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Supplementary Table 1. The decoy glycopeptides and their scoring results returned by GPE for 

the four incorrect glycopeptides that were input as target candidates (labeled in red). The four 

target glycopeptide compositions are NAAGNFSEPSDSSGAITAR+ [Hex]7[HexNAc]3 (3+, m/z 

1199.16),  WEPPLDDGGSEIINYTLEK+ [Hex]5[HexNAc]3 (3+, m/z 1199.19), TCILEILNSTK 

+[Hex]4[HexNAc]6[Fuc]1[Neu5Ac]1(3+, m/z 1199.18), and LNGSAPIQVCWYRDGVLLR+ 

[Hex]3[HexNAc]4[SO3]1(3+, m/z 1199.20) (N is the glycosylation site). 


