
Additional file 9: Comparative analysis of the presence of SSRs in zma-miR396 

and the resulting expression pattern among different tissues in maize. Sequences 

data were collected from miRBase, the expression data were come from the 

publication of Zhang et al [1]. 

 

Sequences of pre-zma-miR396 

>zma-MIR396a MI0001801 

ACAUGGCCCUCCUUGCCGUCUUCCACAGCUUUCUUGAACUGCAUGCCGCCGGCUGGUGGAUGCUGC

GCGCUUGAAUUCCGGUCGAUCCCAAGAGGCGCAGUUCAAUAAAGCUGUGGGAAACUGCAGAGAGAG

GCCAC 

>zma-MIR396b MI0001800 

AGAUGGCCUUCUUUGUGAUCUUCCACAGCUUUCUUGAACUGCAUCUCUCAGAGGAGCGGCAGCUUC

AACUCCUCCACCCGCAUCAGCAGGUGCAUGCAGUUCAAUAAAGCUGUGGGAAACUGCAGAGAGAGGC

CAG 

>zma-MIR396c MI0010569 

CGGGCAUGCUUUCCACAGGCUUUCUUGAACUGUGAACUCGUGGGUGGUGGUGGUAUGUCGGAUGG

AAUGCUUGG 

>zma-MIR396d MI0010570 

CGGGCAUGCUUUCCACAGGCUUUCUUGAACUGUGAACUCGUGGGCGUGGUGGUGGUGGUGCUGGU

GCUGGGUGU 

>zma-MIR396e MI0013225 

UUUCCACAGCUUUCUUGAACUUCUUCUUCUUCUCUCUCUUAGAAGGGCCGUAUAGCUUCUUUGAAC

CUCUCUCUCUCUCUCUCUCAAAAGUGUACACGAACACUUUCUUCAUUCUCUGCCUCUCGCUCUCUGA

UCUCCGAAGAAGGUCAAGAAAGCCGUGGGAAGA 

>zma-MIR396f MI0013226 

UUUCCACAGCUUUCUUGAACUUCUUCUUCUUCUUCUCUCUUGGAACGGCAGCUUUCUUCGAAUCU

GUCUCUCUCUCUCUCAUCUCCGAAGACGAAGGUCAAGAAAGCUGUGGGAAGA 

>zma-MIR396g MI0013227 

UUCCCACAGCUUUAUUGAACUGCCCUCUUGCUUGCUUGGAUCAAUUGAAACUCGAUCAGGUCCACA

GCACAGCCUGCUGCAUGCAUGAUGCAGUUCAAGAAAGCUGUGGAAGAU 
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