Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 2788
Protein: HNRNPAZEB1; HNRPAZEB1; HNRNPAZBT; HNRPAZEB1; HNRNPAZB]; P22626-1; P22626; P22626-2; P22626; BBZZ37
Peptide Score: 121.73
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E26_1_3
Scannumber: 3436

Protein: COLIAL; hCG_29603; PO2452; D3DTHZ; Q14042; QELANS; QIUMAE; BF2452
Peptide Score: 133.55
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E26_1_3
Scannumber: 13680

Protein: KIAAT 835; RANGAPT; SD; RANGAP]; RP4-756G23.7-007; RANGAP]; RP4-756G23.7-003; RANGAP]; RP4-756G23.7-008; P46060; BOQYT3; B4DY16; B4EOUOD; Q8WUS7; QSBSKS; BOQY T4 E
Peptide Score: 123.8
Method: FTMS; HCD; 1
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Source: Bibo_20130531 _RM_MSCO7626_1_3

Relative Abundance

Scannumber: 16439
Protein: EPNT; EPN3; EPNY; EPNT; EPN3; QI9YEI3-1; QIYEI3; QIH201-1; QIH201; B4DUGY; QIYEIZ-2; QIYEI3; QIYEI3-3; QIYEI3; DERELE; Q9H201-2; Q9H201; DERFG3; DERBRE; DEREIS; DERSOY
Peptide Score: 140.31
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531_RM_MSCO7626_1_3
16303

ESRGO4

88.19

FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531 _RM_MSCO7626_1_3

[s80 1] Ausuayu|

b

Scannumber: 17048
Protein: CTTNBPZNL; KIAA1433; DKFZpS47A023; CTTNBPZNL; RP4-671G15.1-002; QIP2B4; B3KMSS; QINFPX3; B1AMN?
Peptide Score: 9746
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E26_1_3
Scannumber: 17527

Protein: GNB2L1; HLC?; PIG21; DEREES; PE3244; EJKL3S; DERILO; DERACZ; DERSZ]; DERHH4; DERDF4; B4DVD2; DERFZS; DERFX4; B4DWCE; DEREDO; B4EOC3; ESPD14; DERAUZ; DERSOS; DERGK:
Peptide Score: 102.61
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531 _RM_MSCO7626_1_3
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EPNZ; KIAATOBS; EPNZ; KIAATOES; hCG_1811379; EPNZ; KIAAIOES; EPN2; 035208-1; 035208; B3KME3; ©035208-2; 035208; B7ZKMS; ESFBCZ; Q52LD0; ©35208-3; 095208; EFEMC3; B7

31.3
FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 22122
Protein: COFB; COFB1; MSTPO2E; PS3E18
Peptide Score: 66.3
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E26_1_3
Scannumber: 22374

Protein: COFE; COFB1; MSTPD26; PS3618
Peptide Score: 9743
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 23052
Protein: BAM; BMH; CSPGE; SMC3; SMC3L1; QSUQE?: BOAZO4; Q86VHY
Peptide Score: 130.96
Method: FTMS; HCD; 1
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Bibo_20130531 _RM_MSCO7626_1_3
24822
KIAADSSE; MyD43; NOGO; RTN4; SP1507; Nblal0S45; KIAADSSE; MyD43; NOGO; RTN4; SP1507; KIAADSSE; MyD43; NOGO; RTN4; SP1507; hCG_1784307; RTN4; QINQC3-1; QINQC3; B4

Source:
Scannumber:
Protein:

Relative Abundance

120

Peptide Score:

110.84

Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E26_1_3
Scannumber: 26945

Protein: MCAM; MUCT2; P43121-1; P43121; ASKEAE; B2ZRE42; B3KXHZI
Peptide Score: 98.53
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E26_1_3
Scannumber: 28759

Protein: B4EODS; ESPDKE
Peptide Score: 8.12
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 23060
Protein: AMS2; MAT2ZA; MATAZ; hCG_34602; P31153; B4DEXS; B4DN45S
Peptide Score: 71.55
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 34388

Protein:

SUSD3; UNQI387/PRO34275; QI6L08-3; QI6LO8

Peptide Score: 5.66

Method:
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 347392
Protein: RAL RALA P11233
Peptide Score: 130.06
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 35927
Protein: PRSS1; TRP1; TRY1; TRYP1; PRSS3; PRSS2; TRY2; TRYP2; PRSS1; hCG_1770551; tcag?.1285; TRYS; trypsinogen 8; PRSS1; TRP1; TRY1; TRYP1; T6; TRYE; PRSS1; EFEQE4; QFZ5F3; PO7477;
Peptide Score: 70.96
Method: FTMS; HCD; 1
Yie Yin Y17 Yia Y13 YVis Yi-
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 36181
Protein: PRSS1; TRP1; TRY1; TRYP1; PRSS3; PRSSZ; TRY2; TRYPZ; PRSS1; hCG_1770551; tcag?.1285; TRYS; trypsinogen 8; PRSS1; TRP1; TRY1; TRYP1; T&; TRYE; PRSS1; EFEQE4; QFZ5F3; FO7477;
Peptide Score: 72.82
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 368899

Protein: CBX; CBX1; hCG_20008655; CBX3; CCDC32; hCG_1745364; hCG_1333233; tcag?.173; CBX1; P83316; EIPCSS; QBIENG; Q13185; A4D177; BEMD17

Peptide Score: 117.92

Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 404393

Protein: CDV3; hCG_14782; CDV3; H41; CDV3; H41; CDV3; H41;

