAGEECCC
CTGGAAAACCCCT CGAGGCCAGACCCACCACTCCCAATAT CCGTAAGACCAGEEECT
TGAGI CTTTCCTGCAGACAGAT GT GGGCAGGAACCCACCCGACT CCCAGCTACGT GG
GGACGT GGACGAACTAACAGGACAAATTC

>non- DHS661

ACATGAACATGAACTCAGT CAGCATCTAGCTCATGGCTGCTGGAAATAGT TGGCAAT
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CTCTCTCTCTCCAACACAGCTCCATCTTTCAGCATGAAGGGTAGGGAGATTTCTCAC
ATGCACCAAGGTAAGGT GGAGGEGT CCCTGGAAATCTAATGGTAGCTGAGTCTTGT G
GGCCTGAACCACTGTCCCTTGCTCTGCCCAGAAATGGATTTGTGAGATCACAGCCTA
AGTGACTGATGCGA

>non- DHS662
GGCCAACAAGGGECTAAATTCTATCCCCCCCCCCTCAAAAAAAACAATAACGATTTTG
GGAGTATTAGAGCAGAAAACGT TTGAAAACATGAACAGCTCTCACATCAACACAAGA
CATGAAACTCTGT TGECAAGAGAGECCTCTTTGEEGAGAGT GCTCACTCCTCTCCCA
CCCACTCTCTACCACCTTCAACCTCCTGT CTGGGEECACAGT AACAAGEEGTGTAAGG
GGIGTAC

>non- DHS663

GTAGAACCCAGAAAGT GGAGAGGAACAGAAGTAAGAGAACCATTCCATGAGAGAGAA
GGICTGGTGTCCTTTCTGGT TGT TTCCCATAGTCAAGGTCATGCTATCCTGEEGTTT
TTTGIGCAGCATCTTCCACATCAATAGGEGATGAAATGI TCTCCTTTAATTAGAAAG
CCCTGGTCGECACCAAGGAACTCTTGTCATACCCCTCTGTGAATGICTCTTGCCATC
CTCAGITA

>non- DHS664

GACATGGTAAGT AAGT GCCAGT GCAGGGAACAAATTCAGGT CCGACTCTAAAATCTG
TCTCTTTCCAGATCTCAAGGCACACCACTGAGT TGCCTTTCACCTTTCTCCCAAGAT
GAGGATTGCTCTGGCATGACTTCACCTTTCTCTTCTGAAGCAATTCCGAGI TCACTT
CTCTGCCCACTGACAGI TCACTCTCCTTTCCCTGCCACTGI CCCTTCTGCAAACGCA
CAATCTTTTACC

>non- DHS665

GGT GTAGGGT GT GGAGAGT GACT ACGCAGAAGGGAGGGACAGEEGAGT GGACACAGG
CTTCCGI CCTGI CAGGT GCAGT GCCCGCCACAGECTTCCTGAGGCAAAGCGGECATCG
GITTGGATTCCCGAGGCTTCATCCCTGTCAACAAGGT GEEGTGGATGECACTGEGT G
GCGGAGGACCCGGT GCTGEECT GGGAGT GGCAGGAAGT TCAGGT CAGGGCCCCTGI CA
CACCCATGGAGCTCT

>non- DHS666
AGAGCCTCCAAAGAGAGCT GAGGGGATGT GGGGECCCCAAACTCATTAATTCACTGAA
GACACAGGT CCCACAGGGAGCGGATGATGAAGCAGACCCCCTCCTGICATCACCCTC
TCCTGGTGTAGT GT GGATGCGAGGCCACGGCTCAGT GATGGGECTCACCACCCAGAAG
TGECGAGAGACT TTGGECCTCCCACCCAGT GEEECTTGECCTGECTTCTGTGECCTG
GCGCCGTGI TGTGGACTCAGGCACTG

>non- DHS667

CTGATGI CATGGECTGGACAAAGT CACGGAGT AAAGCCAGCAAAGCCACCCTCTTCCT
GTGTAGT CCTTACAGGCATGACT GGAAAGT TGGGEEEECATCTATGGTAGACATGGCA
CAGCCATGAAGAGACCAGT GEEGTGGT GCAGGGTGGACT TGGGGACCCTACCCCTGA
AGACT GAGGECCCTGCAGCTACCAGGT GGECTAGAAGGTAACTGGAACAGGECCT G
>non- DHS668

