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Genes retrieved

positive regulation of defence response (2.34/3.4)
immune response-activating signal transduction (2.34/3.4)
immune response-regulating signalling pathway (2.2/3.2)

ageing (2.27/3.4)
positive regulation of sequence-specific DNA binding transcription factor activity (2.1/3.1)

positive regulation of innate immune response (2.34/3.1)
antigen receptor-mediated signalling pathway (3.35/4.3)

immune response-activating cell surface receptor signalling pathway (3.04/3.8)
immune response-regulating cell surface receptor signalling pathway (2.92/3.6)

positive regulation of NF-kB transcription factor activity (2.19/3.6)
T cell receptor signalling pathway (3.7/4.5)
NLR receptor signalling pathway (4.89/3.9)

nucleotide-binding oligomerisation domain containing signalling pathway (4.89/3.9)
cytoplasmic pattern recognition receptor signalling pathway (4.89/3.9)

leukocyte proliferation (3.77/3)
glycosaminoglycan metabolic process (4.95/3)

nucleoside monophosphate catabolic process (6.34/3.2)
glycosaminoglycan biosynthetic process (13.19/4.2)

aminoglycan biosynthetic process (13.19/4.2)

Bielig et al., Figure S2
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