Peptide Score: 3457
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531 _RM_MSCO7626_1_3

45293

GCP16; GOLGAZ; HDCKBO3F; HSPCO41; QF25G4

79.87
FTMS; HCD; 1
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Source: Bibo_20130531_RM_MSCO7E26_1_3
Scannumber: 45305

Protein: hCG_2005638; BATI; XXbac-BPG296P20.6-019; DASS-161H22.1-019; XXbac-BCX270M2.2-019; DAQB-72H16.1-013; DAMA-25N12.12-013; DADB-26114.7-019; DAMA-EMCI 30B12.8-0
Peptide Score: 2.63
Method: FTMS; HCD; 1
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Relative Abundance
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 45349
Protein: CAGE; CFAG; MRP14; ST00AS; FOE702; BZR4ME
Peptide Score: 97.55
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Bibo_20130531 _RM_MSCO7626_1_3
46311
STH3; STH3A hCG_40320; DKFZpeB6EL1 857; hCG_40920; STHIA STH3; STHIA Q13277-1; Q13277 QS3YE2; Q7Z2338; B4DMED; E3PN33; Q13277-2; Q13277

Peptide Score: 954

Method: FTMS; HCD; 1
Yiz ¥Yim ¥ ¥u ¥7 ¥Ya ¥Ya ¥z
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 48327

Protein: SAKST; UBXNIT; SAKST; UBXNT; hCG_1818009; LOCS1035; UBXN]; Q04323-2; Q04323; Q04323-1; Q04323; EIPRQ7; B4DNCE; ESPIS]; QOSEVZ; B4EOPS
Peptide Score: 150.589
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 43550
Protein: GCDFP15; GPIP4; PIP; P12273
Peptide Score: 96.59
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Bibo_20130531 _RM_MSCO7626_1_3
52330
CAPR; CTNNAZ; CAPR; CTNNAZ; CAPR; CTNNAZ; CAPR; CTNNAZ; CTNNAZ; P26232-1; P26232; P26232-5; P26232; P26232-2; P26232; Q49AD3; P26232-3; P26232; CI1288; C9)144

Peptide Score: 78.29

Method:
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FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 53661

Protein: EAATZ; GLTI; SLCTAZ; EAATZ; GLTI; SLCTAZ; AL133330.2-002; hCG_26509; P43004-1; P43004; B4DQES; QS3FLE; P43004-2; P43004; A2A2U1
Peptide Score: 2.15

Method: FTMS; HCD; 1

Bibo_20130531 _RM_MSCO7626_1_3
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 53724
Protein: NPM; NPM1; NPM; NPM1; NPM1; FOE748-1; POE748; A42J86; QIBTIS; POE748-2; POE748; QIBYGI; QINX34; ESRISS
Peptide Score: 124.26
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Method:

o

_DM_IPIQAIFIII

Bibo_20130531 _RM_MSCO7626_1_3

54793

FO2666

70.24

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_1_3

Scannumber: 54739
Protein: FO2ZEEE
Peptide Score: 11394
Method: FTMS; HCD; 1
YiaYisa Yis Y1z ¥ Yim ¥ ¥u ¥2 ¥a ¥
ox
_DM|PIQAFIIYIQlEIPVIEPVI:_
bz bs ba ba b> bs be
Yio -_.:;
1157.621 i
yn Yia [
1270.715 1601.905 )
' yiz | .
1530.868 - —
ys | 2
vz 99¢.:sss viz ) g
737.4668 v= | 1283.799 i i
' 866.5004 b? ' yas <
| 932.4946 1729.964 N
yasz+ [ |  °
865.4854 | ' : &
bz be bz .
262.0695 473.2064 be 819.3706 | -
' 672.2021 5 5 -
v1 2 V)‘ i E E E bs B
175.119 Hees G‘GI ; ; ; 1045.529 :
|| ] 601.265 | i
||.|| I||| ||| Ill‘ ‘I ' ||- '|'I' I '|I|' — S . | ' l =)
800 1000 1200 1400 1600 1800 2000 2200
m/fz [amu] Qﬂ



120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E26_4
Scannumber: 3343

Protein: ESFBV3
Peptide Score: 92.58
Method: FTMS; HCD; 1
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Relative Abundance

Source:

Scannumber:

Protein:

Peptide Score:

Bibo_20130531 _RM_MSCO7626_4
11789

CRYBG3; CRYBG3; Q68DQ2-1; Q68DQ2; Q68DQ2-2; Q68DQ2; CIJSN2; C3J653

89.54

Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E26_4
Scannumber: 14578

Protein: ESRGO4
Peptide Score: 99.75
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_4

Scannumber: 15180
Protein: ESRGO4
Peptide Score: 99.54
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_4

Scannumber: 15412
Protein: UBCHSC; UBE2ZD3; UBCHSC; UBE2D3; PE10O77-2; PE1077; PE1OZ7-1; PE1077; DERATT; DERIZ3; DERISO; DERGDO; DERI33; DERSFE
Peptide Score: 123.75
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531_RM_MSCO7626_4
16709

PE1578

5.71

FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E26_4
Scannumber: 163830

Protein: IPIDD98238]

Peptide Score: 1.78

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Protein:

Bibo_20130531_RM_MSCO7E26_4
Scannumber: 17069

ELP3; ELP3; Q3HIT3-1; Q3HIT3; Q3HIT3-2; Q3HIT3; E2QRIS; ESRHRZ; ESRITZ; ESRIZ7Z; ESRICO; ESRHY2; ESRG26

Peptide Score: 71.03
FTMS; HCD; 1
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Relative Abundance