GCTCCATGTCCAACTGCCATAGCAGCCTCATGECCEECTGI CTGEECTCCCACAGCC
GCGGACAGT GACCTAGGT GCCCAAGGCTCATTGCCACCTGTGAGEGACAAACTCCTEC
TGGAGAAGAACCT CAAGCGECTGCTACAGCT GCGAGAGGGAAGEEGTGAGAGCCAGEG
CCATGECTGEGT GGEEGT GGACT CCCAT GGAGAGCCCAGGECTAGGGTCAGCCCTGEC
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TTGGECTGCTCCTGAACACTTCACAGAGT CACCCT

>non- DHS669

ACTGTI CACCTGAGCCCCTAGI CCTCCCCCTCTTAGCTGCTGAACCCCTGCCAGCCCC
ATGAGCECT GEEGTGAGCCT G GCGT GGCCTAAGCAGACCCTCGEECCTCCAGCTCCCC
TGCTCTCCCCAGAGCTGGAGCCTAGT CCCCECCTGTGIGTCTGAGGT CGGTGCTGECC
TGGECATGGT GGGEECT GCCCCAGEGT GAGEGECAGEEECTGAGCTGEEACCTTGECT TG
TAGCTGCCATCGACGA

>non- DHS670
ACCTGGEGGACAGCTGGAGT TCCGEEGT CCCCTGEECAGCCT TGEGEEECTAATGACCT
GCCCTGGT GGECAGCGCAGEGAACCACGTGCACACATGCGT CCGT GGAAGCTGCAGG
TTCCCAGAGCT GECTGTAGAGGEGT GGECAGCTCCTGGT GTGCTCTTAGGCAGGECCAG
GTGCAGAAGGTGCCATGCTCTCCCTAACCATCCAGCCCTCCTCCCCAGCTTCATCAC
GITTCGCTCCTGIGCCTACCTGGACAAGAAGCATACCATC

>non- DHS671
TGAAACGCCAGCAGTACGATATTAAAATCCACTTAGAAGTAAAAACTTCAAGACGEA
AATATGCCACCAACACTGGECGTCAGTAATCCATTTTAGAAAGCCT GCGCGGAGACCA
CCATTAGCACCGCTGAGGATATTTAATGAAAGCCGT TGECTGCAAACAGAGGECGAAG
AGAGAAAAACGATTATTTCGGTGI TCTGCACACACGCGGAGECAAAACCCTTTCAGG
ACCTCAGCAGCC

>non- DHS672
CTCAGGGAGGAAAAT CAGGT TGCT GECTAGACCAGGAGEGT GTAGGECCACCAGEECT
CTCTCCAGAATTTGTCTGCTCGCTTCGCAAGATTTGCAGATGGTCCCCAATATTAAA
GCAGCTTCCAAACACAT CTGGACATCAAAGGEGGACAAGATGCTCAGAAGT CAGGAAG
AAGGCAGGACT CGEECGACAGAGT TCAGAACTTGTGGTTTATTGACACTTCTGCATG
Gr

>non- DHS673

AGATGGTCCCCAATATTAAAGCAGCT TCCAAACACATCTGGACATCAAAGGGEGACAA
GATGCTCAGAAGT CAGGAAGAAGGCAGGACT CGEECGACAGAGT TCAGAACTTGT GG
TTTATTGACACT TCTGCATGGTGEGTCCTTGEGAGACTGCCTTTCTGECATCTTGEG
ACTTGI CCCTAAGAATAGGGAAGACAGT CATCCTGTCCTGGAGCAAAGCTCCCCCTT
GCACAGGAACACAACTCCCATGC

>non- DHS674

CTCAGCCCTGAGT CACTGCACCATGCAGATCCACCCTGATTCTGGT CCCTGCAGAGC
AGGCTCCTACACAAGGCAAGAAGAT GCTCCAGGGACAAGCCAAGGTGTATGCAAGEC
CCAGGTGCCTGAGAAACACGT CTCACCGACCT TGEEECAGEEECTGTI TACAAGAGEC
TTATAGTCTAGTGGCAGAGACAAAAACCACACTCAAATCATTAGTGTACGGTATGCA
CTGCTCA

