Kumar et al. Supplementary Table 1

List of cloning and Q-PCR primers

Primers for cloning

Forward Primer

Reverse primer

BDNF long 3’ UTR-
Xbal

5’-TATTCTAGAACTGACCATTAAAAAGGGGA
AGATAGTGG-3'

5’-AAATCTAGATTACAATAGGCTTCTGAT
GTGG-3’

BDNF short 3’ UTR-
Xbal

5’-
GCATCTAGATGGATTTATGTTGTATAGATTATAT-
3’

5’-
CAGTCTAGAATCTGTTTTCTGAAAGAGGGAC-
3’

U1 fragment-Xbal 5’- 5’-AAATCTAGAGGTCATGGATATGTCCAA
GCATCTAGATGGATTTATGTTGTATAGATTATAT- | TAAAT-3’
3’
U2 fragment-Xbal 5’-CGC TCT AGA GGA AAC AGT CATTTG CGC 5’-
A-3 CAGTCTAGAATCTGTTTTCTGAAAGAGGGAC-
3’
TNF ARE-Xbal S-TTTTCTAGAAGCCTTCCTCACAGAGCCAG-3’ 5’-CCCTCTAGAGAAGACAGCTTCCCACAC

1G-3

Primers for Q-PCR

Forward Primer

Reverse primer

Mus musculus
ZFP36/TTP

5'-TCTCTTCACCAAGGCCATTC-3'

5'-ATCGACTGGAGGCTCTCG-3'

Mus musculus
ZFP36L1/BRF1

5'-GCACAAGCACAACTTTCCGT-3'

5'-AATTGCAAGCGTGGAGGTTG-3'

Mus musculus
ZFP36L2/BRF2

5'-GCACAAGCACAACTTTCCGT-3'

5'-AATTGCAAGCGTGGAGGTTG-3'

Mus musculus
actin, beta

5'-CCAGTTCGCCATGGATGAC-3'

5'-GAGCCGTTGTCGACGACC-3'

Mus musculus
BDNF (CDS,
transcript variants
1-4)

5’-TACCTGGATGCCGCAAACAT-3’

5’-GCTGTGACCCACTCGCTAAT-3’
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Mouse Bdnf 3'UTR sequence. Location of AUUUA motifs is indicated by red, UAUUUAU motifs are red in
italics; the sequence of BDNF-S is bold and underlined.
1412 UGG GUUGUAUAGAUUAUAUUGAGACAAAAUUAUCUAUUUGUAUAUAUACAUAACAGGGUAAAUUAUUCAGUUAA

1492 GAAAAAAUAAUUUUAUGAACUGCAUGUAUAAAUGAAGUUUAUACAGUACAGUGGUUCUACAAUC GGACAUAU
1572 CCAUGACCUGAAAGGAAACAGUCAUUUGCGCACAACUUUAAAAGUCUGCAUUACAUUCCUCGAUAAUGUUGUGGUUUGUU

