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Fig. S1. Alignment of kinase domains of the four PfCLKs with SRPK Skylp of
Saccharomyces cerevisae (PDB ID; 1how). The amino acid residues shown in red
indicate highly conserved sequences essential for the kinase activity. PF14_ 0431,
PfCLK-1; PF14_0408; PfCLK-2; PF11_0156, PfCLK-3; PFC0105w, PfCLK-4.
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