>non- DHS675
TGCTGTGATTCCTCACACATAACATGTATCTGITTTAGITTCTTGGTTCAGITCTCA
GCECTGTGGTGACT CAGGAGCCCTCACTGACTGTGT CCTAAAGAGAGAGACTTATTCT
CATGTGI GGCTTCAGCACCACAGCACTGAATTCAGCAGAAGCCTGGTCAAGTCCTCA
GGACATTGATGI GTAACACAGATAACAAACACCCCTGGATGCCCACTTGATTCTCTG
GCTCCCTCCT

>non- DHS676
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CCTCTGITTCCTCCTCAGTAGT GGGAAGACCCCCTGICAGGT GGECCAGICCATGAC
ATCTACAGAGGGAGCAGGAACCTCTCCTATTTCCT GGAGGAGAGCT GEGEGTGGAGEC
TGCAACCCAGGATCATCAGAGGAGCTGEGEGTCTTCAAGGT TCCTAGGGACCCCTTAA
GCCGGEEGT CAGAGTGECTTCAGCGGTCTTATTGCTCGGTCCAGACAGAAGATGITTC
CAGITG

>non- DHS677
CCAGACAGAAGATGT TTCCAGT TGTGAAAAACGACT TCAGGGACAACAAAAACAGAG
ATTCGCCTCTCCAGACACCAGTGGT TGGT GTGCCTGGAGTACTCCTCGTACCAGGCA
GCGEGAGAGAGT CCTAGACAGAGGAGGT TCTAAGTGTCACCTAGATTTCAGGCCTCGG
GGECCTGTATTGGEGTAGGTGATGT CACAGTGAGT TGATGCTCTGTAGCCCCTTCCCTA
GCGAGGT GGCAGAGGGAAGAGCTGGTGGTCCTCTGAGGTGTGAGT G

>non- DHS678
CGCCTCTTTTCATGACTCCTCGGCCCTAAGEECTTTTCATTCATTCATTCATCCATT
CATTTGI TCAGACTCACTCATTCATTCATTCAACAAACTCTCAGCT GTGEECCAGGEG
GCCTGGTGTATGCAGCCCAGGACCACCT GCCCTAGAGGAGCTCACAAGCTTGGAGAAC
GACATGGAGACACCACT GCCCCCACCCTGICAAGT CTCCAAGGTTGGCACTCTG
>non- DHS679

AGTCCACAAGGACAGCT CCTGAGAGGCCATGTGTI CACAGGACCCACCACEEECCTCC
CACTTAGCCAGAGCCATGGCAGAGECTCTGCCCCTCGTCTTTAGTACATTCACACAA
GGGTCAGT CAGCAAAGACAGT CACTCTGCTGCCCTAGGAGEGAAAGGCAAAGT GGAG
AAGCTGGCACCTACCAGCCCACACT GAGGGACAGACACAGGTGECTGTGACCAGCAG
AGCCTGGGTCTT

>non- DHS680

CTGCAACTACAGT GCAGGATGEGCTGTGATACTCAGCACTGTGGATGTCTGTCAAGG
CAGGGTGTAAT GGACT GGAGGT CAGAACGT GTGAGECCCTGGATGAGCCTCTCACCT
CCCCACCCCCAGCCCAGGCGCTTGTCCCACACAGCTGCCTTGGATGTCATTAGCT GG
AAAGCCGTGAGT GCCTGAT GGGGAAGGAGT GEEGT GTCGEEGAGGTGT TTAGECTGT G
ACAAAGGGATGCTAACTCCAAAA

>non- DHS681

GI TTAGGCTGTGACAAAGGGAT GCTAACTCCAAAAACAGGECCCCCAGTCCAGAGECC
TCTTAAAATGCAAATATGCCGCACCT GGGAGGEGEEGACAGGCCCCTGCECTGAGATGAG
GAAGCCTGGAGGATGCCTCTGI TCCCTCTCCCACCGCAGECCCATGAGCTCTCAGAC
CAGCAGGAGECTGATGCTGGAATATGCGCGECACCTGCTGEEEGATCTGTGCGCCTCA
GCTCCAAAGTACAGGAGCTA

