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Figure S2 . Violin pots depicting the distribution of copies relative 
to genes for Dromar5 and Dromar11 in D. Eugracilis. Significant 
differences (Kolgomorov-Smirnov test) are indicated. M: MITE 
lineage, FL: full-length lineage. n: copy number (percentage of copies 
located on genes-containing contigs)!

p"value!=!0.003207!
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