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PTGER2 gene map
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Figure S1. Prostaglandin E receptor 2 (subtype EP2) gene map.



Table S1. Prostaglandin E receptor 2 (subtype EP2) pyrosequencing primers, promoter and
amplicon (based on hgl9)

Chro Promoter Amplicon CpG-s. Primers and Sequences
G (positi analyzed
ene mo- o)
some
Start End Start End
52,779 | 52,780 | 52,780 | 52,780 | 52,780 | Primer Forward:
prostagl ,162 ,571 400 581 429 TGGTTTTTTGGATGGAT
din E ATATTTGT
- mt Primer Reverse:
recezp or o
bt 14 AATAAAATTAAAAAAA
(Slép; - CCCAATCCC
PTGE;% 2 Primer Sequencing:
GATATATTTGTTTTA

Sequence to analyze:
C/TGTTTTATTTTAATTT
TTG
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