>non- DHS682

CTAGACTCCAGT GTCCATGT CAGGT CCCATCCAGCT GGGATGCAGGAAACCAAAGEC
AGCCCTCCCAT GACCCAGCACT GAGGGECCAGACCTGTTACCAGGAACGT TGGTAACT
GCGAAGAGCCTGGTACT TGGEEECTGT TCTGT GCCCCACAAACAGAGEGACCEECTGTA
AGGAGACT GGCCTGAT GGGCGAAT GAGAGGEGECT GAGCCAGAGGT GCCGACACGGTAT
GITTTAAGTAAGGTC

>non- DHS683
CCGACACGGTATGTTTTAAGT AAGGT CCAGGT GECT GCAGGECGEGATGGAAACACAT
CCACCATTCATCACATCGGCCATTGCATCTCCAGECTAAGEGEGCCACAGGAGCCTCC
CAAAGAGCCAGGECTGACCTGEECCCT GTGECCAGCAAAGAAGT GTTGCTGECTGAAT
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CCCCATCTGCAGCATCGAGACCT CTCCCACT CCGT CCGECTGAGCTGECCCTGCATT
TGGEGTAGCCTTCC

>non- DHS684

CAGI TCACCTGCACTGGT TCTCCTCCTGAGCCTGCCTTGI TCCGCTCTTGCCCCCAA
TGATCCCTTTGCCTAGCATGTCCTTCCCCATCCTCACAGCTCAAAGT CACCTGGECA
GCTTCTTGGAAGTCTCCTCCTTCCCTGCATTCCATCTGT CAGGECTCCAGGGTCGAG
TGGCGAAGGGEGT GT TGGAAACT CCAT TGAGCAGCT CAAGGCCAGCGCCTCTGACCCAC
CTCATTCCTCCAAACAATGC

>non- DHS685
AAGTGACCCCACAGCTTAATCTTCCCTTCTCCTAAATCCCATTGECACACTCCCTTC
CCCTAATTCTCTATTTACTTCTCTGCTTCCCGCAGI GGACTCCAATTTCCCTGAGGG
TGGACACCATGTCCGTTCTCTTTCCTTGI CTCCCCAGT GCTAGGCATATACCAGGAA
GCTTTCAGTACATGTAGGACAAATGAATAGT TAATGGACTTGAATCAAGCTTTACAG
TATAAAAGCACTTTCACCATCTCAGGTGATCC

>non- DHS686

ATAAAGAGGECCCATCTGEGTAAGACCTGTI CCCGCCTGCTGTGEEGTATTAGGEGCAGA
TGEEGTCTGAGEEGT CTGAGGECT CTGAGAGCAGCT GGCAGCT CAAGGACAT CCGEA
GI TGGAGGATGGAGCAAT GCAGGCCCT TGT GGTAAAGACAGT CCTGCAGCCGCGCAG
GCAGGGATGCTGCAAGT GGAGT GCCAGGCGEEGT GCGGAGCCCTGT GGRACT GTGGAG
GGGTCAGAGGGAAGCCAGGATTTT

>non- DHS687

GATTTTGGGGT CTCTGAGAGT TTGGAGAAGGGGAAGAAGATTAAAGCTTGT TTCAAA
AGTTTCTAATCAGGT GGGCAGGECCAAGGGTGECTGTGEGEGTGAGACCCATGACTCA
GGGTGECCCACTGTTACTCTATTGATTTTTGEGECGTI TTTTTTCCAAATTGATTATTC
TTGCTGAATGAGACCTGAGTCCTTGACTGICCCCTTAAAGCCACCTGACTTGITTTC
AGTTCCACTGG

>non- DHS688

TAAAGCCACCTGACTTGITTTCAGI TCCACTGECCTGICGEECTGTITTTCTACTCAA
CTCCACTCTTGCTTGI CTGCCCTCCCT GCCT GGEECCCAGCCAGCAGT CAGCTCAAG
GCGCCAGATGAAT TGEGT GECTGT GCTCTGCCCACT GGGECATCGTGTGRATGGTGEGT
GACCAGCCCCCT CAGGT GCTCAGCCAGGCCTCAAGCCTTGCTGTGTACCTCAGAGCA
GCTCCGTACCCTGATGI CACAGCAAAGAAACTT

