
 
Supplemental Table 2.  Results for NeuCode SILAC- and TMT-based quantification of the 
yeast proteome under salt stress. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 