Source:

Scannumber: 35384
Protein:

Peptide Score: 71.6
Method: FTMS; HCD; 1
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Bibo_20130531 _RM_MSCO7626_4
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Relative Abundance

120

Source: Bibo_20130531 _RM_MSCO7626_4

Scannumber: 368896

Protein: KIAADSST; MAPZKIZ; PSK: PSK1; TAOKZ; UNQ23971/PRO7431; TAOKZ; KIAADSS]; MAPZKIZ; PSK; PSKY; TAOKZ; UNQ23S71/PRO7Z431; TAOKZ; QIULS4-1; QISULS4; QB6V37; BFZMES; QIUL
Peptide Score: 108.11
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E26_4
Scannumber: 47872

Protein: CCHL; HCCS; DKFZp773911858; PS3701; Q68DE0
Peptide Score: 10.28
Method: FTMS; HCD; 1
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Relative Abundance
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Source: Bibo_20130531_RM_MSCO7E26_4
Scannumber: c1724
Protein: FLI44955; QOVFX3
Peptide Score: 10.59
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7626_4

|
¥
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Scannumber: 55250
Protein: IPIODS72164; IPIDOS8355S5
Peptide Score: 61.82
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E27_1_3
Scannumber: 2714

Protein: HNRNPAZE]; HNRPAZBT; HNRNPAZBT; HNRPAZE]; HNRNPAZB1; P22626-1; P22626; P22626-2; P22626; BBZZ37
Peptide Score: 111.65
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 3408
Protein: COLIAY; hCG_239609; PD2452; D3DTH7; Q14042; QELANS; QIUMAL; B72452
Peptide Score: 136.16
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 7060
Protein: CCDC123; TMC1; CCDC123; TEXS; ETFB; FP585; hCG_40112; TEXS; ETFB; FPS85; BTN3AS; QI965TS-1; QI965TS; QBTDIS; QI65TE-2; QI65TS; QBNEVS; P38117-2; P328117; B4DH73; P3811
Peptide Score: 170.96
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20130531 _RM_MSCO7627_1_3
7652
RPLFO; RPLFO; FO5388; ASK4Z4; B4E3DS; Q3MHV2Z; Q53HKS; Q53HWZ; Q8NHWS; Q3B7A4; QBNSF2

1

04.52

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 8587
Protein: KIAADZ94; UBXD7; UBXN7; ©094388; B4E] 26
Peptide Score: 150.09
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 8932

Protein: PCM1; hCG_23254; PCMT; PCM1; PCM1; PCMT; Q15154-1; Q15154; AENNNE; BIEISS; D3DSQO; EFETAE; Q15154-2; Q15154; AZRUUS; C3JGSS; EFEVEE; Q15154-3; Q15154; EFEVS3; C3JB
Peptide Score: 131.06
Method: FTMS; HCD; 1
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Relative Abundance

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 11397
Protein: SEC22B; SEC22L1; 075336
Peptide Score: 94.69
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 12892
Protein: OTUDS; OTUDS; OTUDS; Q36G74-1; Q96G74; Q96G74-3; QI6G74; QI6G74-2; Q96G74; B4DCGT
Peptide Score: 100.55
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E27_1_3
Scannumber: 123902

Protein: SPTB2; SPTENT; hCG_17370; SPTB2; SPTEN1; SPTEZ; SPTEN1; QO1082-1; QO1082; B22289; B4DIFS; DEWSCO; QO1082-2; Q01032; QD1082-3; Q01032; Q8WYE3
Peptide Score: 103.7
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E27_1_3
Scannumber: 13365

Protein: KIAAT 835; RANGAPT; SD; RANGAP]; RP4-756G23.7-007; RANGAP]; RP4-756G23.7-003; RANGAP]; RP4-756G23.7-008; P46060; BOQYT3; B4DY16; B4EOUOD; Q8WUS7; QSBSKS; BOQY T4 E
Peptide Score: 112.13
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E27_1_3
Scannumber: 14718

Protein: ESRGCO4
Peptide Score: 79.82
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumbe
Protein:
Peptide Sco
Method:

Bibo_20130531 _RM_MSCO7E27_1_3
r: 15083

DALT; EFB41L3; KIAADSE7; DALY EFB41L3; KIAADIEY, QIY2)2-1; QIY2)2; BFZ415; QI9Y2)2-2; QIY2)2; B3KY28; ASKIES; BZRBOZ; B3KTSO; EFEUFS; BFZ22D7; BPZE8MSE; BFZ22G3
re: 1024

FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Bibo_20130531 _RM_MSCO7627_1_3

15302
ESRGO4

Peptide Score: 8394

Method: FTMS; HCD; 1
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Relative Abundance
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Source:
Scannumber:
Protein:

Peptide Score:

Method:
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Bibo_20130531 _RM_MSCO7627_1_3

15806
ESRGO4
99.22

FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531 _RM_MSCO7627_1_3

16511

CTTNEBPZNL; KIAA1433; DKFZpS47A023; CTTNEPZNL: RP4-671G15.1-002; Q3P2B4; B3KMSS,: QINFX3; B1AMNZ

132.78
FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber:

Protein:

16530

ESRGO4

Peptide Score:

Method:

