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All 2.0r outlier genes and dye-swap arrays
hierarchically clustered (Pearson correlation,
average linkage).

fold change:
>2.5 1.2 1.2 >2.5

induction==>
repression

Bl = up in iT3, or up in RTH (PV)

= down in iT3, or down in RTH (PV)




