
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S6: Unrooted phylogenetic tree depicting the genetic relationships among 94 cultivated and wild accessions belonging to seven Cicer 

species based on Nei’s genetic distance using 478 microsatellite markers (including 334 genic and 144 genomic microsatellite markers). 

Molecular classification clearly differentiated 94 accessions into six different clusters, which corresponds to their species and gene pools of 

origination with deviations. 