88.19
FTMS; HCD; 1
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5 Y
vz— NH; 1265.708 I
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 17133
Protein: GNB2L1; HLC?: PIG21; DEREES; PE3244; EIKL3S; DERILD; DERACZ; DERSZ]; DERHH4: DERDF4; B4DVD2; DERFZ9; DERFX4; B4DWCE; DEREBDD; B4EQOC3; EIPD14; DERAUZ; DERIDY; DERGK:
Peptide Score: 90.15
Method: FTMS; HCD; 1
¥u ¥7 ¥Ya ¥3 ¥s ¥= ¥
_DETNYGIIIPQIR_
bz bs bs ba
o
¥z , !
400.2302 | -
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70.3358 -
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 13704
Protein: RP11-173B14.3-003; UCHL3; UCHL3; ESFBF1; QSTBK?; P15374
Peptide Score: 66.26
Method: FTMS; HCD; 1
¥i1 ¥Yim ¥ ¥z ¥a L 4
o
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vz N
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

F I|EIE s

Bibo_20130531_RM_MSCO7627_1_3

19789

RP11-173B14.3-003; UCHL3; UCHL3; ESFBF1; QSTBK?; P15374
74.76

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 19943
Protein: NAPTLY; NRP; NAPTL4; NAPIL4b; NAPIL4; NAPZ; hCG_2015037; NAPTLY; NAPIL4; NAPIL4; NAPIL4: PE5209; ABCGI3; ABMZ22; B2REI4; B4DSOS; BFZACT; BFZAKS; B7ZBE3; B3KNTS; BPZ2
Peptide Score: 107.15
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 21083

Protein:
Peptide Score: 82.1
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 21761

Protein: DRIP4; PDCDEIP; AIPT; ALIX; KIAALI 375; PDCDEIP; B4DHDZ; BFZ5CT; ESPRUT; Q4W4Y1; QENUST; Q8WUM4
Peptide Score: 132.76
Method: FTMS; HCD; 1
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_ III DEElEIAITIDIN DlllR_
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 24344
Protein: KIAADS36; My043; NOGO; RTN4; SP1507; Nblal0545; KIAADSEE; My043; NOGO; RTN4; SP1507; KIAADSEE; My043; NOGO; RTN4; SP1507; hCG_1784307; RTN4; QINQC3-1; QINQC3; B4
Peptide Score: 97.73
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 25035

Protein:

Peptide Score: 89.96

Bibo_20130531 _RM_MSCO7627_1_3

ARL; ARIHT; HUSSY-27; MOPE; UBCHZBP; Q3Y4X5

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

MCAM: MUCT 3; P43121-1; P43121;

Scannumber: 26573
Protein:

Peptide Score: 12245
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531 _RM_MSCO7627_1_3
2r720s

FO2663

112.36
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E27_1_3
Scannumber: 34280

Protein: RAL; RALA; P11233
Peptide Score: 59.67
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

[z801]Ansuayu|

Scannumber: 35359
Protein: PRSS1; TRP1; TRY1; TRYP1; PRSS3; PRSS2; TRY2; TRYP2; PRSS1; hCG_1770551; tcag?.1285; TRYS; trypsinogen 8; PRSS1; TRP1; TRY1; TRYP1; T6; TRYE; PRSS1; EFEQE4; QFZ5F3; PO7477;
Peptide Score: 72.43
Method: FTMS; HCD; 1
Yie Yin Y17 Yia Y13 YVis Yi-
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Relative Abundance

Source:

Scannumber: 35604
Protein:

Peptide Score: 80.61
Method: FTMS; HCD; 1

Yie Yin Y17 Yia Y13 YVis

Bibo_20130531 _RM_MSCO7627_1_3

PRSS1. TRP1; TRY1; TRYP1. PRSS3; PRSS2; TRY2; TRYP2; PRSS1; hCG_1770551; tcag?.1285; TRYS; trypsinogen 8; PRSS1; TRP1; TRY1; TRYP1; Te; TRY6; PRSS1; EFEQE4; Q7Z5F3; FO7477;
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Relative Abundance

Source:

Scannumber: 36428

Protein: CBX; CBX1; hCG_2000655; CBX3; CCDC32; hCG_1745364; hCG_1999233; tcag?.173; CBX1; P83916; EIPCSE; QEBIBNG; Q13135; A4D177; BEMD17
Peptide Score: 105.14

Method: FTMS; HCD; 1

Bibo_20130531 _RM_MSCO7627_1_3
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Bibo_20130531 _RM_MSCO7627_1_3
39362
CANX: B4DGP3; P27824; Q16034; DERDP7; DERESS; DERALIS; DERAQS; DERD1E; DERHI3
96.59

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 39837
Protein:

Peptide Score: 60.03
Method: FTMS; HCD;

Bibo_20130531 _RM_MSCO7627_1_3
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E27_1_3
Scannumber: 42147

Protein: IPIODS84483
Peptide Score: 0.58
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Protein:

Method:

Bibo_20130531_RM_MSCO7E27_1_3
Scannumber: 42686
ATPSC; ATPSCT; ATPSCLY; hCG_25112; RP11-401E8.1-001; ATPSC; ATPSC1; ATPSCLY; P36542-1; P36542; QBI9V2; Q8TASO; P36542-2; P36542; B4DFEG; B4DL1 4
Peptide Score: 16.14

FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 43234
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Protein: meis]; B7Z24TS; ESPDC4; QIHCQ4
Peptide Score: 0.75
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E27_1_3
Scannumber: 43256