>non- DHS689

TACCT CAGAGCAGCTCCGTACCCTGATGI CACAGCAAAGAAACTTAGACATGACACA
AACTGT GGCTTCCCAAGGCAGCAAAGAAT GGCCAGGEGT CATGAGGECCGTGCCCCA
CTTTTGGACAGACCTACTCTAAAGT CACGCTACCTGCGTGCAAATCATAAAATCAAC
ACTTTTGAGGAGATCACAGCTATGCCTTCGTAACACAGCCCAGI CCGACCAGATAGA
CGGTGCCTCGT

>non- DHS690

GCCAGTGATTAAAGT TCATCTCACACACTCAGGAAAAATAATTTGACAGITATTTTA
GCGGAATGAAAGCTAGGT CGTTTCCCCGCATAAACAACATAAGCTTCTGACTCTTACC
TCCCTCTTGATTTATTTAACCTCTGAATAGATGGTCTATATTTAAATAAGCAAGTAA
AACACCGTACAAGT TAATACACAAT GAAGACAGTACAGAGCCTATAGATTTGEEG
>non- DHS691
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CCCTCCTCTGGT CATTCAGGGEECAGGT AAGGT GACGCCAGCACAGAT GECEEECEEC
TCTGEGAAGAGGCAGGCGEGAAAT CCGACCCT CCTGACAGGECAAGCGEGRACCTGAA
AGGTGGTATCCGCCT GAGCT GGGAGACAAAT GAGGAGAGT GATGGGGACCCAGECCA
GGGATACAAGCAAGCAGAAGGCCACCAGCATCTATGACAAAAGTGI TTAATGCTCCA
TAATGIGCAGC

>non- DHS692

ACAAGTACCAAAGCACCGACACTTGAGT CTGEECTCCGAGTGGTGCACGT TTAGCCA
AGCCACCTCCCAGCTCTGAGCTTGGEGT TTCCTTAAACAGCAAAT GGGAGGAAGGACC
CTGTCCTCCCCAGGTCACAGAATTAATAAAAGCTTCTACCGGCAT GCAGAGCCGCGA
TGAAAGGT TGCAGAACAAAGTCATTAAAGTGATGATATTTACACTGAGCCATGCAAA
GC

>non- DHS693

TGCTGI TTGGTCTCTAGAAACAGGEGTCACTTTTTTAATGTAGTAAAGAAGTAATAAA
TGGTGGCATTACACATTGTGATATTAATAGCGCTGTTGCTCATGTTTCCTGTAACTC
GCAGT GGECCCTGEGAAGT GGACGCCTCCCCTCTTCACTGCCCTGGAGGT TCAAGAAC
TCGECTCGCCAGECTGCTAAGT GGCAGGECTGEGAT TTGAACCCAGECCTTCTGECT
GCATTCCATG

>non- DHS694

GCAAAAGCCTCTACAAGACAGT CACCCACAGATATGCCCAAGAATCAGTACACAGTT
TCCAACCAGAGATCTCCAAAATGAAACACT CAGGGCTACACATAGGAAAAGCACECA
CACACACACACACACACATACACAGACACTTACTTTTGIGICCTTCTGECTATGCTG
ACGAGI TTTCCTGGT GAAGCCCGEEECTCACAGAGTAATCTCTGCAGACAACTGT GG
TTC

>non- DHS695

CCTGCACACCTCCAAGT CAGGGCACCACAACACGCCACCGCEGAGAGATCCTGAGAAA
AACCCAAGACCGCTCGGGAAAT GCAGGAAGGCCGEGT TGTGAGEGGT TGT TGCAATG
AAATAAATACATTCCATGEEGECTCACACGT TGCT GGEGAGGCCTGGAGTICAGGT TTG
GGGTTTTCAGATATCAGAAAT CCCCTTGEEEGAGCAGGATGAGACCTTTGGATAGAA
CAGAAGCTGAGCAAGAGAACA

