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Additional file 5 

 
Additional file 5: HPLC-MS settings for instrument optimization. Each 
metabolite was purchased from Sigma and then ran on the HLPC-MS to optimize 
the reading. Then setting were then used to generate a concentration curve that 
was applied to determine the concentrations of these metabolites in MDMs 
treated with Vpx+ VLP and Vpx- VLPs.  


