Additional file 10. Clusters of miRNAs. Two miRNAs
located within a single precursor are shown. The
mature miRNA sequences are highlighted in yellow and
the miRNA* sequences are highlighted in gray. The
mismatched nucleotide is highlighted in red. Data in
the tables show the digital expression levels (TPM) of
mMiRNAs in different tissues. (a) Csi-miR166j.1 and Csi-
miR166j.3. (b) Csi-miR477d.1-3p and Csi-miR477d.2-5p.



(a) Csi-miR166.1 Csi-miR166].3
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Csi-miR166j.1: 5’-UUGGACCAGGCUUCAUUCCUC-3

Leaf (TPM) Flower (TPM) Fruit (TPM)
CsimiR166.1  581.56 43135 0.00 y
CsimiR166.3  863.44 600.50 0.00
( b) Csi-miR477d.1-3p e CsimiR477d2-5p
— C
L]

Leaf (TPM) Flower (TPM) Fruit (TPM)
Csi-miR477d.1-3p 2.85 1.95 19.04
Csi-miR477d.2-3p 0.00 0.00 0.00
Csi-miR477d.2-5p 1.28 0.65 13.44
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