Protein: IPIDD3984483
Peptide Score: 0.07
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 43650
Protein: IPIDD3984483
Peptide Score: 0.19
Method: FTMS; HCD; 1
a

o o o o
EWWN GMEWNGMEWN A M EWN A M EWN A M E W K

V1

175.119

Bibo_20130531 _RM_MSCO7627_1_3

gl

¥

R

2

lloltl'lll'lu'lldo L

600

1l |m|,|;|||,|,H,| 1]

T T
800 1000 1200

1400 1600
mjfz [amu]

T I 1
1800

Ll I Al
2000

L} I T
2200

Al I L}
2400

T I Al
2600

L} I T
2800

[s80 1] Ausuayu|



Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 44640
Protein:
Peptide Score: 113.76
Method: FTMS; HCD; 1
¥Yia Yix Y12 Yim Y9 ¥u ¥7 ¥a ¥a3 ¥a ¥z ¥2
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bz bs bs ba ba
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Relative Abundance

120

Source:

Bibo_20130531_RM_MSCO7E27_1_3
Scannumber: 44856

Protein: CAGE; CFAG; MRP14; S100A9; FOE702; B2ZR4ME
Peptide Score: 68.03
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Yis ¥1z2 %11 Yim ¥o»

Bibo_20130531 _RM_MSCO7627_1_3

44873

GCP16; GOLGAZ; HDCKBO3F; HSPCO41; QF25G4

73.93
FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 44374

Protein: AFGT; LACET. LACEY; RP3-473013.1-006; LACE]; RP3-473013.1-007; Q8WV33; ABPYMO; ABZJAZ

Peptide Score: 5.78
Method:

o o o
K'\-"MEVlYIAYlFMDMV

FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531 _RM_MSCO7627_1_3
47668

SAKST; UBXN1; SAKS]; UBXNT. hCG_1818003; LOCS1035; UBXN]; Q04323-2; Q04323; Q04323-1; Q04323; EIPRQ7; B4DNCE; E3PIS]; QOSEVZ; B4EOPS

24.14
FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 47340

Protein:

SAKST; UBXN1; SAKS]; UBXNT. hCG_1818003; LOCS1035; UBXN]; Q04323-2; Q04323; Q04323-1; Q04323; EIPRQ7; B4DNCE; E3PIS]; QOSEVZ; B4EOPS

Peptide Score: 104 .45

Method:

FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531 _RM_MSCO7627_1_3
1008

SRP14; P37108

116.01

FTMS; HCD: 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7627_1_3

Scannumber: 53522

Protein: NPM; NPM1; NPM; NPM1; NPM1; FOE748-1; POE748; A4A)86; QIBTII; POE748-2; POE748; QIBYGI; QINX34; ESRISE

Peptide Score: 89.85

Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E27_4
Scannumber: 12118

Protein: CRYBG3; CRYBG3; Q68DQ2-1; Qe8DQ2; Q68DQ2-2; Qe8DQ2; CIJSN2Z; C3J653
Peptide Score: 9742
Method: FTMS; HCD; 1
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Relative Abundance

Source:

Scannumber: 16874

Bibo_20130531 _RM_MSCO7627_4

Protein: REM4; REM4A; Q9BWF3-2; QIBWF3
Peptide Score: 99.8
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 35218
Protein:

Peptide Score: 79.01
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E27_4
Scannumber: £8458

Protein: CEP4L; TSGAIO; TSGAIO; QSBZW?7; BZREFS; EFERC]; B7Z925; B8ZZZS
Peptide Score: 4.35
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 2793

Protein: HNRNPAZE]; HNRPAZBT; HNRNPAZBT; HNRPAZE]; HNRNPAZB1; P22626-1; P22626; P22626-2; P22626; BBZZ37
Peptide Score: 111.65
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 2857
Protein: HCS; PSC8; PSMA3; HCS; PSCS; PSMA3; P25788-1; P25788; QBIB71; P25788-2; P25788
Peptide Score: 85.06
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 3110
Protein: RAPZ0; RXRIPTT0; UIMCT; RAPSO; RXRIPT10; UIMCT; RAPSO; RXRIPI10; UIMCT; Q36RLT -1; Q96RLY; Q36RLT -2; Q96RLY; C3JR1 2; F222T8; QI96RLY -3; QI6RL]; DERCQS; DERC40
Peptide Score: 123.29
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 7965

Protein:

Peptide Score: 117.52

Bibo_20130531 _RM_MSCO7628_1_3

RPLFO; RPLFO; FO5388; ASK4Z4; B4E3DS; Q3MHV2Z; Q53HKS; Q53HWZ; Q8NHWS; Q3B7A4; QBNSF2

Method: FTMS; HCD; 1
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Source:

Bibo_20130531 _RM_MSCO7628_1_3

120

Relative Abundance

Scannumber: 8943
Protein: KIAAD794; UBXD7; UBXN7; ©0948838; B4E] 26
Peptide Score: 140.14
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

ANKT; BM-037; NUSAPT; PROD310; ANKT; BM-037; NUSAP1; PRODZ10; ANKT; BM-037; NUSAP1; PROD310; ANKT; BM-037; NUSAPT; PROO310; ANKT; BM-037; NUSAP1; PROO310; QIBXSE

Scannumber: 11671
Protein:
Peptide Score: 99.22
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 11912

Protein: SEC22B; SEC22L1; O753396
Peptide Score: 99.82
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 12589

