
Tbrucei    1 MSTGDPTVPLEEEAISAEKCTRFFIGGLHRQITPQDVEEYFSNFGDVMTFILKRDPSGNS
Lmajor     1 ----------MPLTMHSSPHYKFFVSGIARHVSGDVVEAYFRGYGSGVRLQLMRDKDGLS
Tcruzi     1 MQVSDPTAASVEDTSSSVKDYRYFIGGIQRHITQQDIERYFSAFGEFEGFTMKRDSAGNS

Tbrucei   61 RGFGWVVFNSPPTGVQRPEPHYLKG--VKLTVEPALANV-----RTDRVRRVPGGGSSIP
Lmajor    51 LGYGWLTFESVDVERVVASQHELGGSPVMLRYQPGKKSPKSQPAASPPPPPPSQPINVPT
Tcruzi    61 RGYGWISYRSPPLGIARQDPHVLKG--VVLTVEQARSRGPHEGNRSEKRSYVNEGASLRR

Tbrucei  114 GRRRERSLSDSSSVSSRNSSLSTGDPRDGVRRPRLYDRHVEGSRLPAFGAVASRLPPLPS
Lmajor   111 QQGRS------QEYFPKHKRYREETFRPQVHTAS-RTAQIQTEIMPPKPQTLPGPQSLPK
Tcruzi   119 RRSRSPSSSSSSSVASRRGNYRR-------FTSSRQENANSTSRLPAIAVGNSRLPPLST

Tbrucei  174 EAFVQ-PPQIQATTFELAAPAPSR-DA--PAASASETYLCIPLSLCPPEFSNDPRTFCAK
Lmajor   164 ESRQP-ETEPSPTPMPQTVPLQHQFSSSPQEPVAQPVFACIPLSICPGAFLHDPRVFCCT
Tcruzi   172 QMYSSAPPAQSSTSTTIHGNVVST-NNCDDGNTVTETYLCIPITLCPSEYLSDPRTFCAR

Tbrucei  230 LDQSRVGGLSIIPSPSIAQVGPAPHSVPIPQGLP-GGTVMVPQHSRSQPVRSGGGGG---
Lmajor   223 LDPSQVGKLSILVTPTPHAALPNHHAEQAAYVVP-G--IPQQQHSTYASVNSKRVSPQTP
Tcruzi   231 LDQNRVGSLNIVPTPLVST-NAASVSVPPPPPPPPPSTRNLSQYGLIGERDSRNNAG---

Tbrucei  286 -GRHPKSSGSHHSIPPPLPQPAPPNYDSVMRHNS--------------------------
Lmajor   280 LSMPPLSSGPAPSPPPP-PGPPPPHLTAPFRETVPPPPGPPPPPPPPGPPPTKSCSSGIP
Tcruzi   287 -LPQSVSSSSTTRVAMQRGMTH--------------------------------------

Tbrucei      --------------
Lmajor   339 LRFPPPPGPPPRRY
Tcruzi       --------------
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