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Supplementary Figure S1. Expression of OR-mediated signal transduction elements in mouse mDA neurons.
a) nanoCAGE datasets. UCSD Genome browser view of Gaolf and Adcy3 expression in A9, A10. Tracks from nanoC-
AGE of olfactory epithelium (from Plessy et. al., Genome Research, 2012) are included for comparison (OE). Initiation
of annotated RefSeq is shown. Black arrows indicate transcription start sites (TSS). Genomic coordinates are shown
on top and expression values (TPM) on the left. Direction of transcription is indicated by a thick arrowhead at the
bottom of each panel. b) FANTOM5 mouse datasets. Zenbu genome browser view of Gaolf and Adcy3 expression in

neurons from SN and in olfactory brain. TPM values are shown on the left.