Protein: ERICT; TACC3; QIYEAS; B4DY)1; B4E355; EFEMTO; Q2NKK4

Peptide Score: 55.88
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 13461

Protein: OTUDS; OTUDS; OTUDS; QI6G74-1; QI36G74; QI6GF4-3; QI6G74; QI6G74-2; QI6G74; B4DCGT
Peptide Score: 120.77
Method: FTMS; HCD; 1
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Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 13879

Relative Abundance

120

Protein: KIAA1 835; RANGAPT; SD; RANGAP; RP4-756G23.7-007; RANGAP1; RP4-756G23.7-009; RANGAP; RP4-756G23.7-008; P46060; BOQY T3; B4DY16; B4EOUD; Q8WUS?; QIBSK3; BOQY T4,
Peptide Score: 13717
Method: FTMS; HCD; 1
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_ IE G NIT W Gl‘v"lEI.&. .&.lR
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 15239

Protein: ESRGO4
Peptide Score: 99.22
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 15446

Protein: DDX21; DDX56; NOHE1; DDX56; QINY33; Q53HES; C3JVSS
Peptide Score: 80.52
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 15646
Protein: DALT; EFB41L3; KIAADSE7; DALY EFB41L3; KIAADIEY, QIY2)2-1; QIY2)2; BFZ415; QI9Y2)2-2; QIY2)2; B3KY28; ASKIES; BZRBOZ; B3KTSO; EFEUFS; BFZ22D7; BPZE8MSE; BFZ22G3
Peptide Score: 93.96
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 16056

Protein: ESRGO4
Peptide Score: 88.19
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 16270
Protein: ESRGO4
Peptide Score: 89.8
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 17056
Protein: ESRGCO4
Peptide Score: 87

Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 17662

Protein: OGT; ©015294-1; 015294, B4DTLE
Peptide Score: 102.73
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 17727

Protein: GNB2L1; HLC?; PIG21; DEREES; PE3244; EJKL3S; DERILO; DERACZ; DERSZ]; DERHH4; DERDF4; B4DVD2; DERFZS; DERFX4; B4DWCE; DEREDO; B4EOCS; ESPD14; DERAUZ; DERSODSY; DERGK:
Peptide Score: 120.12
Method: FTMS; HCD; 1

¥u ¥> ¥3 ¥+ ¥s ¥

D EGT NIY GIIIP QIR

bz bs bs ba
— CO
¥z ,
400.2302 | .
¥s -
570.2358 _
: -3
-t
8
vz—-NHz | 73
383.2037 Z
b | el
z |
: vez-NHz =]
245.0768 ! ¥z . i @
: : s7aszy 931:4632 . 5|
{ ' . §v8
b bz | bs 948.4 898 .
violol 346.1245 | Y 623.2307 P s
175.018 | | $13.2144 :
1| bx-H0 1 p, g | y>-NH:z | i
328'”:39: 442.1569 | | B20.4155 5 I
llll |III|| [ ||'| | ] |'| A . I I L, ‘.' ' L | . I I l — 1 . I . i . I . . . ' . . 'l I o
200 400 600 800 1000 1200 1400 1600 1800



Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20130531 _RM_MSCO7628_1_3

193940

DLG?; DLGAPS; KIAADOODS; DLG?; DLGAPS; hCG_22118; DLG?; DLGAPS; KIAADDDS; Q15398-2; Q15398; ASKF32; B4DRMS; QB36T11; ASMTME; B4DMIS; EFEPT4; Q15398-1; Q15398

1213

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531_RM_MSCO76238_1_3
20021
AIKZ; AIMT; ARKZ; AURKB; STK12; aurkb; aurkb-svl; aurkb-sv2; Q36CD4; B2ZRCOE; C7G533; C7 G534, C7 GB35
106.01

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 20373
Protein: RP11-173B14.3-003; UCHL3; UCHL3; ESFBF1; QSTBK?; P15374
Peptide Score: 86.3]
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 20391

Protein:

Peptide Score: 70.98

C200rf18; RBCK1; RNFS4; UBCEZIP3; XAP3; XAP4; C200rfl1 8; RBCKI; RNFS54; UBCEZIP3; XAP3; XAP4; RECK1; RP5-852M4.4-007; C200rf1 8; RECK]. RNFS4; UBCEZIP3; XAP3; XAP4; QIBYMS

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 20583
Protein: NAPILY; NRP; NAPTL4: NAPIL4b; NAPI L4 NAPZ; hCG_2015037; NAPILY; NAPI L4 NAPIL4; NAP1L4; PS5209; ASCGI3; ABMZ22; B2REJ4; B4DSOS; BFZACT; B7ZAKS; B7ZB83; B3KNTS; BFZ2
Peptide Score: 84.2]
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 21756
Protein: EPNZ; KIAAI0ES; EPN2Z; KIAATOES; hCG_1811879; EPN2Z; KIAATOES; EPN2; ©395208-1; ©095208; B3KMB3; ©395208-2; 095208; B7ZKMS; ESPBC2; QS2LD0; ©095208-3; ©395208; EFEMC3; B7
Peptide Score: 47.55
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber: 24687
Protein:
Peptide Score: 67.46
Method:

FTMS; HCD; 1

Bibo_20130531 _RM_MSCO7628_1_3

CRY; CRYL1; CRY; CRYL1; Q9Y252-1; Q9Y252; Q9Y252-2; Q9Yas2
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Relative Abundance

120

Source:

Scannumber: 25009
Protein:

Peptide Score: 100.63
Method: FTMS; HCD; 1

¥i1 ¥Yim ¥ ¥u Y7 ¥Ya

Bibo_20130531 _RM_MSCO7628_1_3
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

EVINIEVI QINlp.&TI TI?

