Supplemental Figure 1. HA-FoxM1*"?® is not detectable in brain or liver of B-FoxM1* mice. HA
immunolabeling (A, C, D, F, G and I) or secondary labeling only (B, E, and F) was performed on RIP-
rtTA (A, D, and G) or B-FoxM1** (C, F, and I) brains (A-F) and liver (G-I). D, E, and F show increased
resolution of the hypothalamic area from images A, B, and C, respectively.

Supplemental Table 1. Genes significantly altered between B-FoxM1. p-value
<0.05 in conjunction with a g-value <0.1 was considered significant.
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Fold Change

Gene Name (X7.5) p-value g-value

4933413G19Rik 7.44 0.00 0.0000
Akp3 6.58 0.00 0.0000
Foxm1l 6.56 0.00 0.0000
Apoa4 6.33 0.00 0.0000
Alpi 6.09 0.00 0.0000
Clca3 5.29 0.00 0.0000
Kcnj5 4.39 0.00 0.0000
S100g 4.02 0.00 0.0000
Fcgbp 3.95 0.00 0.0000
Gm773 3.73 0.00 0.0000
Pckl 3.54 0.00 0.0000
Krt20 3.49 0.00 0.0000
Fabp2 3.39 0.00 0.0000
Fabpl 3.14 0.00 0.0002
Prapl 3.13 0.00 0.0000
Treh 3.11 0.00 0.0000
Al747448 3.07 0.00 0.0005
Adamdecl 2.99 0.00 0.0001
Cyp3all 2.92 0.00 0.0017
Slc30al0 2.91 0.00 0.0000
Sis 2.82 0.00 0.0006
Cdh17 2.81 0.00 0.0001
Rbp2 2.80 0.00 0.0000
Apoc?2 2.78 0.00 0.0000
Cdsl 2.76 0.00 0.0063
Coch 2.75 0.00 0.0000
Guca2b 2.72 0.00 0.0095
Cdhr5 2.66 0.00 0.0000
Slc13al 2.62 0.00 0.0218
Tm4sf5 2.61 0.00 0.0011
Meplb 2.56 0.00 0.0324
Adh6a 2.56 0.00 0.0324
lgj 2.54 0.00 0.0000
Nr5al 2.51 0.00 0.0492
Reg4 2.48 0.00 0.0492
Gdpd2 2.44 0.00 0.0742
Emr4 2.37 0.00 0.0000
Gm5506 2.28 0.00 0.0000
Clec2e 2.28 0.00 0.0526
Sell 2.11 0.00 0.0780
Tmprss1s 2.07 0.00 0.0775




Apoc3
Lct

Tff3
Cypafld
Adm2
Xlrda
Cyp2d26
Myola
Mucl3
Gmb5801
Slc45a3
Cubn
Ctrc
Trib3
Cyp3al3
1700001022Rik
Angptl7
Aldob
Aldhla3
Slc7all
E230016K23Rik
Trnpl
Ankrd9
Extl1l
Gdf15
Gm7120
Cd22
Slc7a3
Ifi2712a
Chrna4
Lrrc38
Aimil
Rbp7
Trim66
Gm16197
AA388235
Ovol2
Xist
Mrcl
Tsix
Vcaml
Caps2
1116

2.03
2.00
191
1.82
1.81
1.80
1.63
1.63
1.62
1.59
1.55
1.53
1.43
1.39
1.34
1.30
1.30
1.26
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1.11
1.10
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0.00
0.00
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0.0542
0.0000
0.0000
0.0063
0.0000
0.0017
0.0158
0.0008
0.0006
0.0000
0.0025
0.0832
0.0000
0.0000
0.0183
0.0036
0.0000
0.0001
0.0000
0.0000
0.0137
0.0000
0.0314
0.0027
0.0023
0.0000
0.0319
0.0001
0.0349
0.0131
0.0047
0.0896
0.0001
0.0001
0.0016
0.0016
0.0000
0.0487
0.0183
0.0324
0.0014
0.0001
0.0734
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0.0285
0.0379
0.0330
0.0581
0.0566
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0.0952
0.0986
0.0986
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0.0925
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0.0276
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0.0734
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0.0244
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0.0642
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