>non- DHS696

GGT CACCTAGI CCCCAGCACTCGGTGI TCTCATGGGATTAAATGAGGCTGIGCCAEEG
GGTAGAGGGCGCAGAGCACAGCGCCAGGCACCAGCGTICTCTGEECTCGATCCECTTT
CATTAAGCTGI CCCCGCCCCTTTTCGCCCCCECEET CCGEGACTCACCGACCEACTT
GCCGCAGACGAT GCTGACT GCGT TGAGCGCCCCAGACGAGGAACCGTAGATGCG
>non- DHS697

CCAGGGGACT GT GAGAAGAGECGEGET CCCTCACAGCAAGT GCTCACTGECCCTGCAT
CCCCAGAGCCCCCTGTI GGTCAGCCCCT CCTGCAGAGCAGCCCCTCTGEEGTI TTGCCA
AGCTCCGGGEGACCTAGTGAGGT TGT GGCTGCATCTCCAT CCTGCGCACCACAGEGAG
AAGCAATTAAATGTAATAGAT GCAGAGECTCCCGGAATTACATTATTTAGGAGCTGC
AGCTTACACACATATGCACGCGTG

>non- DHS698
AGACAAGGCCAGGTGGT TCCTGCAGT CCGACCCGAGAGEGAGT GAGGECAGACAGEA
TGTGEGEGT CCCCTCGAGECTGT TCTCAGGGACACCCCCCTAGGCAGEGTICCCACCTG
ATCATGGCCTTGCTCAGGECCCAACCT CCACAGCCCCTGAGECCCCATGCTCACTTC
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CCTTGGEGEEGECACT GT CCAGCT CCGEEGATGCAGACCCAGGECACCCTGCCGICCACAG
TGGTGICCTCATGCACTCACTGG

>non- DHS699

ACAGT GGTGT CCTCATGCACT CACT GGECACAGACCCGECCTCCTTGGT CCTGEGAGG
AAAAGCAGAT GGCACT CATGAGAGT TAACCCTCCCAAAGGAGAAGAGEECTECAGCC
GGCECCTGECGT GGTCACCAGGEGECACCCACCGT TGEGAGECCCECAGEGAGCGEEEEA
GT GCGCCCAGGT CTGEEGT TCAGGECCGECAGCAGTAACGECATCAGAACT GTGCTA
GCGTCTGAATTGT

>non- DHS700

GACACACAGAAAGACCGACTCCTTGT GEEECCCGEECAACGCEECEECACECCCACCe
GCACGGECCAGGACAGGGAACGAGECCGECCAGCCCTGACAGT CCCTTCEECCCCT CCG
CAGTCCGCTACGECGACGECCCCCAGECCTCCTCCCCGTGECTCCAGTTCACCTTTT
CCAGGACACGGECAACGEGACCCGECCATCTGCGRACT TTTAGACCTGECTTCCCTC
>non- DHS701
TGAGATCACCCACTATCTATCACTGCTTAGATAAAAAGGGAAAGAATTTAAATACTG
TATAGTAAAAATTAACAGATAAGCTAACGATTCAATAGCCTAGCAATAGGTCTTAAA
ACCACACCTTACTTAAAACAGGTTTATAAACAATAGGGTCATTTCAGCCACAGITTG
ATAAAGTAACATTGAACATGCATATTCTGI GATCCAGCAAGTCATCTACAAGGT
>non- DHS702
AATGAGAACAGCAGT TGTCTGTGGT GGGGAGCGEGATCGATTCGATAAACACATGAG
GCGGACTTTCTGEGEGGAAGAGAAATGCTCTACATCTCAATATGGGGEGTAGGT TATAGG
GGTACGTGTATTTGTTAAGACTCATCCAACTGTACACTTAATTTCTGTGTATTTTAC
TGTGIGTAATCACACTTCAATAGAAAAGGAAAAAGGAAACAAGT GACAATGATGGAA
ATCAGG

>non- DHS703

CAAGTGACAATGATGGAAATCAGGGTAAGAGT CAAGACATTTGCGATCCAGT CCCAG
CAAGGAGATTAGCTGGGTGT TGTCACCTTCCACCCCCCTTTGAGTGTTCAAATTCTT
CTGGAAAACAAAAT TTGGGCCCAGGGACTGT TTAAAAAATAGGAAGACAAAAATAAT
ACTAAAAATATTGAGTCTTTACTCCCTTACACTAGCTGGGEGTCAGACCTTGTACATA
AACATCCTTTCCTAAAGEEG