¥

Bibo_20130531_RM_MSCO76238_1_3

25635

AR ARIHT; HUSSY -27; MOPE; UBCHFEBP; Q9Y4XS
100.19

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 255951
Protein: PARP10; B4EOC4; EIPNIZ; QI96KF2; Q53GL7; AZRUMO; B3KY29; EIPKE?
Peptide Score: 9395

Method: FTMS; HCD; 1
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Source: Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 36291

Protein: PRSS1; TRP1; TRY1; TRYP1; PRSS3; PRSS2; TRY2; TRYP2; PRSS1; hCG_1770551; tcag?.1285; TRYS; trypsinogen 8; PRSS1; TRP1; TRY1; TRYP1; T6; TRYE; PRSS1; EFEQE4; QFZ5F3; PO7477;
Peptide Score: 79.8

Method: FTMS; HCD; 1

Relative Abundance
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Relative Abundance

120

Source: Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 36316

Protein: Clorf8; HSPCOODT;
Peptide Score: 74.36
Method: FTMS; HCD; 1

Y2z Y21 ¥Yzu Yiw
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 36549
Protein: PRSS1; TRP1; TRY1; TRYP1; PRSS3; PRSS2; TRY2; TRYP2; PRSS1; hCG_1770551; tcag?.1285; TRYS; trypsinogen 8; PRSS1; TRP1; TRY1; TRYP1; T6; TRYE; PRSS1; EFEQE4; QFZ5F3; PO7477;
Peptide Score: 62.47
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 37377

Protein: CBX; CBX1; hCG_20008655; CBX3; CCDC32; hCG_1745364; hCG_1333233; tcag?.173; CBX1; P83316; EIPCSS; QBIENG; Q13185; A4D177; BEMD17

Peptide Score: 106.13
Method: FTMS; HCD; 1

¥Yia Yis ¥Yiz¥11 Yim ¥ ¥u ¥7 ¥Ya ¥a ¥Ya ¥x ¥z Y

bz bs b

Y _
147.1128.

¥z

294.1482
bz

264.1969

bz || ¥=
| 2271754 || '
b

| 255.224 |

200 400

III GI.& TIDISIS|GIEII|;: FIIII:IK _

=
Viae )
1518.681 i
] I.-_w
Viz )
- 1290.623 -
yio ¥ -]
viset 1oon e 1174.548 8057 1
816.3864 : i AR ) g
| ¥z | ¥o ) 7
1 M3.4627 | 1087.516 -
Vs b : i ﬁ
814.4201 - ;
vis—NHz ! ®
1614.729 - &
Ye ¥s [ =
554.2007  701.336] i
ll ! l ‘l II' Il Iuml |||| ||l L) l| II L] L] L] l L L) L) I L) L) L) l L) L) L) l L L] L] l L) I L) -D
600 s00 1000 1200 1400 1600 1800 2000 2200 2400
m/fz [amu] Qﬂ



120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 40228

Protein: CANX; B4DGPS; P27824; Q16034; DERDFP7; DERBSS; DERAUS; DERAQS; DERD16; DERH)3
Peptide Score: 76.26
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 42755

Protein: meis]; B7Z24TS; EIPDC4; QIHCO4
Peptide Score: 0.92
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 43215

Protein: IPIDD3984483
Peptide Score: 0.19
Method: FTMS; HCD; 1
¥
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: 44627
Protein: IPI0D934483
Peptide Score: 0.58
Method: FTMS; HCD; 1
¥
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 45441
Protein: EEF1B; EEF1B2; EF1B; hCG_19809; LOC392793; tcag?.1130; EEF1B2; P24534; A4D1ME; CIJ2W3; F222G2
Peptide Score: 82.9]
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 45733

Protein:

Peptide Score: 95.65

Bibo_20130531 _RM_MSCO7628_1_3

CAGE; CFAG; MRP14; S100AS; FOE702; B2ZR4ME

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531 _RM_MSCO7628_1_3

48573

SAKST; UBXN1; SAKS]; UBXNT. hCG_1818003; LOCS1035; UBXN]; Q04323-2; Q04323; Q04323-1; Q04323; EIPRQ7; B4DNCE; E3PIS]; QOSEVZ; B4EOPS

7245

FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:
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Bibo_20130531 _RM_MSCO7628_1_3
48843

SAKST; UBXN1; SAKS]; UBXNT. hCG_1818003; LOCS1035; UBXN]; Q04323-2; Q04323; Q04323-1; Q04323; EIPRQ7; B4DNCE; E3PIS]; QOSEVZ; B4EOPS
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FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E238_1_3
Scannumber: c0477

Protein: AURKA; RPS-T1167H4.6-0039; AIK; ARK]; AURA; AURKA; BTAK: STKIS; STKE; A3KFI1; O14365; B2REZ3; B4DX16
Peptide Score: 127.37
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Bibo_20130531 _RM_MSCO7628_1_3

1726
SRP14; P37108
82.36

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Bibo_20130531 _RM_MSCO7628_1_3

51773

SRP14; P37108

10517

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7628_1_3

Scannumber: 54381
Protein: NPM; NPM1; NPM; NPM1; NPM1; POE748-1; POE748; A4AJ86; QIBTIS; POE748-2; POE748; QIBYCI; QINX34; ESRISS
Peptide Score: 87.16
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7623_4

