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Table S1: Strains used in this study 
Strain Genotype Source 
Candida albicans 
SC5314 Clinical isolate  [2] 
CAI4 ura3::λimm434/ura3::λimm434 (SC5314 lineage)  [3] 
RM1000 ura3::λimm434/ura3::λimm434, his1::hisG/his1::hisG  [4] 
BWP17 ura3::λimm434/ura3::λimm434, his1::hisG/his1::hisG, arg4::hisG/arg4::hisG  [4] 
CA372 ura3::λimm434/ura3::λimm434, RPS1-CIp10(URA3)  [5] 
CA674 ura3::λimm434/ura3::λimm434, his1::hisG/his1::hisG, RPS1-CIp20(URA3,HIS1)  [6] 
CA1206 ura3::λimm434/ura3::λimm434, his1::hisG/his1::hisG, arg4::hisG/arg4::hisG, RPS1-CIp30(URA3,HIS1,ARG4)  [6] 
ML258  ura3::λimm434/ura3::λimm434, RPS1-pACT1-FLAG-GFP   [7] 
SN148 arg4/arg4, leu2/leu2, his1/his1, ura3::λimm434/ura3::λimm434, iro1::λimm434/iro1::λimm434  [8] 
JC45 ura3::λimm434/ura3::λimm434, his1::hisG/his1::hisG, hog1::loxP-ura3-loxP/hog1::loxP-HIS1-loxP  [9]  
JC63 ura3::λimm434/ura3::λimm434, his1hisG/his1hisG, HOG1-YFP-URA3/HOG1-YFP-HIS1  [10] 
JC677  trx1::loxP-ARG4-loxP/trx1::loxP- HIS1-loxP, RPS1-CIp10 (URA3)  [11] 
JC747 arg4/arg4, leu2/leu2, his1/his1, ura3::λimm434/ura3::λimm434, iro1::λimm434/iro1::λimm434, RPS1-CIp30(URA3 HIS1 

ARG4) 
 [11] 

JC842 ura3::λimm434/ura3::λimm434, his1::hisG/his1::hisG, arg4::hisG/arg4::hisG, cap1::loxP-ARG4-loxP/cap1::loxP-HIS1-
loxP, RPS1-CIp10(URA3) 

This study 

JC948 arg4/arg4, leu2/leu2, his1/his1, ura3::λimm434/ura3::λimm434, iro1::λimm434/iro1::λimm434, CAP1-MH–URA3  [11] 
JC1060 arg4/arg4, leu2/leu2, his1/his1, ura3::λimm434/ura3::λimm434, iro1::λimm434/iro1::λimm434, CAP1-GFP–URA3  [11] 
CA1864 ura3::λimm434/ura3::λimm434, his1::hisG/his1::hisG, cta1::loxP-URA3-loxP/cta1::HIS1 This study 
ACT1-CAT1 ura3::λimm434/ura3::λimm434, his1::hisG/his1::hisG, CTA1/URA3-prACT1-CTA1 This study 
cta4∆ SN152, cta4Δ ::CmLEU2/cta4Δ::CdARG4, arg4Δ::dpl200/arg4Δ::dpl200, leu2Δ::dpl200/leu2Δ::dpl200   [12] 
skn7∆ ura3::λimm434/ura3::λimm434, skn7::hisG/skn7::hisG-URA3-hisG  [13] 
sod5∆ arg4/arg4, leu2/leu2, his1/his1, URA3/ura3::λimm434, IRO1/iro1::λimm434, sod5::cmLEU2/sod5::CdHIS1  [14] 
glr1∆ glr1/glr1, ura3::λimm434/ura3::URA3, his1::hisG/his1::hisG, arg4::hisG/arg4::hisG From Ben Distel  
Candida glabrata 
CBS138  Clinical isolate (ATCC 2001)  [15]  
Saccharomyces cerevisiae 
BY4741  MATa, his3, leu2, met15, ura3 Euroscarf 
Schizosaccharomyces pombe 
972  Environmental isolate  [16] 
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