>non- DHS704
AAGCCAAGGAAATGT GGATACAACT CATATACCATCAGT GACCACAAAGT CAATTGT
GGGTGCCTAGAATCTGT CTCACCTGT GCAGT TCACTGAAGACTCCTACTGCCTGAAA
GAGAGAGT CTCTACAGAGAGAAT TGEGEGTGAGGCAGTGAGGAAGTCATTCTTGCTCT
GTGGCTAACACT CAGCCTTCCCTCTAGCCCAAAGAAGAACAAAACTGGAATAACTAT
GGCTCTAAAAGCTCTTTCACATCTGCATCAGGAGTACAAACAC

>non- DHS705
CTCTCCTTTCCTGTCACTGTGAGTGACACACCAGCTGATAGTGTTATGAATAGGAAG
GITTGEGCAGAGT GACTGTCAGAAATATTTTTACCGT GTGAAAGGACATTTGTGGAA
TGTTATGECATCGT TGCCTCCTGCCCCTCAGAGAATGTGGCATTGAGTATTGEECTC
TTGCCACTGTATCCAGCATACCAAAGCGAGCTCCTGECCTCATTGTACATTACAG
>non- DHS706

CTCAATTGGCTTTTACTCTGGGT TATTCAACTAAAAGT TTCATTTTCAGT GACTCAT
AATATTGTTTACACATAATTTGTAAGCTCTATTTAATTACTTATGTAAATGACTAAA
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CAAAAGATGGECAAATGCAGTGAATCTAAGACTGTACTTAATTCTGGTGTAAACTATT
CTAACAATGTAATTAAGAGCTGICCAATTTACACTTTGAAGTAAACAAAAGATCTTA
CAAGAGATTGCAAGTGCCATC

>non- DHS707

CCCAAATGTITTTCCTTTGGTCTTATTTTGGGEGAAAT GGTGEGAGGTAGAGAAAATTG
GAGT TAAAAGAAGAAACATTATGAAAAAATTCCAAGCCAGCTATTTTATCTTATAAT
CATTCATCATGAGTITTCTTTGATGTI TCTGECTGTTCCGGTGTGCCTATGITTTCTGA
TAAGGGCATAAATACACTTAGTTTAATATTAATTTAGCCTTTGTAAGCAGCACTTGA
AGGGACTTAAGT

>non- DHS708

CTTCCTCGTGT GAGGGGATCTGCCGGACCCCTGCAAATTCAATTTCTTTCCCATTCC
GGECCCTTCCCTATCGI CGCCCCCTTCACCTTGGATCATGT TCAAGAAGTAAGGACA
TGCTGIGECCTCCAT CGECTGCTCACAAAGGCGGT GEEGT GEEEGT GGEGAAGAGEG
CGAGAGCTAAGATCCTCTTTCTCTCTCCCCCGCCCCTGCCATCCTGACTCCCTAAGG
TTTTCT

>non- DHS709

AGAGT CCAATTGTGACCATAAGCAAATACATCCACCCTTACACATAAGCACCAAAAA
TTTGCCAACCCATAAGITAAGITCTGTTAGGTTTCTGITTGT TTATTTGAAAACATT
AGTCTTCCCCTTTTCCACTAGGTATATAGGTAGAAAAATAAATGAAGT CAGCACTCT
TTACGTCTCACTAAAATAAACTGTGACTCAAATACTGTGAGTGGTTATTTGCAAGG
>non- DHS710
TCAAAGTACACTACCTGCCTCTGGTCCATGAACAAGGAAAACTTTTTAAAAGAAAAC
GGGTCATCAAACTAGCCTATTTTGECTTGTCGGTTTTAATGCCTGTGGTTTCACATC
TCTTACTGAAGCCATGTTTTTCACCTGCTCTCTGACACAAAGTGCCTTCAAAGT CCT
GGTCTCTGGTGGTGTCAGECTGATGATGCATTACCCTTCTCAGTGCTCCTCAAAT