Scannumber: 12226
Protein: CRYBG3; CRYBG3; Q68DQ2-1; Qe8DQ2; Qe8DQ2-2; Qe8DQ2; C3JSNZ; C3J653
Peptide Score: 97.8
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531 _RM_MSCO7623_4

Scannumber: 14877

Protein: ESRGO4

Peptide Score: 105.03

Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E23_4
Scannumber: 15189

Protein: ESRGO4
Peptide Score: 115.33
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7623_4

Scannumber: 15351
Protein: UBCHSC; UBE2D3; UBCHSC; UBE2D3; PE1077-2; PE1077; PE1077-1; PE1077; DERATY; DERIZS; DERSS0D; DERGDO; DERS33; DERIFE
Peptide Score: 123.86
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20130531_RM_MSCO7E23_4
Scannumber: 17018

Protein: REM4; REM4A; QIBWF3-2; QIBWF3
Peptide Score: 87.31
Method: FTMS; HCD; 1
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Relative Abundance

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20130531 _RM_MSCO7623_4

35743

PRSS1. TRP1; TRY1; TRYP1. PRSS3; PRSS2; TRY2; TRYP2; PRSS1; hCG_1770551; tcag?.1285; TRYS; trypsinogen 8; PRSS1; TRP1; TRY1; TRYP1; Te; TRY6; PRSS1; EFEQE4; Q7Z5F3; FO7477;

1.6

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

=8
=~

Bibo_20130531 _RM_MSCO7629_1_3
12603

CENFU; ICEN24; KLIPT1; MLFTIP; FEBIP1; MLF1IP; MLFTIP; CENFU; ICEN24; KLIP1; MLFTIP; FBIP1; QF1F23-1; QF1F23; ABKSD2; QDSGNI1; QDIGN2; ASDEX7; DERIS4; QF1F23-2; QF1F23

62.41
FTMS; HCD; 1

¥a ¥s ¥z M
o gII
E S & M | T NI {K'R _
bl blIbll
¥s
¥z 745.4315
vz 530.3.409 |

417.2568

bi1¥* ys-NHz
661.3282 ?2'8.?05

QIU
[380 1] Ausuayu|

O
Y
¥ vz-NHz bt 9?584_65:"20 -
175.1189 400.2302 | 497.2408 Y i
I ' bio-Hz0 =
1190.554 ha
b=z : I
| ; ; | 5 993.4 744 | -
1)y | | 1 |' M Ll Il [|j|ll “.I |'|l| : il I|.| |'I| .| | I| L1, “l I. .'| ]I | i | : : |I II o
200 400 600 s00 1000 1200 1400 1600
m/z [amu] Qﬂ



Relative Abundance

Source:

Scannumber: 14675

Protein:

Peptide Score: 90.65

ESRGO4

Bibo_20130531 _RM_MSCO7629_1_3

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7629_1_3

Scannumber: 15231
Protein: ESRGO4
Peptide Score: 103.91
Method: FTMS; HCD; 1
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Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20130531 _RM_MSCO7629_1_3

15462
ESRGO4

87

FTMS; HCD; 1
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Relative Abundance
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Method:

Bibo_20130531 _RM_MSCO7629_1_3

19813

RP11-263K19.1-002; TRIM4E; B1 AVQ4; BFZ4F3

4.8

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7629_1_3

Scannumber: 35235
Protein: PRSS1; TRP1; TRY1; TRYP1; PRSS3; PRSS2; TRY2; TRYP2; PRSS1; hCG_1770551; tcag?.1285; TRYS; trypsinogen 8; PRSS1; TRP1; TRY1; TRYP1; T6; TRYE; PRSS1; EFEQE4; QFZ5F3; PO7477;
Peptide Score: 68.13
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E629_1_3
Scannumber: 43345
Protein: IPI0D934483
Peptide Score: 0.19
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: £4054

Protein:

FO2666

Peptide Score: 100.35

Bibo_20130531 _RM_MSCO7629_1_3

Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E629_4
Scannumber: 10717
Protein: ZNF300; Q36RES-2; Q3ERES
Peptide Score: 8.94
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E629_4
Scannumber: 28823

Protein: CHX10; HOX10; ¥SX2; P58304
Peptide Score: 45.28
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:

Prot

ein:

Peptide Score:

Bibo_20130531 _RM_MSCO7623_4
29019
CHX10; HOX10; W5X2; P58304
43.76

Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20130531_RM_MSCO7E629_4
Scannumber: 37914

Protein: KIAADEET; MAPSKIZ; PSK: PSKI; TAOKZ; UNQ23971/PROF431; TAOKZ; KIAADES],; MAP3KIZ; PSK: PSKI; TAOKZ; UNQ23971/PRO7431; TAOKZ; QIULS4-1; QIULS4; Q8EV3IF; BFZMES; QIUL!
Peptide Score: 102.51
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20130531 _RM_MSCO7623_4

Scannumber: 38178
Protein: KIAADSS1; MAP3KI7; PSK: PSK1; TAOKZ; UNQ2371/PRO7431; TAOKZ; KIAADSS]; MAP3KIZ; PSK: PSKI: TAOKZ; UNQ2971/PRO7431; TAOKZ; Q3ULS4-1; QIULS4; Q8EV37; B7ZME8; QIUL!
Peptide Score: 126.52
Method: FTMS; HCD; 1
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