1652 GCCGUUGCCAAGAAUUGAAAACAAAAAGUUUAAAAAAAAUAAUAAUAAAUUGCAUGCUGCUUUAAUUGUGAAUUGAUAAU

1732 AAACUGUCCCUCUUUCAGAAAACAGAUUAAAAAAACAAAAAACAAAAAAAAAAAAACAAAAAACAAAAACAAAAAUUGGA

1812 ACCAAAACAUUCCGUUUACAUUUUAGACACUAAGUAUCUUCGUUCUUGUUAGUACUCUGUUUUACUGCUUUCGACUUCUG
1892 AUAGCGUUGGAAUUAAAACAAUGUCAAGGUGCUGUUGUCAUUGCUUUACUGGCGUAAGGGACGGGGAAUGGGAGGGGUAG
1972 AUUUCUGUUUGUUUUGUGUUUUAUUUUGUUUGUUUGUUUGUUUUGUUUUUUAGUUCCACCCGGAGUAGGGAUGGAGAAAA
2052 UUUCUUCACUAUCCAUUCUGGUUGAUAAAGCGUUACAUUUGUAUGUUGUAAAGAUGUUUGCAAAAUCCAAUCAGAUGACU
2132 GGAAAACAAAUAAAAAUUAAGGCAACUGAAUAAAAUGCUCACACUCCACUGCCCAUGAUGUAUCUCCCUGGUCCCCCUCA
2212 GCUCACUCUUCUGGCAUGGGUCAGGGAAAAUUGCUUUUAUUGGAAAGACCAGCAUUUGUUCAAAGCAUACUCUUUCCCUC
2292 CCUCCUCCCAUUUUGGUCCCUUCUUUUUGUUUUGUUUUAAGAAAGAAAAUUAAGUUGCGCGCUUUAAAAUAUUUUACUAC
2372 UGCUACAAACAGAUGAACAAUGUGUGUCAUUUUAUGACACUCAUGGAAAACAGUGAUUUUUUUUUACCCUAAAGAAAAAC
2452 AAAUAAAAAUAACCCAAAAUAUUCUUUUUUUAAAAGGCAUAAAUAUUGGGUAAAUUGUAAUAUGGCCUAACAGUGUUUGC
2532 AGAUAAAAGUUAUUGUAUACACCCAGAUACUUAGAUAAGAGCAGGGAUCCACACUGCCAUUGAAAUAGGACUGAAUGGCC
2612 CUGCGGAGGCUAAGUGGAGCUGACAUACUAUUUCCUGGCAGUGCAGGAGGAAUUUCUGAGUGGCCAUCCUAAGGUCUAGG
2692 AUGGAGGUGGGGAAUGGUACUUGAGACAUUCCUAAAGGAAGGCUCGGAAGCACCCUUCAGAGCAGGCUCUGGAAUGAUGU
2772 GUCAAGUUGCUUAGGCCUUCUGCUUUAAGUGCCUACAUUACCUAACAGUGCUCAAGAGGUUCUCGAUUGGAGAACCACAC
2852 UCAAAUCC-UAGCCUCCAUCCCAUUUCUAAAUAAUUGUGUAUAAAGUUGGAUUAACCUGGAGCAACUUUGGAUCCA
2932 AAUAUGGCACAGCAAUAAUGAUAUUAAUGCAGCAUGAUGGGAAAUGUUUGCUGUGAAGAGAAUUGAUUUGCUUUGAGCUU
3012 AGACUUCAGGAAGCCUAGGUUUUUUAUUUUUUUAUUUUUGAGACAUUUUGGUAAAAGGAAAAAAAGAAAACAAACAAACA
3092 AACAAACAAAACCAGAAAAAGCAUCAAAACUCAGGCAGAAUGAGCAAUGUCUGAAAGGGCUAGAAAAACAAGACAUAGCA
3172 AGGUGCUUUCACUGUGAAAGAGACAAGAACACAGGAGGAAAUAUUGCUUCAGUGAAGAGCACAGACGGCUCCUGCCA-
3252 -UACAAGAGUCCCGUCUGUACUUUACCCUUUGGGGUUAGAAGUCAAGUUGGAAGCCUGAAUGAAUGGACCCAAUGAGA
3332 ACUAGUGUUAAGCCCAUUUCCCUAGUCAGGUUUUUUUCAAGCGUGAAUGUGUUAGUGGUUACUCUCCUGGGUUCCUGAGC
3412 AUCAGAAAAAAAAAAAAAAAGAGGCAAACAAUCGCUUCAUCUUAGGAGUGGAAAGGAAACAGAAGUGGACGUCCGCUGUG
3492 ACUCAGGGAGUGAAGAUACCAUCAGCAAAUAGUUUCUUUUUUGUUCAUUCGUUCCUUUCGAGUUAGCCUGUCUUUUGGAA
3572 UACCACUGAAUAUGCUGUUUUUGAAAGACUUCAUGUAGCAUAGAUUGUUUUGUGCCGUUUACCAAAUUAACCUUUGUCAU
3652 CGUUUUUUAACCUAUUCAGGAAUGCUUGGAAUAUCUGCUCUAUGUUAACUUUUUGCAGCUUCAUUCUGAGAGACAUUAGU
3732 CAAACAAACAAAAGGAUCCCCAUCACAAUCUUACAGUACUGCAAGGGCCAGGUCUGUUAAUCGGCUUCACAGGAGACAUC
3812 AGCAAUUGUGUGGUCAGUGGCUGGCUCUCUUACCCACUAAGAUACAUCAUAGCUACAUGUUGGUGGUUUAUGUUGACCUG
3892 AG-UUUGUUAAAAUCUCUUCUUCGUUUCUGUUCGUUCUGGUUCUGUUCUGUUCUGUUCUGUUCUGUUUUGGUUUUA
3972 AAGUCUUGCUGUGGUCUCUUGUUGGCAGAAAUGUUUUAUGCAUGGCAGCAGGCCUGUUGCUUUUUUAUAGUGAUUCCCAU
4052 UGAAACUGUAAGUAAAUGUCUGUGGCCUUGUUCUCUCUAUGGUAAAGAUAUUAUUCACCAUGUAAAACAAGAAAAAA
4132 -GUAUUUUAGUA-AUAAUUAUGUUAUUGAAAAAAUUGGCAUUAAAACUUAACCACAUCAGAAGCCUAUUG
4212 UAAAUACAGGUUCU_AGUGUACCAAUUAACAUAUAAUAUAUGUUUUAAAUAUAGAAUUUUUAAUGUUUUUAAAUAU
4292 AUUUUCAAAGU
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BDNF is co-expressed with ARE-BP-s in various tissues with
known BDNF function.

MRNA Brain* | Skeletal Heart** | Monocytes
muscle

BDNF

Yes Yes Yes Yes
TTP

Yes Yes Yes Yes
BRF1

Yes Yes Yes Yes
BRF2

Yes Yes Yes Yes
ELAVL1

Yes Yes Yes Yes
ELAVL2

Yes Yes Yes Yes
AUF1

Yes Yes Yes Yes

* BDNF is co-expressed with TTP, BRF1, BRF2, ELAVL1, ELAVL2
and AUF1 in prefrontal cortex, cingulate cortex, parietal lobe,
temporal lobe, occipital lobe, ciliary ganglion, cerebellar
penducles, globus pallidus, olfactory bulb, thalamus,
hypothalamus, subthalamic nucleus, caudate nucleus,
amygdala, pons

** BDNF is co-expressed with TTP,BRF1,BRF2,ELAVL1,ELAVL2
and AUF1 in heart and in primary human cardiac myocytes

SOURCE: www.Genecards. org



http://www.genecards.org/cgi-bin/carddisp.pl?gene=BDNF&search=BDNF
http://www.genecards.org/cgi-bin/carddisp.pl?gene=ZFP36&search=TTP
http://www.genecards.org/cgi-bin/carddisp.pl?gene=ZFP36L1&search=BRF1
http://www.genecards.org/cgi-bin/carddisp.pl?gene=ZFP36L2&search=BRF2
http://www.genecards.org/cgi-bin/carddisp.pl?gene=ELAVL1&search=ELAVL1
http://www.genecards.org/cgi-bin/carddisp.pl?gene=ELAVL2&search=ELAVL2
http://www.genecards.org/cgi-bin/carddisp.pl?gene=HNRNPD&search=AUF1
http://www.genecards/
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